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(57) Primers for synthesizing full length cDNAs and 
their use are provided. 

830 cDNA encoding a human protein has been iso- 
lated and nucleotide sequences of 5'-, and 3*-ends of 
the cDNA have been determined. Furthermore, primers 
for synthesizing the full length cDNA have been provid- 
ed to clarify the function of the protein encoded by the 
cDNA. The full length cDNA of the present invention 
containing the translation start site provides information 
useful for analyzing the functions of the protein. 
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Description 

FIELD OF THE INVENTION 

5 [0001] The present invention relates to a polynucleotide encoding a novel protein, a protein encoded by the polynu- 
cleotide, and new uses of these. 

BACKGROUND OF THE INVENTION 

10 [0002] Currently, the sequencing projects, the determination and analysis of the genomic DNA of various living or- 
ganisms have been in progress all over the world. The whole genomic sequences of more than 1 0 species of prokary- 
otes, a lower eukaryote, yeast, and a multicellular eukaryote, C. elegans are already determined. As to human genome, 
which is supposed to be composed of three thousand million base pairs, the world wide cooperative projects have 
been under way to analyze it, and the whole structure is predicted to be determined by the years 2002-2003. The aim 

*5 of the determination of genomic sequence is to reveal the functions of all genes and their regulation and to understand 
living organisms as a network of interactions between genes, proteins, cells or individuals through deducing the infor- 
mation in a genome, which is a blueprint of the highly complicated living organisms. To understand living organisms 
by utilizing the genomic information from various species is not only important as an academic subject, but also socially 
significant from the viewpoint of industrial application. 

20 [0003] However, determination of genomic sequences itself cannnot identify the functions of all genes. For example, 
as for yeast, only the function of approximately half of the 6000 genes, which is predicted based on the genomic 
sequence, was able to be deduced. As for human, the number of the genes is predicted to be approximately one 
hundred thousand. Therefore, it is desirable to establish "a high throughput analysis system of the gene functions" 
which allows us to identify rapidly and efficiently the functions of vast amounts of the genes obtained by the genomic 

25 sequencing. 

[0004] Many genes in the eukaryotic genome are split by introns into multiple exons. Thus, it is difficult to predict 
correctly the structure of encoded protein solely based on genomic information. In contrast, cDNA, which is produced 
from mRNA that lacks introns, encodes a protein as a single continuous amino acid sequence and allows us to identify 
the primary structure of the protein easily. In human cDNA research, to date, more than one million ESTs (Expression 

30 Sequence Tags) are publicly available, and the ESTs presumably cover not less than 80% of all human genes. 

[0005] The information of ESTs is utilized for analyzing the structure of human genome, or for predicting the exon- 
regions of genomic sequences or their expression profile. However, many human ESTs have been derived from prox- 
imal regions to the 3'-end of cDNA, and information around the 5'-end of mRNA is extremely little. Among these human 
cDNAs, the number of the corresponding mRNAs whose encoding protein sequences are deduced is approximately 

35 7000, and further, the number of full-length therein is only 5500. Thus, even including cDNA registered as EST, the 
percentage of human cDNA obtained so far is estimated to be 10-15% of all the genes. 

[0006] It is possible to identify the transcription start site of mRNA on the genomic sequence based on the 5'-end 
sequence of a full-length cDNA, and to analyze factors involved in the stability of mRNA that is contained in the cDNA, 
or in its regulation of expression at the translation stage. Also, since a full-length cDNA contains ATG, the translation 

40 start site, in the 5'-region, it can be translated into a protein in a correct frame. Therefore, it is possible to produce a 
large amount of the protein encoded by the cDNA or to analyze biological activity of the expressed protein by utilizing 
an appropriate expression system. Thus, analysis of a full-length cDNA provides valuable information which comple- 
ments the information from genome sequencing. Also, full-length cDNA clones that can be expressed are extremely 
valuable in empirical analysis of gene function and in industrial application. 

45 [0007] In particular, human secretory proteins or membrane proteins are would be useful by itself as a medicine like 
tissue plasminogen activator (TPA), or as a target of medicines like membrane receptors. In addition, genes for signal 
transduction-associated proteins (protein kinases, etc.), glycoprotein-associated proteins, transcription-associated 
proteins, and disease-associated proteins form a gene group rich in genes whose relationships to human diseases 
have been elucidated. 

so [0008] Therefore, it has great significance to isolate novel full-length cDNA clones of human, only few of which has 
been isolated. Especially, isolation of a novel cDNA clone encoding a secretory protein or membrane protein is desired 
since the protein itself would be useful as a medicine, and also the clones potentially include a gene associated with 
diseases. In addition, genes encoding proteins that are associated with signal transduction, glycoprotein, transcription, 
or diseases are expected to be useful as target molecules for therapy, or as medicines themselves. These genes form 

55 a gene group predicted to be strongly associated with diseases. Thus, identification of the full-length cDNA clones 
encoding those proteins has great significance. 
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SUMMARY OF THE INVENTION 

[0009] An objective of the present invention is to provide a primer that enables synthesizing polynucleotide from 
human, the resulting polynucleotide or its clone, and a protein encoded by the polynucleotide. 

s [0010] The inventors have developed a method for efficiently cloning a human full-length cDNA that is predicted by 
the ATGpr etc. to be a full-length cDNA clone, from a full-length-enriched cDNA library that is synthesized by the oligo- 
capping method. Then, the inventors determined the nucleotide sequence of the obtained cDNA clones from both 5'- 
and 3'- ends. By utilizing the sequences, the inventors selected clones that were expected to contain a signal by the 
PSORT (Nakai K. and Kanehisa M. (1992) Genomics 14: 897-911), and obtained clones that contain a cDNA encoding 

10 a secretory protein or membrane protein. Moreover, the inventors specifically selected full-length cDNA clones that 
encode secretory or membrane proteins, signal transduction-associated proteins, glycoprotein-associated proteins, 
transcription-associated proteins, or disease-associated proteins from clones homologous to the clones in the Swiss- 
Prot (http://www.ebi.ac.uk/ebLdocsSwissProt_db/swisshome.html) according to the keywords of SwissProt. 
[0011] The full-length cDNA clones of the present invention have high fullness ratio since these were obtained by 

15 the combination of (1) construction of a full-length-enriched cDNA library that is synthesized by the oligo-capping 
method, and (2) a system in which fullness ratio is evaluated from the nucleotide sequence of the 5'-end (in this system, 
clones are selected based on the estimation by the ATGpr, following the removal of sequences judged not to be full- 
length when compared with ESTs). However, the primers of the present invention enable obtaining full-length cDNA 
easily without any special methods mentioned above. 

20 [0012] Homology analysis in which the analysis is carried out against a non-full-length cDNA fragment to postulate 
the function of a protein encoded by said fragment, is being commonly performed. However, since such analysis is 
based on the information of the fragment, it is not clear as to whether this fragment corresponds to a part that is 
functionally important in the protein. In other words, the reliability of the homology analysis based on the information ' 
of a fragment is doubtful, as information relating to the structure of the whole protein is not available. However, the 

25 homology analysis of the present invention is conducted based on the information of a full-length cDNA comprising 
the whole coding region of the cDNA, and therefore, the homology of various portions of the protein can be analyzed. 
Hence, the reliability of the homology analysis has been dramatically improved in the present invention. 
[0013] The inventors completed the invention by finding that it is possible to synthesize a novel full-length cDNA by 
using the combination of a primer that is designed based on the nucleotide sequence of the 5'-ends of the selected 

30 full-length cDNA clones and any of an oligo-dT primer or a S'-primer that is designed based on the nucleotide sequence 
of the 3'-ends of the selected clones. 

[0014] Thus, the present invention relates to primers described below, a method for synthesizing a polynucleotide 
using the primers, and polynucleotides obtained by the method. 
[0015] First, the present invention relates to 

35 

(1) use of an oligonucleotide as a primer for synthesizing the polynucleotide comprising the nucleotide sequence 
set forth in any one of SEQ ID NOs: 1 -829 and 2545, or the complementary strand thereof, wherein said oligonu- 
cleotide is complementary to said polynucleotide or the complementary strand thereof and comprises at least 15 
nucleotides; 

40 (2) a primer set for synthesizing polynucleotides, the primer set comprising an oligo-dT primer and an oligonucle- 

otide complementary to the complementary strand of the polynucleotide comprising the nucleotide sequence set 
forth in any one of SEQ ID NOs: 1-829 and 2545, wherein said oligonucleotide comprises at least 15 nucleotides; 
and 

(3) A primer set for synthesizing polynucleotides, the primer set comprising a combination of an oligonucleotide 
45 comprising a nucleotide sequence complementary to the complementary strand of the polynucleotide comprising 

a 5'-end nucleotide sequence and an oligonucleotide comprising a nucleotide sequence complementary to the 
polynucleotide comprising a 3'-end nucleotide sequence, wherein said oligonucleotides comprise at least 15 nu- 
cleotides and wherein said combination of 5'-end nucleotide sequence / 3'-end nucleotide sequence is selected 
from the combinations of 5'-end nucleotide sequence / 3'-end nucleotide sequence set forth in the SEQ ID NOs 
so jn Table 1 . 

[0016] Table 1 shows names of clones obtained in the examples described later, comprising the polynucleotide of 
the present invention (830 clones), names of nucleotide sequences at the 5'-end and 3'-end of the full-length cDNA, 
and their corresponding SEQ ID NOs. A blank indicates that the of the 3'-end sequence corresponding to the 5*-end 
55 sequence has not been determined the same clone. 

[0017] The SEQ ID NO of a 5'-end sequence is shown on the right side of the name of the 5'-end sequence, and the 
SEQ ID NO of a 3'-end sequence is shown on the right side of the name of the 3'-end sequence. 
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Table 1 



Correspondence between names of clone and the sequence name, and the SEQ ID. 



Name of clone 



10 



20 



25 



30 



35 



40 



45 



50 



55 



Name of 5'-sequence 



BNGH41 000020 
BNGH41 000087 
BNGH41 000091 
HEMBA1 000006 
HEMBA1 000121 
HEMBA1 000128 
HEMBA1 000275 
HEMBA1 000300 
HEMBA1 000349 
HEMBA1 000443 
HEMBA1 000462 
HEMBA1 000477 
HEMBA1 000590 
HEMBA1 000634 
HEMBA1 000671 
HEMBA1 000713 
HEMBA1 000732 
HEMBA1 000745 
HEMBA1 000835 
HEMBA1 000875 
HEMBA1 000907 
HEMBA1 000940 
HEMBA1 000962 
HEMBA1001184 
HEMBA1001221 
HEMBA1001228 
HEMBA1 001272 
HEMBA1 001296 
HEMBA1001297 
HEMBA1 001390 
HEMBA1001563 
HEMBA1001621 
HEMBA1 001878 
HEMBA1001886 
HEMBA1 002048 
HEMBA1002131 
HEMBA1002163 
HEMBA1002164 
HEMBA1002167 
HEMBA1002178 
HEMBA1002195 
HEMBA1 002227 
HEMBA1 002239 
HEMBA1002316 
HEMBA1 002420 
HEMBA1 002421 
HEMBA1 002524 



SEQ ID 



F-BNGH41 000020 
F-BNGH41 000087 
F-BNGH41 000091 
F-HEMBA1 000006 
F-HEMBA1 000121 
F-HEMBA1 000128 
F-HEMBA1 000275 
F-HEMBA1 000300 
F-HEMBA1 000349 
F-HEMBA1 000443 
F-HEMBA1 000462 
F-HEMBA1 000477 
F-HEMBA1 000590 
F-HEMBA1 000634 
F-HEMBA1 000671 
F-HEMBA1 000713 
F-HEMBA1 000732 
F-HEMBA1 000745 
F-HEMBA1 000835 
F-HEMBA1 000875 
F-HEMBA1 000907 
F-HEMBA1 000940 
F-HEMBA1 000962 
F-HEMBA1 001184 
F-HEMBA1 001221 
F-HEMBA1 001228 
F-HEMBA1 001272 
F-HEMBA1001296 
F-HEMBA1001297 
F-HEMBA1 001390 
F-HEMBA1001563 
F-HEMBA1 001621 
F-HEMBA1001878 
F-HEMBA1 001886 
F-HEMBA1 002048 
F-HEMBA1002131 
F-HEMBA1002163 
F-HEMBA1002164 
F-HEMBA1 002167 
F-HEMBA1 002178 
F-HEMBA1002195 
F-HEMBA1 002227 
F-HEMBA1 002239 
F-HEMBA1 002316 
F-HEMBA1 002420 
F-HEMBA1 002421 
F-HEMBA1 002524 



3 Name of 3'-sequence 



1 
2 
3 
4 
5 
6 
7 
8 
9 
10 
11 
12 
13 
14 
15 
16 
17 
18 
19 
20 
21 
22 
23 
24 
25 
26 
27 
28 
29 
30 
31 
32 
33 
34 
35 
36 
37 
38 
39 
40 
41 
42 
43 
44 
45 
46 
47 



R-HEMBA1 000006 
R-HEMBA1 000121 
R-HEMBA1 000128 
R-HEMBA1 000275 
R-HEMBA1 000300 
R-nnnnnnnnnnnn 

R-HEMBA1 000462 
R-HEMBA1 000477 
R-HEMBA1 000590 
R-HEMBA1 000634 
R-HEMBA1 000671 
R-HEMBA1000713 
R-HEMBA1 000732 
R-nnnnnnnnnnnn 

R-HEMBA1 000875 

R-HEMBA1 000940 

R-HEMBA1 000962 

R-HEMBA1001184 

R-HEMBA1001221 

R-HEMBA1 001228 

R-HEMBA1 001272 

R-HEMBA1001296 

R-HEMBA1001297 

R-HEMBA1001390 

R-HEMBA1001563 

R-HEMBA1001621 

R-HEMBA1001878 

R-HEMBA1001886 

R-HEMBA1 002048 

R-HEMBA1002131 

R-HEMBA1002163 

R-HEMBA1002167 
R-HEMBA1002178 
R-HEMBA1002195 
R-HEMBA1 002227 



R-HEMBA1002316 
R-HEMBA1 002420 
R-HEMBA1 002421 
R-HEMBA1 002524 



830 
831 
832 
833 
834 
835 

836 
837 
838 
839 
840 
841 
842 
843 

844 

845 
846 
847 
848 
849 
850 
851 
852 
853 
854 
855 
856 
857 
858 
859 
860 

861 
862 
863 
864 

865 
866 
867 
868 



BNSDOCID: <EP 1 1 30094 A2_l_> 



EP 1 130 094 A2 

Table 1 (continued) 



Correspondence between names of clone and the sequence name, and the SEQ ID. 



Name of clone 


Name of 5'-sequence 


SEQ ID 


3 Name of 3'-sequence 


SEQ ID 


HEMBA1 002551 


F-HEMBA1 002551 


48 


R-HEMBA1 002551 


869 


H E MB A1 002767 


F-HEMBA1 002767 


49 


R-HEMBA1 002767 


870 


HEMBA1 002985 


F-HEMBA1 002985 


50 


R-HEMBA1 002985 


871 


HEMBA1 002992 


F-HEMBA1 002992 


51 






HEMBA1 003047 


F-HEMBA1 003047 


52 


R-HEMBA1 003047 


872 


HEMBA1 003072 


F-HEMBA1 003072 


53 


R-HEMBA1 003072 


873 


HEMBA1003101 


F-HEMBA1 003101 


54 


R-HEMBA1003101 


874 


HEMBA1003120 


F-HEMBA1 003120 


55 


R-HEMBA1003120 


875 


HEMBA1 003230 


F-HEMBA1 003230 


56 


R-HEMBA1 003230 


876 


HEMBA1 003294 


F-HEMBA1 003294 


57 


R-HEMBA1 003294 


877 


HEMBA1003315 


F-HEMBA1 003315 


58 


R-HEMBA1003315 


878 


HEMBA1 003392 


F-HEMBA1 003392 


59 


R-HEMBA1 003392 


879 


HEMBA1 003399 


F-HEMBA1 003399 


60 


R-HEMBA1 003399 


880 


HEMBA1 003487 


F-HEMBA1 003487 


61 


R-HEMBA1 003487 


881 


HEMBA1 003497 


F-HEMBA1 003497 


62 


R-HEMBA1 003497 


882 


HEMBA1 003530 


F-HEMBA1 003530 


63 


R-HEMBA1 003530 


883 


HEMBA1 003602 


F-HEMBA1 003602 


64 


R-HEMBA1 003602 


884 


HEMBA1 003732 


F-HEMBA1 003732 


65 


R-HEMBA1 003732 


885 


HEMBA1 003945 


F-HEMBA1 003945 


66 


R-HEMBA1 003945 


886 


HEMBA1 004007 


F-HEMBA1 004007 


67 


R-HEMBA1 004007 


887 


HEMBA1 004067 


F-HEMBA1 004067 


68 






HEMBA1 004085 


F-HEMBA1 004085 


69 


R-HEMBA1 004085 


888 


HEMBA1004110 


F-HEMBA1004110 


70 


R-nnnnnnnnnnnn 


889 


HEMBA1 004250 


F-HEMBA1 004250 


71 


R-HEMBA1 004250 


890 


HEMBA1 004391 


F-HEMBA1 004391 


72 


R-HEMBA1 004391 


891 


HEMBA1 004444 


F-HEMBA1 004444 


73 


R-HEMBA1 004444 


892 


HEMBA1 004454 


F-HEMBA1 004454 


74 


R-HEMBA1 004454 


893 


HEMBA1 004505 


F-HEMBA1 004505 


75 


R-HEMBA1 004505 


894 


HEMBA1 004785 


F-HEMBA1 004785 


76 


R-HEMBA1 004785 


895 


HEMBA1 004797 


F-HEMBA1 004797 


77 


R-HEMBA1 004797 


896 


HEMBA1 004952 


F-HEMBA1 004952 


78 


R-HEMBA1 004952 


897 


HEMBA1 004971 


F-HEMBA1 004971 


79 


R-HEMBA1 004971 


898 


HEMBA1 004982 


F-HEMBA1 004982 


80 


R-HEMBA1 004982 


899 


HEMBA1 005070 


F-HEMBA1 005070 


81 


R-HEMBA1 005070 


900 


HEMBA1 005084 


F-HEMBA1 005084 


82 


R-HEMBA1 005084 


901 


HEMBA1 005145 


F-HEMBA1 005145 


83 


R-HEMBA1005145 


902 


HEMBA1 005230 


F-HEMBA1 005230 


84 


R-HEMBA1 005230 


903 


HEMBA1 005246 


F-HEMBA1 005246 


85 


R-HEMBA1 005246 


904 


HEMBA1 005267 


F-HEMBA1 005267 


86 


R-HEMBA1 005267 


905 


H E MB A1 005337 


F-HEMBA 1 005337 


87 


H-ncMDAl 00533/ 


yuo 


HEMBA1 005430 


F-HEMBA1 005430 


88 


R-HEMBA1 005430 


907 


HEMBA1 005449 


F-HEMBA1 005449 


89 


R-HEMBA1 005449 


908 


HEMBA1 005489 


F-HEMBA1 005489 


90 


R-HEMBA1 005489 


909 


HEMBA1 005522 


F-HEMBA1 005522 


91 


R-HEMBA1 005522 


910 


HEMBA1 005545 


F-HEMBA1 005545 


92 


R-HEMBA1 005545 


911 


HEMBA1 005698 


F-HEMBA1 005698 


93 


R-HEMBA1 005698 


912 


HEMBA1005913 


F-HEMBA1 005913 


94 


R-HEMBA1005913 


913 


HEMBA1 005929 


.F-HEMBA1 005929 


95 


R-HEMBA1 005929 


914 
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Table 1 (continued) 








Correspondence between names of clone and the sequence name, and the SEQ ID. 




Name of clone 


Name of 5'-sequence 


SEQ ID I 


3 Name of 3'-sequence 


qpn in 




HEMBA1 005945 


F-HEMBA1 005945 


96 


R-H EMBA1 005945 


y i o 




HEMBA1006016 


F-HEMBA1 006016 


97 


R-HEMBA1006016 


y i o 




HEMBA1006171 


F-HEMBA1006171 


98 


R-HEMBA1006171 


7 




HEMBA1 006276 I 


F-HEMBA1 006276 


99 


R-H EMBA1 006276 


y l o 




HEMBA1 006299 


F-HEMBA1 006299 


100 


R-H EMBA1 006299 


yi y 




HEMBA1 006311 j 


F-HEMBA1 006311 


101 


R-HEMBA1 006311 


9^U 




HEMBA1 006335 


F-HEMBA1 006335 


102 


R-H EMBA1 006335 | 


921 




HEMBA1 006357 


F-HEMBA1 006357 


103 


R-H EMBA1 006357 | 


922 




HEMBA1 006430 


F-HEMBA1 006430 


104 


R-H EMBA1 006430 


923 




HEMBA1 006482 


F-HEMBA1 006482 


105 


R-HEMBA1 006482 


924 




HEMBA1006517 


F-HEMBA1006517 


106 


R-HEMBA1006517 


9*£0 




HEMBA1 006544 


F-HEMBA1 006544 


107 


R-H EMBA1 006544 


926 




HEMBA1 006572 


F-HEMBA1 006572 


108 


R-H EMBA1 006572 


927 




HEMBA1 006658 j 


F-HEMBA1 006658 


109 


R-H EMBA1 006658 


928 




HEMBA1 006707 


F-HEMBA1 006707 


110 


R-H EMBA1 006707 j 


929 




HEMBA1 006724 


F-HEMBA1 006724 


111 


R-H EMBA1 006724 j 


930 




HEMBA1 006749 


F-HEMBA1 006749 


112 


R-H EM BA1 006749 


yo i 




HEMBA1 006770 


F-HEMBA1 006770 


113 


R-HEMBA1 006770 


932 




HEMBA1 006902 


F-HEMBA1 006902 


114 


R-H EMBA1 006902 


933 




HEMBA1006912 


F-HEMBA1 006912 


115 


R-HEMBA1 006912 


934 




HEMBA1006916 


F-HEMBA1006916 


116 


R-HEMBA1006916 


935 ! 




HEMBA1 006960 


F-HEMBA1 006960 


117 


R-H EMBA1 006960 


936 




HEMBA1007013 


F-HEMBA1 007013 


118 


R-HEMBA1007013 


937 




HEMBA1 007057 


F-HEMBA1 007057 


119 


R-H EMBA1 007057 


938 




HEMBA1 007063 


F-HEMBA1 007063 


120 


R-HEMBA1 007063 


939 




HEMBA1 007226 


F-HEMBA1 007226 


121 




1 940 




HEMBA1 007241 


| F-HEMBA1 007241 


122 


R-HEMBA1 007241 




HEMBA1 007291 


F-HEMBA1 007291 


123 


R-HEMBA1 007291 


941 




HEMBA1 007332 


F-HEMBA1 007332 


124 


R-H EMBA1 007332 


94^ 




HEMBB1000106 


F-HEMBB1 000106 


125 


R-HEMBB1000106 


| 943 




HEMBB1 000276 


F-HEMBB1 000276 


126 


R-HEMBB1 000276 


| 944 




HEMBB1 000309 


F-HEMBB1 000309 


127 


R-HEMBB1 000309 


945 




HEMBB1 000407 


F-HEMBB1 000407 


128 


R-HEMBB1 000407 


j 946 




HEMBB1 000447 


| F-HEMBB1 000447 


129 


R-HEMBB1 000447 


r\ A~7 

\ 94/ 




HEMBB1 000542 


F-HEMBB1 000542 


130 


R-HEMBB1 000542 


i 948 




HEMBB1 000567 


F-HEMBB1 000567 


131 


R-HEMBB1 000567 


r\AC\ 




HEMBB1 000642 


F-HEMBB1 000642 


132 


I R-H EMBB1 000642 


950 




HEMBB1 000668 


F-HEMBB1 000668 


133 


R-H EMBB1 000668 


1 ncH 

| 951 




HEMBB1 000679 


F-HEMBB1 000679 


134 


R-HEMBB1 000679 


1 nco 
1 9b<l 




HEMBBI OOOoo i 


P MFMRR1 000881 


135 


R-HEMBB1 000881 


953 




HEMBB1 000905 


F-HEMBB1 000905 


136 


R-HEMBB1 000905 


! 954 




HEMBB1001026 


! F-HEMBB1001026 


137 


R-HEMBB1001026 


955 




HEMBB1001048 


I F-HEMBB1001048 


138 


R-HEMBB1001048 


956 




HEMBB1001200 


F-HEMBB1 001200 


139 


R-HEMBB1001200 


957 




HEMBB1 001407 


F-HEMBB1 001407 


140 


R-HEMBB1 001407 


958 




HEMBB1001530 


F-HEMBB1 001530 


141 


R-HEMBB1 001530 


959 




HEMBB1 001547 


F-HEMBB1 001547 


142 


R-HEMBB1 001547 


| 960 




HEMBB1001573 


j F-HEMBB1 001573 


143 


| R-HEMBB1 001573 


1 961 
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Table 1 (continued) 



Correspondence between names of clone and the sequence name, and the SEQ ID. 


Name of clone 


Name of 5'-sequence 


SEQ ID 


3 Name of 3' -sequence 


SEQ ID 


HEMBB1001847 


F-HEMBB1001847 


144 


R-HEMBB1001847 


962 


HEMBB1001959 


F-HEMBB1001959 


145 


R-HEMBB1001959 


963 


HEMBB1001978 


F-HEMBB1001978 


146 


R-HEMBB1001978 


964 


HEMBB1 002039 


F-HEMBB1 002039 


147 


R-HEMBB1 002039 


965 


HEMBB1 002041 


F-HEMBB1 002041 


148 


R-HEMBB1 002041 


966 


HEMBB1 002051 


F-HEMBB1 002051 


149 


R-HEMBB1 002051 


967 


HEMBB1 002120 


F-HEMBB1 002120 


150 


R-HEMBB1002120 


968 


HEMBB1002162 


F-HEMBB1 002162 


151 


R-HEMBB1002162 


969 


HEMBB1 002228 


F-HEMBB1 002228 


152 


R-HEMBB1 002228 


970 


HEMBB1 002245 


F-HEMBB1 002245 


153 


R-HEMBB1 002245 


971 


HEMBB1 002302 


F-HEMBB1 002302 


154 


R-HEMBB1 002302 


972 


HEMBB1 002427 


F-HEMBB1 002427 


155 


R-HEMBB1 002427 


973 


HEMBB1 002465 


F-HEMBB1 002465 


156 


R-HEMBB1 002465 


974 


HEMBB1 002661 


F-HEMBB1 002661 


157 


R-HEMBB1 002661 


975 


HEMBB1 002663 


F-HEMBB1 002663 


158 


R-HEMBB1 002663 


976 


HEMBB1 002693 


F-HEMBB1 002693 


159 


R-HEMBB1 002693 


977 


MAMMA 1000046 


F-MAMMA1 000046 


160 


R-MAMMA1 000046 


978 


MAMMA1000102 


F-MAMMA1000102 


161 


R-MAMMA1000102 


979 


MAMMA 1000106 


F-MAMMA1000106 


162 


R-MAMMA1000106 


980 


MAMMA1000118 


F-MAMMA1000118 


163 


R-MAMMA1000118 


981 


MAMMA1000141 


F-MAMMA1000141 


164 


R-MAMMA1000141 


982 


MAMMA1 000204 


F-MAMMA1 000204 


165 


R-MAMMA1 000204 


983 


MAMMA1 000226 


F-MAMMA1 000226 


166 


R-MAMMA1 000226 


984 


MAMMA1 000403 


F-MAMMA1 000403 


167 


R-MAMMA1 000403 


985 


MAMMA1 000449 


F-MAMMA1 000449 


168 


R-MAMMA1 000449 


986 


MAMMA1 000457 


F-MAMMA1 000457 


169 


R-MAMMA1 000457 


987 


MAM MA1 000473 


F-MAMMA1 000473 


170 


R-MAMMA1 000473 


988 


MAMMA1000496 


F-MAMMA1 000496 


171 


R-MAMMA1 000496 


989 


MAMMA1 000528 


F-MAMMA1 000528 


172 


R-MAMMA1 000528 


I 990 


MAMMA1000591 


F-MAMMA1 000591 


173 


R-MAMMA1 000591 


991 


MAMMA 1000614 


F-MAMMA1000614 


174 


R-MAMMA1000614 


992 


MAMMA1 000652 


F-MAMMA1 000652 


175 


R-MAMMA1 000652 


993 


MAMMA1 000681 


F-MAMMA1 000681 


176 


R-MAMMA1 000681 


994 


MAMMA 1000706 


F-MAMMA1 000706 


177 


R-MAMMA1 000706 


995 


MAMMA 1000788 


F-MAMMA1 000788 


178 


R-MAMMA1 000788 


996 


MAMMA 1000810 


F-MAMMA1 000810 


179 


R-MAMMA1 000810 


997 


MAMMA1000814 


F-MAMMA1000814 


180 


R-MAMMA1000814 


998 


MAMMA1 000881 


F-MAMMA1 000881 


181 


R-MAMMA1000881 


999 


MAMMA1 000986 


F-MAMMA1 000986 


182 


R-MAMMA1 000986 


1000 


MAMMA 1000994 


F-MAMMA1 000994 


1 83 


R-MAMMA1 000994 


1 001 


MAMMA1001043 


F-MAMMA1001043 


184 


R-MAMMA1001043 


1002 


MAMMA1001066 


F-MAMMA1001066 


185 


R-MAMMA1001066 


1003 


MAMMA1001094 


F-MAMMA1001094 


186 


R-MAMMA1001094 


1004 


MAMMA1001141 


F-MAMMA1001141 


187 


R-MAMMA1001141 


1005 


MAMMA1001150 


F-MAMMA1001150 


188 


R-MAMMA1001150 


1006 


MAMMA1001237 


F-MAMMA1001237 


189 


R-MAMMA1001237 


1007 


MAMMA1001284 


F-MAMMA1001284 


190 


R-MAMMA1001284 


1008 


MAMMA1001310 


F-MAMMA1001310 


191 


R-MAMMA1001310 


1009 
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Table 1 (continued) 



Correspondence between names of clone and the sequence name, and the SEQ ID 



Name of clone 



MAMMA1001344 
MAMMA1001418 
MAMMA1001532 
MAMMA1001609 
MAMMA 1001615 
MAMMA 1001623 
MAMMA1001634 
MAMMA 1001893 
MAMMA1001901 
MAMMA 1001957 
MAMMA1001978 
MAM MA1 002070 
MAMMA1 002080 
MAMMA 1002087 
MAMMA1 002091 
MAMMA 1002095 
MAMMA 1002128 
MAMMA1002142 
MAMMA1 002165 
MAMMA 1002205 
MAMMA 1002224 
MAMMA1 002234 
MAMMA1 002586 
MAMMA1 002633 
MAMMA1003126 
NT2RM 1000407 
NT2RM1 000462 
NT2RM 1000542 
NT2RM 1000580 
NT2RM 1000789 
NT2RM 1000855 
NT2RM1 000858 
NT2RM1 000899 
NT2RM2000241 
NT2RM2000306 
NT2RM2000410 
NT2RM2000423 
NT2RM2000497 
NT2RM2000514 
NT2RM2000565 
NT2RM2000582 
NT2RM2000589 
NT2RM2000622 
NT2RM2000632 
NT2RM2000773 
NT2RM2001126 
NT2RM2001558 
NT2RM2001626 



Name of 5'-sequence 



SEQ ID 3 Name of 3'-sequence 



F-MAMMA1001344 
F-MAMMA1001418 
F-MAMMA1001532 
F-MAMMA1001609 
F-MAMMA1001615 
F-MAMMA1001623 
F-MAMMA1001634 
F-MAMMA1001893 
F-MAMMA1001901 
F-MAMMA1001957 
F-MAMMA1001978 
F-MAMMA1 002070 
F-MAMMA1 002080 
F-MAMMA1 002087 
F-MAMMA1 002091 
F-MAMMA1 002095 
F-MAMMA1002128 
F-MAMMA1002142 
F-MAMMA1002165 
F-MAMMA1 002205 
F-MAMMA1 002224 
F-MAMMA1 002234 
F-MAMMA1 002586 
F-MAMMA1 002633 
F-MAMMA1003126 
F-NT2RM1 000407 
F-NT2RM 1000462 
F-NT2RM 1000542 
F-NT2RM1 000580 
F-NT2RM1 000789 
F-NT2RM 1000855 
F-NT2RM1 000858 
F-NT2RM1 000899 
F-NT2RM2000241 
F-NT2RM2000306 
F-NT2RM2000410 
F-NT2RM2000423 
F-NT2RM2000497 
F-NT2RM2000514 
F-NT2RM2000565 
F-NT2RM2000582 
F-NT2RM2000589 
F-NT2RM2000622 
F-NT2RM2000632 
F-NT2RM2000773 
F-NT2RM2001126 
F-NT2RM2001558 
F-NT2RM2001626 



192 
193 
194 
195 
196 
197 
198 
199 
200 
201 
202 
203 
204 
205 
206 
207 
208 
209 
210 
211 
212 
213 
214 
215 
216 
217 
218 
219 
220 
221 
222 
223 
224 
225 
226 
227 
228 
229 
230 
231 
232 
233 
234 
235 
236 
237 
238 
239 



R-MAMMA1001418 

R-MAMMA1001532 

R-MAMMA1001609 

R-MAMMA1001615 

R-MAMMA1001623 

R-MAMMA1001634 

R-MAMMA1001893 

R-MAMMA1001901 

R-MAMMA1001957 

R-MAMMA1001978 

R-MAMMA1 002070 

R-MAMMA1 002080 

R-MAMMA1 002087 

R-MAMMA1 002095 
R-MAMMA1002128 
R-MAMMA1002142 
R-MAMMA1002165 
R-MAMMA1 002205 
R-MAMMA1 002224 
R-MAMMA1 002234 
R-MAMMA1 002586 
R-MAMMA1 002633 
R-MAMMA1003126 



SEQ ID 



1010 

1011 

1012 

1013 

1014 

1015 

1016 

1017 

1018 

1019 

1020 

1021 

1022 

1023 
1024 
1025 
1026 
1027 
1028 
1029 
1030 
1031 
1032 
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Table 1 (continued) 



5 



10 



40 



45 



50 



55 



Correspondence between names of clone and the sequence name, and the SEQ ID. 


Name of clone 


Name of 5'-sequence 


SEQ ID 


3 Name of 3'-sequence 


SEQ ID 


NT2RM2001643 


F-NT2RM2001643 


240 






NT2RM2001738 


F-NT2RM2001738 


241 






NT2RM2001767 


F-NT2RM2001767 


242 






NT2RM2001792 


F-NT2RM2001792 


243 






NT2RM2001818 


F-NT2RM2001818 


244 






NT2RM2001902 


F-NT2RM2001902 


245 






NT2RM2001939 


F-NT2RM2001939 


246 






NT2RM2001941 


F-NT2RM2001941 


247 






NT2RM4000100 


F-NT2RM4000100 


248 


R-NT2RM4000100 


1033 


NT2RM4000115 


F-NT2RM4000115 


249 


R-NT2RM4000115 


1034 


NT2RM4000198 


F-NT2RM4000198 


250 


R-NT2RM4000198 


1035 


NT2RM4000284 


F-NT2RM4000284 


251 


R-NT2RM4000284 


1036 


NT2RM4000295 


F-NT2RM4000295 


252 


R-NT2RM4000295 


1037 


NT2RM4000326 


F-NT2RM4000326 


253 


R-NT2RM4000326 


1038 


NT2RM4000417 


F-NT2RM4000417 


254 


R-NT2RM4000417 


1039 


NT2RM4000444 


F-NT2RM4000444 


255 


R-NT2RM4000444 


1040 


NT2RM4000587 


F-NT2RM4000587 


256 


R-NT2RM4000587 


1041 


NT2RM4000593 


F-NT2RM4000593 


257 


R-NT2RM4000593 


1042 


NT2RM4000648 


F-NT2RM4000648 


258 


R-NT2RM4000648 


1043 


NT2RM4000761 


F-NT2RM4000761 


259 


R-NT2RM4000761 


1044 


NT2RM4000965 


F-NT2RM4000965 


260 


R-NT2RM4000965 


1045 


NT2RM4000997 


F-NT2RM4000997 


261 


R-NT2RM4000997 


1046 


NT2RM4001321 


F-NT2RM4001321 


262 


R-NT2RM4001321 


1047 


NT2RM4001325 


F-NT2RM4001325 


263 


R-NT2RM4001325 


1048 


NT2RM4001377 


F-NT2RM4001377 


264 


R-NT2RM4001377 


1049 


NT2RM4001 735 


F-NT2RM4001735 


265 


R-NT2RM4001735 


1050 I 


NT2RM4001768 


F-NT2RM4001768 


266 


R-NT2RM4001768 


1051 


NT2RM4001843 


F-NT2RM4001843 


267 


R-NT2RM4001843 


1052 


NT2RM4002352 


F-NT2RM4002352 


268 


R-NT2RM4002352 


1053 


NT2RP1 000002 


F-NT2RP1 000002 


269 






NT2RP1 000050 


F-NT2RP1 000050 


270 






NT2RP1000181 


F-NT2RP1000181 


271 






NT2RP1 000239 


F-NT2RP1 000239 


272 






NT2RP1 000261 


F-NT2RP1 000261 


273 






NT2RP1 000271 


F-NT2RP1 000271 


274 






NT2RP1 000300 


F-NT2RP1 000300 


275 






NT2RP1 000325 


F-NT2RP1 000325 


276 






NT2RP1 000448 


F-NT2RP1 000448 


277 






NT2RP1 000465 


F-NT2RP1 000465 


278 






NT2RP1 000468 


F-NT2RP1 000468 


279 






NT2RP1 000551 


F-NT2RP1 000551 


280 






NT2RP1 000579 


F-NT2RP1 000579 


281 






NT2RP1000613 


F-NT2RP1000613 


282 






NT2RP1 000679 


F-NT2RP1 000679 


283 






NT2RP1 000740 


F-NT2RP1 000740 


284 






NT2RP1 000903 


F-NT2RP1 000903 


285 






NT2RP1 000981 


F-NT2RP1 000981 


286 






NT2RP1001004 


F-NT2RP1001004 


287 
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Table 1 (continued) 



Correspondence between names of clone and the sequence name, and the SEQ ID 



Name of clone Name of 5'-sequence 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



NT2RP1001020 
NT2RP1001031 
NT2RP1001563 
NT2RP2000092 
NT2RP2000178 
NT2RP2000240 
NT2RP2000394 
NT2RP2000447 
NT2RP2000479 
NT2RP2000514 
NT2RP2000533 
NT2RP2000610 
NT2RP2000616 
NT2RP2000649 
NT2RP2000663 
NT2RP2000694 
NT2RP2000712 
NT2RP2000739 
NT2RP2000818 
NT2RP2000903 
NT2RP2001200 
NT2RP2001223 
NT2RP2001276 
NT2RP2001388 
NT2RP2001469 
NT2RP2001480 
NT2RP2001495 
NT2RP2001514 
NT2RP2001529 
NT2RP2001538 
NT2RP2001562 
NT2RP2001662 
NT2RP2001755 
NT2RP2001769 
NT2RP2001817 
NT2RP2001878 
NT2RP2001903 
NT2RP2001915 
NT2RP2001921 
NT2RP2001948 
NT2RP2001956 
NT2RP2002015 
NT2RP2002063 
NT2RP2002188 
NT2RP2002232 
NT2RP2002304 
NT2RP2002409 
NT2RP2002510 



SEQ ID 3 Name of 3'-sequence 



F-NT2RP1001020 
F-NT2RP1001031 
F-NT2RP1 001563 
F-NT2RP2000092 
F-NT2RP2000178 
F-NT2RP2000240 
F-NT2RP2000394 
F-NT2RP2000447 
F-NT2RP2000479 
F-NT2RP2000514 
F-NT2RP2000533 
F-NT2RP2000610 
F-NT2RP2000616 
F-NT2RP2000649 
F-NT2RP2000663 
F-NT2RP2000694 
F-NT2RP2000712 
F-NT2RP2000739 
F-NT2RP2000818 
F-NT2RP2000903 
F-NT2RP2001200 
F-NT2RP2001223 
F-NT2RP2001276 
F-NT2RP2001388 
F-NT2RP2001469 
F-NT2RP2001480 
F-NT2RP2001495 
F-NT2RP2001514 
F-NT2RP2001529 
F-NT2RP2001538 
F-NT2RP2001562 
F-NT2RP2001662 
F-NT2RP2001755 
F-NT2RP2001769 
F-NT2RP2001817 
F-NT2RP2001878 
F-NT2RP2001903 
F-NT2RP2001915 
F-NT2RP2001921 
F-NT2RP2001948 
F-NT2RP2001956 
F-NT2RP2002015 
F-NT2RP2002063 
F-NT2RP2002188 
F-NT2RP2002232 
F-NT2RP2002304 
F-NT2RP2002409 
F-NT2RP2002510 



288 
289 
290 
291 
292 
293 
294 
295 
296 
297 
298 
299 
300 
301 
302 
303 
304 
305 
306 
307 
308 
309 
310 
311 
312 
313 
314 
315 
316 
317 
318 
319 
320 
321 
322 
323 
324 
325 
326 
327 
328 
329 
330 
331 
332 
333 
334 
335 



SEQ ID 



R-NT2RP2000092 
R-NT2RP2000178 
R-NT2RP2000240 
R-NT2RP2000394 
R-NT2RP2000447 
R-NT2RP2000479 
R-NT2RP2000514 
R-NT2RP2000533 

R-NT2RP2000616 
R-NT2RP2000649 
R-NT2RP2000663 

R-NT2RP2000712 

R-NT2RP2000739 

R-NT2RP2000818 

R-NT2RP2000903 

R-NT2RP2001200 

R-NT2RP2001223 

R-NT2RP2001276 

R-NT2RP2001388 

R-NT2RP2001469 

R-NT2RP2001480 

R-NT2RP2001495 

R-NT2RP2001514 

R-NT2RP2001538 

R-NT2RP2001562 

R-NT2RP2001662 

R-NT2RP2001755 

R-NT2RP2001769 

R-NT2RP2001817 

R-NT2RP2001878 

R-NT2RP2001903 

R-NT2RP2001915 

R-NT2RP2001921 

R-NT2RP2001948 

R-NT2RP2001956 

R-NT2RP2002015 

R-NT2RP2002063 

R-NT2RP2002188 

R-NT2RP2002232 

R-nnnnnnnnnnnn 

R-NT2RP2002409 

R-NT2RP2002510 



1054 
1055 
1056 
1057 
1058 
1059 
1060 
1061 

1062 
1063 
1064 

1065 

1066 

1067 

1068 

1069 

1070 

1071 

1072 

1073 

1074 

1075 

1076 



1077 

1078 

1079 

1080 

1081 

1082 

1083 

1084 

1085 

1086 

1087 

1088 

1089 

1090 

1091 

1092 

1093 

1094 

1095 
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Table 1 (continued) 



Correspondence between names of clone and the sequence name, and the SEQ ID. 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



Name of clone 


Name of 5'-sequence 


SEQ ID 


3 Name of 3'-sequence 


SEQ ID 


NT2RP2002527 


F-NT2RP2002527 


336 


R-NT2RP2002527 


1096 


NT2RP2002533 


F-NT2RP2002533 


337 


R-NT2RP2002533 


1097 


NT2RP2002564 


F-NT2RP2002564 


338 


R-NT2RP2002564 


1098 


NT2RP2002674 


F-NT2RP2002674 


339 


R-NT2RP2002674 


1099 


NT2RP2002721 


F-NT2RP2002721 


340 


R-NT2RP2002721 


1100 


NT2RP2002824 


F-NT2RP2002824 


341 


R-NT2RP2002824 


1101 


NT2RP2002942 


F-NT2RP2002942 


342 


R-NT2RP2002942 


1102 


NT2RP2002974 


F-NT2RP2002974 


343 


R-NT2RP2002974 


1103 


NT2RP2002976 


F-NT2RP2002976 


344 


R-NT2RP2002976 


1104 


NT2RP2003042 


F-NT2RP2003042 


345 


R-NT2RP2003042 


1105 


NT2RP2003138 


F-NT2RP2003138 


346 






NT2RP2003179 


F-NT2RP2003179 


347 


R-NT2RP2003179 


1106 


NT2RP2003210 


F-NT2RP2003210 


348 


R-NT2RP2003210 


1107 


NT2RP2003302 


F-NT2RP2003302 


349 


R-NT2RP2003302 


1108 


NT2RP2003369 


F-NT2RP2003369 


350 


R-NT2RP2003369 


1109 


NT2RP2003383 


F-NT2RP2003383 


351 


R-NT2RP2003383 


1110 


NT2RP2003390 


F-NT2RP2003390 


352 


R-NT2RP2003390 


1111 


NT2RP2003469 


F-NT2RP2003469 


353 


R-NT2RP2003469 


1112 


NT2RP2003545 


F-NT2RP2003545 


354 


R-NT2RP2003545 


1113 


NT2RP2003593 


F-NT2RP2003593 


355 


R-NT2RP2003593 


1114 


NT2RP2003599 


F-NT2RP2003599 


356 


R-NT2RP2003599 


1115 


NT2RP2003655 


F-NT2RP2003655 


357 


R-NT2RP2003655 


1116 


NT2RP2003664 


F-NT2RP2003664 


358 


R-NT2RP2003664 


1117 


NT2RP2003931 


F-NT2RP2003931 


359 


R-NT2RP2003931 


1118 


NT2RP2003940 


F-NT2RP2003940 


360 


R-NT2RP2003940 


1119 


NT2RP2003950 


F-NT2RP2003950 


361 


R-NT2RP2003950 


1120 


NT2RP2004069 


F-NT2RP2004069 


362 


R-NT2RP2004069 


1121 


NT2RP2004108 


F-NT2RP2004108 


363 


R-NT2RP2004108 


1122 


NT2RP2004141 


F-NT2RP2004141 


364 


R-NT2RP2004141 


1123 


NT2RP2004179 


F-NT2RP2004179 


365 


R-NT2RP2004179 


1124 


NT2RP2004205 


F-NT2RP2004205 


366 


R-NT2RP2004205 


1125 


NT2RP2004447 


F-NT2RP2004447 


367 


R-NT2RP2004447 


1126 


NT2RP2004495 


F-NT2RP2004495 


368 


R-NT2RP2004495 


1127 


NT2RP2004524 


F-NT2RP2004524 


369 


R-NT2RP2004524 


1128 


NT2RP2004556 


F-NT2RP2004556 


370 


R-NT2RP2004556 


1129 


NT2RP2004606 


F-NT2RP2004606 


371 


R-NT2RP2004606 


1130 


NT2RP2004648 


F-NT2RP2004648 


372 


R-NT2RP2004648 


1131 


NT2RP2004670 


F-NT2RP200467() 


373 


R-NT2RP2004670 


1132 


NT2RP2004794 


F-NT2RP2004794 


374 


R-NT2RP2004794 


1133 


NT2RP2004837 


F-NT2RP2004837 


375 


R-NT2RP2004837 


1134 


NT2RP2004847 


F-NT2RP2004847 


376 


R-NT2RP2004847 


1135 


NT2RP2005027 


F-NT2RP2005027 


377 


R-NT2RP2005027 


1136 


NT2RP2005069 


F-NT2RP2005069 


378 


R-NT2RP2005069 


1137 


NT2RP2005163 


F-NT2RP2005163 


379 


R-NT2RP2005163 


1138 


NT2RP2005181 


F-NT2RP2005181 


380 


R-NT2RP2005181 


1139 


NT2RP2005247 


F-NT2RP2005247 


381 


R-NT2RP2005247 


1140 


NT2RP2005378 


F-NT2RP2005378 


382 


R-NT2RP2005378 


1141 


NT2RP2005391 


F-NT2RP2005391 


383 


R-NT2RP2005391 


1142 
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Table 1 (continued) 



Correspondence 



between names of clone and the sequence name, and the SEQ ID 



Name of clone Name of 5'-sequence 



NT2RP2005425 
NT2RP2005463 
NT2RP2005514 
NT2RP2005535 
NT2RP2005541 
NT2RP2005597 
NT2RP2005632 
NT2RP2005666 
NT2RP2005774 
NT2RP2005878 
NT2RP2005883 
NT2RP2005887 
NT2RP2005941 
NT2RP2005994 
NT2RP2006004 
NT2RP2006042 
NT2RP2006092 
NT2RP2006099 
NT2RP2006134 
NT2RP2006269 
NT2RP2006512 
NT2RP3000011 
NT2RP3000022 
NT2RP3000059 
NT2RP3000063 
NT2RP3000125 
NT2RP3000148 
NT2RP3000169 
NT2RP3000171 
NT2RP3000172 
NT2RP3000201 
NT2RP3000232 
NT2RP3000304 
NT2RP3000378 
NT2RP3000427 
NT2RP3000436 
NT2RP3000444 
NT2RP3000460 
NT2RP30 00481 
NT2RP3000616 
NT2RP3000645 
NT2RP3000652 
NT2RP3000676 
NT2RP3000677 
NT2RP3000721 
NT2RP3000789 
NT2RP3000818 
NT2RP3000820 



F-NT2RP2005425 
F-NT2RP2005463 
F-NT2RP2005514 
F-NT2RP2005535 
F-NT2RP2005541 
F-NT2RP2005597 
F-NT2RP2005632 
F-NT2RP2005666 
F-NT2RP2005774 
F-NT2RP2005878 
F-NT2RP2005883 
F-NT2RP2005887 
F-NT2RP2005941 
F-NT2RP2005994 
F-NT2RP2006004 
F-NT2RP2006042 
F-NT2RP2006092 
F-NT2RP2006099 
F-NT2RP2006134 
F-NT2RP2006269 
F-NT2RP2006512 
F-NT2RP3000011 
F-NT2RP3000022 
F-NT2RP3000059 
F-NT2RP3000063 
F-NT2RP3000125 
F-NT2RP3000148 
F-NT2RP3000169 
F-NT2RP3000171 
F-NT2RP3000172 
F-NT2RP3000201 
F-NT2RP3000232 
F-NT2RP3000304 
F-NT2RP3000378 
F-NT2RP3000427 
F-NT2RP3000436 
F-NT2RP3000444 
F-NT2RP3000460 
F-NT2RP3000481 
F-NT2RP3000616 
F-NT2RP3000645 
F-NT2RP3000652 
F-NT2RP3000676 
F-NT2RP3000677 
F-NT2RP3000721 
F-NT2RP3000789 
F-NT2RP3000818 
F-NT2RP3000820 



SEQ ID 



3 Name of 3'-sequence 



384 
385 
386 
387 
388 
389 
390 
391 
392 
393 
394 
395 
396 
397 
398 
399 
400 
401 
402 
403 
404 
405 
406 
407 
408 
409 
410 
411 
412 
413 
414 
415 
416 
417 
418 
419 
420 
421 
422 
423 
424 
425 
426 
427 
428 
429 
430 
431 



R-NT2RP2005425 

R-NT2RP2005463 

R-NT2RP2005514 

R-NT2RP2005535 

R-NT2RP2005541 

R-NT2RP2005597 

R-nnnnnnnnnnnn 

R-NT2RP2005666 

R-NT2RP2005774 

R-NT2RP2005878 

R-NT2RP2005883 

R-NT2RP2005887 

R-nnnnnnnnnnnn 

R-NT2RP2005994 

R-NT2RP2006004 

R-NT2RP2006042 

R-NT2RP2006092 

R-NT2RP2006099 

R-NT2RP2006134 

R-NT2RP2006269 

R-NT2RP2006512 

R-NT2RP3000011 

R-NT2RP3000022 

R-NT2RP3000059 

R-NT2RP3000063 

R-nnnnnnnnnnnn 

R-NT2RP3000148 

R-NT2RP3000169 

R-NT2RP3000171 

R-NT2RP3000172 

R-NT2RP3000201 

R-NT2RP3000232 

R-NT2RP3000304 

R-NT2RP3000378 



SEQ ID 



1143 

1144 

1145 

1146 

1147 

1148 

1149 

1150 

1151 

1152 

1153 

1154 

1155 

1156 

1157 

1158 

1159 

1160 

1161 

1162 

1163 

1164 

1165 

1166 

1167 

1168 

1169 

1170 

1171 

1172 

1173 

1174 

1175 

1176 



R-NT2RP3000436 


1177 


R-NT2RP3000444 


1178 


R-NT2RP3000460 


1179 


R-NT2RP3000481 


1180 


R-NT2RP3000616 


1181 


R-NT2RP3000645 


1182 


R-NT2RP3000652 


1183 


R-NT2RP3000676 


1184 


R-NT2RP3000677 


1185 


R-NT2RP3000721 


1186 


R-NT2RP3000789 


1187 


R-NT2RP3000818 


1188 


R-NT2RP3000820 


1189 
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Table 1 (continued) 



Correspondence between names of clone and the sequence name, and the SEQ ID. 



N I o inn ex of /^l Ano 

iNarne oi cione 


Momfl f\f 1 _ 0 a a 1 iqhaa 
INJalllc Ul O ocLjUcllLc 


cpn in 


Q M p mo of Q'.eAniipnpp 

O IN O.II It? Ul O ocLjUCI IUC 


SEQ ID 


NT2RP3000838 


f— ■ |v ITO CD HO AAAOOO 

F-N I 2HF300QB38 


/1AA 

4o2 


n-l\l I 2nroUUUooo 


1 1 on 


& i t a rn, noAAA0^4 

NT2RP3000871 


F-NT2RP3000871 


433 


D MTO DDOAAAOTH 


1 1 yi 


iv ito n no Arson^7 

NT2RP3000907 


r~ IV ITO 00000000~7 

r-N J 2nK30UU907 


4o4 


D MTODDin A rtQ A 7 

H-N 1 ^nroUUUyU/ 


1 1 y*i 


NT2RP3000921 


r~ (y ito oooooooo^ 
r-N I 2nroU00y21 


4oO 




1 1 yo 


MTOO OOAOH ah o 

N 1 2HP30U lu 12 


r-N 1 2nroUUl U 1 2 


/IOC 


ri-IN 1 ^nroUUl \J\tt 


1 1 y4 


k i — r~ a 10 a a a 4 r\ a a 

NT2RP3001044 


r — k ito n n o o o ^ o >i >i 

F-NT2RP3001 044 


437 


n-N 1 2Hro0U i U44 


1 1 yo 


» i ta n n a a a 4 rvp 4 

NT2RP3001061 


F-NT2RP3001 061 


438 


Fi-N 1 2nroUUi Ubl 


1 1 yb 


NT2RP3001159 


r— k ixa r^i n 000-44 c 0 

F-NT2RP3001 1 59 


439 


f~> IV ITO O DO aa 4 4 CO 

H-NT2RP3001 1 59 


4 4 A "7 

1 1 y / 


IV ITO r-» ni AA H -4 ~Tf\ 

NT2RP3001170 


r~ MTO O oo -1 4 7A 

F-NT2nr300 1 1 70 


440 


n-N I 2nroUUn /U 


1 1 yo 


K 1 T A r"* IO OAAH 4 A C 

NT2RP300 11 95 


[— MTOOOOOrtH 4 nc 

F-N I 2HP30U1 1 9b 


441 


Fi-N 1 2HroUU 11 yo 


1 1 yy 


mto a a h o /i a 

NT2RP3001240 


F-N 1 2HP30U1 240 


442 


Fl-N 1 2nroUU 124U 


4 OOO 

1 <iUU 


NT2RP3001271 


r~ k i~T~o IO O O O 4 O ~~7 4 

F-NT2RP3001 271 


443 


H-N 1 2Hro0012/1 


1 2U1 


k ita n a a a 4 a oo 

NT2RP3001322 


r~ IVITO O OOOrt ^ OOO 

F-NT2RP3001 322 


>l yl y* 

444 


D N 1 TO DDAAA4 QAA 

H-N 1 2Hro0U1o22 


4 OOO 


NT2RP3001388 


n" k ita r~> n o o o 4 ooo 

F-NT2RP3001 388 


445 






k i t/-^ a a a j r j a 

NT2RP3001542 


r~ k ita r™» io o o o 4 r ji a 

F-NT2RP3001 542 


446 


O MTO D DOrtrt H C/l O 

n-N 1 2nro001 542 


4 AAA 

1 2Uo 


k i^ta r^o a a 4 caa 

NT2RP3001560 


F-NT2RP3001 560 


447 


n-N I2nro0uibb0 


H OA/I 

1 2U4 


MTonnAAA^ caa 

NT2RP3001592 


r- MTAnOAAAH CAO 

F-NT2 RP3001 592 


A AO 

448 


D FV 1 TO D DO A A4 COO 

n-N 1 2nro0U1592 


h one 
1 2Uo 


NT2RP3001650 


r~ K i~t~o r^i IO O A A 4 ACA 

F-NT2RP3001 650 


449 






NT2RP3001685 


r~ k ita r^i n a a a 4 aoc - 

F-NT2RP3001 685 


450 


R-NT2RP3001 685 


4 AAA 

120b 


NT2RP3001738 


F-NT2RP3001 738 


451 


R-NT2RP3001 738 


4 OA7 

1207 


NT2RP3001754 


i— k ■ — r*A r^i A A A 4 r— a 

F-NT2RP3001 754 


452 


{—> Ik | TO O nOAAH 7C /( 

R-NT2RP3001 754 


4 OOO 

1208 


NT2RP3001858 


F-NT2RP3001 858 


453 


R-NT2RP3001 858 


4 OA A 

1209 


NT2RP3001976 


|— |k | -T - A n IOAAA4 A"^A 

F-NT2RP3001 976 


A C A 

454 


H-N 1 2Hr3001 9/ b 


4 A J A 

1210 


NT2RP3002015 


r — Ik i T" A n A A A A A 4 f~ 

F-NT2RP300201 5 


455 


t~> KlTOnnOAAOAH c 

H-NT2RP300201 5 


4 OH H 
1211 


NT2RP3002160 


| — Li TA r*1 r^i A A A A 4 AA 

F-NT2RP30021 60 


456 


r—\ MTonnoOAH AA 

R-NT2RP30021 60 


4 O 4 O 

1212 


NT2RP3002281 


F-NT2RP3002281 


457 


r— > K ITO IT> OOAAOOO 4 

R-NT2RP3002281 


4 O 4 O 

1213 


NT2RP3002286 


f K 1 TA n n A A A A A O A 

F-NT2RP3002286 


458 


Q IV ITO DDOn^OOOC 

H-N 1 2HPoUU22ob 


i O^ /I 

l ^: 1 4 


» |-t~a r~4 nnAAno 4 4 

NT2RP3002311 


F-NT2RP300231 1 


459 


H-N 1 2HroU02o 1 1 


H OH C 

1 ^ll O 


k 1 ~~r~r*\ m-JOAAOOOvl 

NT2RP3002324 


F-NT2RP3002324 


A C a 

4bU 


D N 1 TO DDQA.AOQO/1 

H-N 1 2HroU02o24 


i OH C 

1 ^1 i b 


IV ITA DnOAAOO/lO 

NT2RP3002342 


F-N 1 2nro0u2342 


AC\ 

4bi 


D) N 1 TO ODOAAOo/i o 

H-N 1 ^HroUU*io4^ 


1 ^1 / 


iv 1 t a n noAAAAro 

NT2RP3002353 


f— k ITO O fOOAAOOCO 

F-NT2RP3002353 


A AO 

4b2 


D fV 1 TO DnoAAOQCO 

H-N ! 2Hr oUU2oOo 


H OH Q 


iv 1 t a r^i r"iAAAA/iAA 

NT2RP3002409 


T~ K ITO D nOAAA / AA 

F-N 1 2RP3002409 


463 


H-N 1 2HroUU24U9 


4 AJ Q 


IV 1 TOO OOrtAOy) 4 H 

N 1 2HP3002411 


1 — N 1 2nroUu24n 


4b4 


H-N I *iHroUU<i4 I I 


A ooc\ 


In 1 2HP3002448 


d IV ITO DDOOAO/i A Q 

F-N 1 2nr%3UU244o 


a aa 

4bb 


H-N I ^nroUU^44o 


i 001 

1 


iv ita 0 nort AAC ~~7 4 

NT2RP3002571 


f— MTODQAAAArTJ 

F-N 1 2HP3002571 


Ada 
4bb 


H-N ! 2HroUU^:o/l 


H OOO 


IV ITA ODOAAOAAy* 

NT2RP3002664 


F-N 1 2nro002bb4 


A A ~7 

4b/ 


H-N 1 ^HroUU^bb4 


■4 OOO 

1 


IV ITA O HO AAO"70 4 

NT2RP3002721 


r— K |TO DD0A(10701 

F-N 1 2nro0U2/21 


/ICQ 

4bo 


D MTO □DQnn0701 


H OOyl 
1 


IV ITA nnOAA0707 

NT2RP3002737 


F-N 1 2nr30U2/o/ 


/I A A 

4b9 


H-N I 2HroUU2/o/ 




IV ITA OI"">OAAO~700 

NT2RP3002738 


F-N I 2Fir30U2/oo 


/I "7 A 

4/U 


H-N I inroUU^/oo 




NT2RP3002790 


F-NT2RP3002790 


471 


R-NT2RP3002790 


1227 


NT2RP3002836 


F-NT2RP3002836 


472 


R-NT2RP3002836 


1228 


NT2RP3002887 


F-NT2RP3002887 


473 


R-NT2RP3002887 


1229 


NT2RP3002900 


F-NT2RP3002900 


474 


R-NT2RP3002900 


1230 


NT2RP3002958 


F-NT2RP3002958 


475 


R-NT2RP3002958 


1231 


NT2RP3002983 


F-NT2RP3002983 


476 


R-NT2RP3002983 


1232 


NT2RP3003000 


F-NT2RP3003000 


477 


R-NT2RP3003000 


1233 


NT2RP3003076 


F-NT2RP3003076 


478 


R-NT2RP3003076 


1234 


NT2RP3003354 


F-NT2RP3003354 


479 


R-NT2RP3003354 


1235 



EP 1 130 094 A2 



Table 1 (continued) 



10 



20 



25 



30 



35 



40 



45 



50 



55 



Correspondence between names of clone and the sequence name, and the SE 


U IU. 


Name of clone 


Name of 5'-sequence 


bbU IU 


O INalllc Ui O ocl|UclltFC 


SEQ ID 


NT2RP3003448 


F-NT2RP3003448 


480 


R-N 1 2nroU0o44o 


1236 


NT2RP3003469 


F-NT2RP3003469 


481 


R-NT2RP3003469 


1237 


NT2RP3003473 


F-NT2RP3003473 


482 


ri-IN 1 ^nroUUJ'f/ o 


1238 


NT2RP3003527 


F-NT2RP3003527 


483 


R-N 1 2nroOUoo<:/ 


1239 


NT2RP3003532 


F-NT2RP3003532 


484 


R-N 1 2nroUUooo2 


1240 


NT2RP3003535 


F-NT2RP3003535 


485 


R-nnnnnnnnnnnn 


1241 


NT2RP3003559 


F-NT2RP3003559 


486 


D MTODDQnnQKRQ 

n-N 1 2nroUUoOoy 


1242 


NT2RP3003614 


F-NT2RP3003614 


487 


R-NT2RP30036 1 4 


1243 


NT2RP3003729 


F-NT2RP3003729 


488 


R-NT2RP3003729 


1244 


NT2RP3003849 


F-NT2RP3003849 


489 


R-NT2RP3003849 


1245 


NT2RP3003874 


F-NT2RP3003874 


490 


R-NT2RP3003874 


1246 


NT2RP3003939 


F-NT2RP3003939 


491 






NT2RP3003963 


F-NT2RP3003963 


492 


R-NT2RP3003963 


1247 


NT2RP3004000 


F-NT2RP3004000 


493 


R-NT2RP3004000 


1248 


NT2RP3004025 


F-NT2RP3004025 


494 


R-NT2RP3004025 


1249 


NT2RP3004067 


F-NT2RP3004067 


495 






NT2RP3004075 


F-NT2RP3004075 


496 


R-NT2RP3004075 


1250 


NT2RP3004083 


F-NT2RP3004083 


497 


R-NT2RP3004083 


1251 


NT2RP3004090 


F-NT2RP3004090 


498 


R-NT2RP3004090 


1252 


NT2RP3004119 


F-NT2RP3004119 


499 


R-NT2RP30041 1 9 


1253 


NT2RP3004130 


F-NT2RP3004130 


500 


R-NT2RP30041 30 


1254 


NT2RP3004133 


F-NT2RP3004133 


501 


R-NT2RP30041 33 


1255 


NT2RP3004202 


F-NT2RP3004202 


502 


R-NT2RP3004202 


1256 


NT2RP3004294 


F-NT2RP3004294 


503 


R-N I 2nh p oUU4<iy4 


1257 


NT2RP3004309 


F-NT2RP3004309 


504 


R-NT2RP3004309 


1258 


NT2RP3004321 


F-NT2RP3004321 


505 


R-NT2RP3004321 


1259 


NT2RP3004345 


F-NT2RP3004345 


506 


R-NT2RP3004345 


1260 


NT2RP3004355 


F-NT2RP3004355 


507 


R-NT2RP3004355 


1261 


NT2RP3004374 


F-NT2RP3004374 


508 


R-NT2RP3004374 


1262 


NT2RP3004406 


F-NT2RP3004406 


509 


R-NT2RP3004406 


1263 


NT2RP3004481 


F-NT2RP3004481 


510 


R-NT2RP3004481 


1264 


NT2RP3004552 


F-NT2RP3004552 


511 


R-NT2RP3004552 


1265 


NT2RP30 04557 


F-NT2RP3004557 


512 






NT2RP3004625 


F-NT2RP3004625 


513 


R-NT2RP300462o 


1266 


NT2RP3004640 


F-NT2RP3004640 


514 


R-NT2RP300464U 


1267 


NT2RP3004647 


F-NT2RP3004647 


515 


R-NT2RP3004647 


1268 


NT2RP4000108 


F-NT2RP4000108 


516 


R-NT2RP40001 08 


1269 


NT2RP4000634 


F-NT2RP4000634 


517 


R-NT2RP4000634 


1270 


NT2RP4000962 


F-NT2RP4000962 


518 


R-NT2RP40009o^ 


1271 


MToRPAnm nm 

In I tnr*fuu i uu i 


F-NT2RP4001001 


519 


R-NT2RP4001001 


1272 


NT2RP4001009 


F-NT2RP4001009 


520 


R-NT2RP4001009 


1273 


NT2RP4001467 


F-NT2RP4001467 


521 


R-NT2RP4001467 


1274 


NT2RP4001877 


F-NT2RP4001877 


522 


R-NT2RP4001877 


1275 


NT2RP4001879 


F-NT2RP4001879 


523 


R-NT2RP4001879 


1276 


NT2RP4002187 


F-NT2RP4002187 


524 


R-NT2RP4002187 


1277 


NT2RP4002451 


F-NT2RP4002451 


525 


R-NT2RP4002451 


1278 


NT2RP4002715 


F-NT2RP4002715 


526 


R-NT2RP4002715 


1279 


NT2RP4002750 


F-NT2RP4002750 


527 


R-NT2RP4002750 


1280 



14 
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Table 1 (continued) 



5 



10 



20 



30 



40 



45 



50 



55 



Correspondence between names of clone and the sequence name, and the SEQ ID. 


Name of clone 


Name of 5'-sequence 


SEQ ID 


3 Name of 3*-sequence 


SEQ ID 


OVARC1 000003 


F-OVARC1 000003 


528 


R-OVARC1 000003 


1281 


OVARC1 000090 


F-OVARC1 000090 


529 


R-OVARC1 000090 


1282 


OVARC1000105 


F-OVARC1000105 


530 


R-OVARC1000105 


1283 


OVARC1 000137 


F-OVARC1000137 


531 


R-OVARC1000137 


1284 


OVARC1 000208 


F-OVARC1 000208 


532 


R-OVARC1 000208 


1285 


OVARC1 000255 


F-OVARC1 000255 


533 


R-OVARC1 000255 


1286 


OVARC1 000275 


F-OVARC1 000275 


534 


R-OVARC1 000275 


1287 


OVARC1 000298 


F-OVARC1 000298 


535 


R-OVARC1 000298 


1288 


OVARC1 000307 


F-OVARC1 000307 


536 


R-OVARC1 000307 


1289 


OVARC1 000313 


F-OVARC1000313 


537 


R-OVARC1000313 


1290 


OVARC1 000331 


F-OVARC1 000331 


538 


R-OVARC1 000331 


1291 


OVARC1 000410 


F-OVARC1 000410 


539 


R-OVARC1 000410 


1292 


OVARC1 000439 


F-OVARC 1000439 


540 


R-OVARC1 000439 


1293 


OVARC1 000467 


F-OVARC1 000467 


541 


R-OVARC1 000467 


1294 


OVARC1 000529 


F-OVARC1 000529 


542 


R-OVARC1 000529 


1295 


OVARC1 000553 


F-OVARC 1000553 


543 


R-OVARC1 000553 


1296 


OVARC1 000775 


F-OVARC1 000775 


544 


R-OVARC1 000775 


1297 


OVARC1 000811 


F-OVARC1 000811 


545 


R-OVARC1 000811 


1298 


OVARC1 000853 


F-OVARC1 000853 


546 


R-OVARC1 000853 


1299 


OVARC1 000873 


F-OVARC1 000873 


547 


R-OVARC1 000873 


1300 


OVARC1000916 


F-OVARC1000916 


548 


R-OVARC1000916 


1301 


OVARC1 000956 


F-OVARC1 000956 


549 


R-OVARC1 000956 


1302 


OVARC1 000995 


F-OVARC1 000995 


550 


R-OVARC1 000995 


1303 


OVARC1001030 


F-OVARC1001030 


551 


R-OVARC1001030 


1304 


OVARC1001049 


F-OVARC1001049 


552 


R-OVARC1001049 


1305 


OVARC1001086 


F-OVARC1001086 


553 


R-OVARC1001086 


1306 


OVARC1001132 


F-OVARC1001132 


554 


R-OVARC1001132 


1307 


OVARC1001163 


F-OVARC1001163 


555 


R-OVARC1001163 


1308 


OVARC1001222 


F-OVARC1 001222 


556 


R-OVARC1001222 


1309 


OVARC1001260 


F-OVARC1001260 


557 


R-OVARC1001260 


1310 


OVARC1001336 


F-OVARC1001336 


558 


R-OVARC1001336 


1311 


OVARC1001338 


F-OVARC1001338 


559 


R-OVARC1001338 


1312 


OVARC1001569 


F-OVARC1001569 


560 


R-OVARC1 001569 


1313 


OVARC1001570 


F-OVARC1001570 


561 


R-OVARC1 001570 


1314 


OVARC1 001596 


F-OVARC1001596 


562 


R-OVARC1 001596 


1315 


OVARC1001607 


F-OVARC1001607 


563 


R-OVARC1 001607 


1316 


OVARC1001725 


F-OVARC1001725 


564 


R-OVARC1 001725 


1317 


OVARC1001727 


F-OVARC1001727 


565 


R-OVARC1001727 


1318 


OVARC1001807 


F-OVARC1001807 


566 


R-OVARC1 001807 


1319 


OVARC1001833 


F-OVARC 1 001 833 


567 


n-OVAHUi 00 1 boo 


i o<iU 


OVARC1001952 


F-OVARC1001952 


568 






OVARC1001991 


F-OVARC1001991 


569 


R-OVARC1 001991 


1321 


OVARC1 002058 


F-OVARC1 002058 


570 


R-OVARC 1002058 


1322 


OVARC1002178 


F-OVARC1002178 


571 


R-OVARC1002178 


1323 


PLACE 1000033 


F-PLACE1 000033 


572 


R-PLACE1 000033 


1324 


PLACE 1000231 


F-PLACE1 000231 


573 


R-PLACE1 000231 


1325 


PLACE 1000258 


F-PLACE1 000258 


574 


R-PLACE1 000258 


1326 


PLACE 1000442 


F-PLACE1 000442 


575 


R-PLACE1 000442 


1327 
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Table 1 (continued) 



Correspondence between names of clone and the sequence name, and the SE 


n in 


Name of clone 


Name of 5'-sequence 


ocn in 




SEQ ID 


PLACE 1000560 


F-PLACE1 000560 


576 


R-PLAObl UUUbbU 


1328 


PLACE 1000740 


F-PLACE1 000740 


577 


R-PLAOb l UUU/4U 


1329 


PLACE 1000907 


F-PLACE1 000907 


578 






PLACE 1000912 


F-PLACE1000912 


579 


H-rLAUb I UUUy 1 £. 


1330 


PLACE 1000914 


F-PLACE1000914 


580 


H-KLAOt 1 UUUy 1 4 


1331 


PLACE 1000927 


F-PLACE1 000927 


581 


R-PLACE1 0009*2/ 


1332 


PLACE 1000986 


F-PLACE1 000986 


582 


R-PLAObl OOUyoo 


1333 


PLACE1001016 


F-PLACE1001016 


583 


R-PLACE1001 01 b 


1334 


PLACE 1001100 


F-PLACE1001100 


584 


R-PLACE1 001 1 00 


1335 


PLACE 1001114 


F-PLACE1001114 


585 


n-P LAOb iUU 1 114 


1336 


PLACE 1001123 


F-PLACE1001123 


586 


R-PLAObl UUl i 


1337 


PLACE 1001183 


F-PLACE1001183 


587 


R-PLACE1 00 1 1 83 


1338 


PLACE 1001229 


F-PLACE1001229 


588 


R-PLACE1 001 229 


1339 


PLACE 1001231 


F-PLACE1001231 


589 


r~% fit A^CHftn^OH 

R-PLACE1 001 231 


1340 


PLACE 1001340 


F-PLACE1001340 


590 


R-PLACE1 001 340 


1341 


PLACE1001401 


F-PLACE1001401 


591 


R-PLACE1 001401 


1342 


PLACE 1001407 


F-PLACE1001407 


592 


R-PLACE1 001 407 


1343 


PLACE 1001464 


F-PLACE1001464 


593 


n ni a ^ r — -t r\r\ 4 A c A 

R-PLACE1 001 464 


1344 


PLACE1 001500 


F-PLACE1001500 


594 


R-PLACE1 001 500 


1345 


PLACE1 001516 


F-PLACE1001516 


595 


R-PLACE1001516 


1346 


PLACE1001536 


F-PLACE1001536 


596 


R-PLACE1 001 536 


1347 


PLACE 1001564 


F-PLACE1001564 


597 


R-PLACE1 001 564 


1348 


PLACE 1001655 


F-PLACE1001655 


598 


R-PLACE1 001 bob 


1349 


PLACE 1001788 


F-PLACE1001788 


599 


R-PLACE1 001 788 


1350 


PLACE1001795 


F-PLACE1001795 


600 


R-PLACE1001795 


1351 


PLACE1001836 


F-PLACE1001836 


601 


R-PLACE1 001 836 


1352 


PLACE 1001918 


F-PLACE1001918 


602 


R-PLACE1 001 91 8 


1353 


PLACE 1001949 


F-PLACE1001949 


603 


R-PLACE1 001 949 


1354 


PLACE 1002080 


F-PLACE1 002080 


604 


R-PLACbl 0020BU 


1355 


PLACE 1002095 


F-PLACE1 002095 


605 


R-PLACE1 00209b 


1356 


PLACE 1002153 


F-PLACE1002153 


606 


R-PLACE1 002153 


1357 


PLACE 1002329 


F-PLACE1 002329 


607 


R-PLACE1 002329 


1358 


PLACE 1002355 


F-PLACE1 002355 


608 


R-PLAUE1 Ou^oob 


1359 


PLACE1 002374 


F-PLACE1 002374 


609 


R-PLACE1 0023/4 


1360 


PLACE 1002518 


F-PLACE1002518 


610 


R-PLAL»b1 UU<£bl o 


1361 


PLACE 1002547 


F-PLACE1 002547 


611 


R-PLACE1 002547 


1362 


PLACE 1002726 


F-PLACE1 002726 


612 


i— » |— k | AACH a A070C 

R-PLACE1 00272b 


1363 


PLACE 1002905 


F-PLACE1 002905 


613 


n-P LAL»bl UU^yuo 


1364 


PLACE 1002911 


F-PLACE1 002911 


614 


R-PLAObi OU^y 1 1 


1365 


PI APF 1 D0PQ67 


F-PLACE1 002967 


615 


R-PLACE1 002967 


1366 


PLACE 1003135 


F-PLACE1003135 


616 


R-PLACE1003135 


1 1367 


PLACE1003163 


F-PLACE1003163 


617 


R-PLACE1003163 


1368 


PLACE 1003407 


F-PLACE1 003407 


618 


R-PLACE1 003407 


1369 


PLACE 1003428 


F-PLACE1 003428 


619 


R-PLACE1 003428 


1370 


PLACE1 003438 


F-PLACE1 003438 


620 


R-PLACE1 003438 


1371 


PLACE 1003460 


F-PLACE1 003460 


621 


R-PLACE1 003460 


1372 


PLACE 1003529 


F-PLACE1 003529 


622 


R-nnnnnnnnnnnn 


1373 


PLACE 1003573 


F-PLACE1 003573 


623 


R-PLACE1 003573 


1374 
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Table 1 (continued) 



Correspondence between names of clone and the sequence name, and the SEQ ID. 



Name of clone 


Name of 5'-sequence 




o iName ot o -sequence 


cpo in 


PLACE 1003598 


F-PLACE1 003598 


624 


ni A /"> ^ ^ AAACAO 

R-PLACE1 003598 


1 375 


PLACE 1003644 


l~ 1^1 A ^ J yNy\^/-» A A 

F-PLACE1 003644 


625 


R-PLACE1 003644 


1 376 


PLACE1 003737 


F-PLACE1 003737 


626 


R-PLACE1 003737 


1 377 


PLACE 1003772 


F-PLACE1 003772 


627 


[— \ l—V 1 A 1 — ^ AAO~7~7A 

R-PLACE1 003772 


A n-70 

1 378 


PLACE 1003839 


F-PLACE1 003839 


628 


R-PLACE1 003839 


1 379 


PLACE 1003845 


F-PLACE1 003845 


629 


R-PLACE 1003845 


1380 


PLACE 1003 852 


F-PLACE1 003852 


630 


f-~% m Af^^A AAAA^A 

R-PLACE 1003852 


1 381 


PLACE 1004028 


F-PLACE1 004028 


631 


R-PLACE1 004028 


1382 


PLACE 1004078 


F-PLACE1 004078 


632 


R-PLACE1 004078 


1 383 


PLACE1004166 


F-PLACE 1 0041 66 


633 


i a r~ ^ aa>i 4 y^ 

R-PLACE10041 66 


1 384 


PLACE 1004168 


F-PLACE1 0041 68 


634 


R-nnnnnnnnnnnn 


1 385 


PLACE1004199 


F-PLACE1 0041 99 


635 


R-PLACE10041 99 


1386 


PLACE 1 004279 


F-PLACE 1004279 


636 


R-PLACE1 004279 


1387 


PLACE 1004282 


F-PLACE 1004282 


637 


R-PLACE1 004282 


1388 


PLACE 1004305 


F-PLACE 1004305 


638 


R-PLACE1 004305 


1389 


PLACE 1004441 


F-PLACE1 004441 


639 


R-PLACE1 004441 


1390 


PLACE 1004450 


F-PLACE 1004450 


640 


t~\i a y^ f — m aaji yi^A 

R-PLACE1 004450 


1391 


PLACE 1004482 


F-PLACE1 004482 


641 


R-PLACE1 004482 


1392 


PLACE 1004492 


F-PLACE1 004492 


642 


R-PLACE1 004492 


1393 


PLACE 1004519 


F-PLACE1004519 


643 


R-PLACE1004519 


1394 


PLACE 1004520 


F-PLACE 1004520 


644 


R-PLACE1 004520 


1395 


PLACE 1004630 


F-PLACE1 004630 


645 


R-PLACE1 004630 


1396 


PLACE 1004637 


F-PLACE1 004637 


646 


R-PLACE1 004637 


1397 


PLACE 1004648 


F-PLACE1 004648 


647 


R-PLACE1 004648 


1398 


PLACE 1004816 


F-PLACE1004816 


648 


R-PLACE1004816 


1399 


PLACE 1004887 


F-PLACE1 004887 


649 


R-PLACE1 004887 


1400 


PLACE 1005003 


F-PLACE1 005003 


650 


R-PLACE1 005003 


1 401 


PLACE 1005005 


F-PLACE1 005005 


651 


R-PLACE1 005005 


1 402 


PLACE 1005031 


F-PLACE1 005031 


652 


I" 1 1 A /*> ^ 4 AA^AA^ 

R-PLACE1 005031 


1 403 


PLACE 1005239 


F-PLACE1 005239 


653 


R-PLACE1 005239 


1404 


PLACE 1005250 


F-PLACE1 005250 


654 


R-PLACE1 005250 


1405 


PLACE 1005383 


F-PLACE1 005383 


655 


R-PLACE1 005383 


1406 


PLACE 1005410 


F-PLACE1 005410 


656 


T~\ 1 A r— A AACyl 4 A 

R-PLACE1 005410 


1407 


PLACE 1005426 


r — |-^| A /"^ 1"" A A A^ >l A A 

F-PLACE1 005426 


657 


R-PLACE 1 005426 


a a r\o 
l40o 


PLACE 1005519 


F-PLACE1005519 


658 


R-PLACE1005519 


1409 


PLACE 1005539 


F-PLACE1 005539 


659 


R-PLACE1 005539 


141 0 


PLACE 1005544 


F-PLACE1 005544 


660 


R-PLACE 1 005544 


141 1 


PLACE 1005569 


F-PLACE1 005569 


661 


R-PLACE1 005569 


A A H O 

1412 


PLACE 1005601 


^ a r~~ ^ AAT AAJ 

F-PLACE1 005601 


662 


n ni a /*^ r" •* a a c a a 

R-PLACE1 005601 


1413 


PLACE 1005660 


F-PLACE1 005660 


663 


R-PLACE1 005660 


1414 


PLACE 1005669 


F-PLACE1 005669 


664 


R-PLACE1 005669 


1415 


PLACE 1005682 


F-PLACE1 005682 


665 


R-PLACE1 005682 


1416 


PLACE 1005725 


F-PLACE 1005725 


666 


R-PLACE1 005725 


1417 


PLACE 1005736 


F-PLACE1 005736 


667 


R-PLACE1 005736 


1418 


PLACE 1005745 


F-PLACE1 005745 


668 


R-PLACE1 005745 


1419 


PLACE 1005768 


F-PLACE1 005768 


669 


R-PLACE1 005768 


1420 


PLACE1 005815 


F-PLACE1005815 


670 


R-PLACE1005815 


1421 


PLACE 1005878 


F-PLACE1 005878 


671 


R-PLACE1 005878 


1422 
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Table 1 (continued) 



Correspondence between names of clone and the sequence name, and the SEQ ID. 



r 

j Name of clone 


Name of 5'-sequence 


cpn m 

O C\-J 1 VJ 


3 Name of 3'-seouence 


SEQ ID 


PLACE 1005927 


F-PLACE1 005927 


C70 




1423 


PLACE 1006071 


F-PLACE1 006071 


67o 


n-rLMOt lUUDU/ I 


1424 


PLACE 1006073 


F-PLACE1 006073 




n-rLnUt 1 UUOU/ *3 


1425 


PLACE 1006079 


F-PLACE1 006079 


b/t> 




1426 


PLACE 1006093 


F-PLACE1 006093 


b/o 


n pi ArFinnfinQ^ 


1427 


PLACE 1006208 


F-PLACE1 006208 


0-7-7 

677 


Q nnnnnnnnnnnn 

ri-nnnnnnnnnnnn 


1428 


PLACE 1006219 


F-PLACE1006219 


57o 




1429 


PLACE 1006277 


F-PLACE1 006277 


679 




1430 


PLACE 1006290 


F-PLACE1 006290 


680 


d pi Arcmn^QQn 


1 431 


PLACE 1 006443 


F- PLACE 1006443 


681 


d pi Arcinn^AA^ 


1432 


PLACE 1006515 


F-PLACE1006515 


coo 


□ pi Arci nr\RC\i R 

n-rLAUClUUDO 1 O 


1433 


PLACE 1006716 


F-PLACE1006716 


683 


H-rLAUblUUD/ 1 0 


1434 


PLACE 1006786 


F-PLACE1 006786 


684 


d pi ArcinnR7ftfi 
rl-r LAO b 1 UUO / DO 


1435 


PLACE 1006809 


F-PLACE1 006809 


685 


d di Arcinnftflno 
H-rLAUtl UUOoUy 


I too 


PLACE 1006959 


F-PLACE1 006959 


686 


d di ArcmnRQ^Q 
H-rLAut 1 uuoyoy 


1437 


PLACE 1 007028 


F-PLACE1 007028 


687 


d pi Apcmn7n5fl 
H-rLAutl UU / Uzso 


1438 


PLACE 1007040 


F-PLACE1 007040 


688 


d pi Arcinn7nAfi 


1439 


PLACE 1007077 


F-PLACE1 007077 


689 


H-rLAUh lUU/U/ / 


1 440 


PLACE 1007081 


F-PLACE1 007081 


690 


R-rLAUbl UU/Uo 1 


1 AAA 
I *+*+ I 


PLACE 1007096 


F-PLACE1 007096 


691 


H-rLAUbiUU/uyD 


1 449 


PLACE 1007296 


F-PLACE1 007296 


692 


D DI AfCinn79QR 

H-r LAUbl UU/ ^yo 


1 44*3 


PLACE 1007591 


F-PLACE1 007591 


693 


H-r LAob 1 UU/ oyi 


I HHH 


PLACE 1007626 


F-PLACE1 007626 


694 


n-rLAubl UU/ D^o 


144^ 


PLACE 1007702 


F-PLACE1 007702 


695 


d di Armnft77n9 
H-rLAL»b lUU/ /U<i 


144R 


PLACE1 007845 


F-PLACE1 007845 


696 


H-PLAUb iUU/o4o 


1 447 


PLACE1 007881 


F-PLACE1 007881 


697 


d di Arcinn7Qfll 
n-rLAUbi UU/oo 1 


1 44R 
I *+*+ o 


PLACE 1007971 


F-PLACE1 007971 


698 


n-rLAUbl UU/y / 1 


144Q 


PLACE 1008282 


F-PLACE1 008282 


699 


o di Af^c-i nr^oopo 
H-rLAubl UUo^o^ 




PLACE 1008297 


F-PLACE1 008297 


700 


d di ArcnnnR9Q7 
n-rLAobi UUC3<iy / 


1451 


PLACE 1008359 


F-PLACE1 008359 


701 


H-rLAUtl UUoooy 


1452 


PLACE 1008469 


F-PLACE1 008469 


702 


d di APcmnc^iRQ 
H-rLAUbl UUo4oy 




PLACE 1008549 


F-PLACE1 008549 


703 


d di at c 1 nriGf^AQ 


1 454 


PLACE 1008657 


F-PLACE1 008657 


704 


D> DI APCinnRRR7 

n-rLAUb I UUoOO / 


1 455 


PLACE 1008716 


F-PLACE1008716 


705 


D DI APCinnR71R 


I HJU 


PLACE 1008744 


F-PLACE1 008744 


706 


D DI APCinr\fl744 
ri-r LALy tl UUO / 


1457 


PLACE 1008984 


F-PLACE1 008984 


~?f\~7 
f\JI 


n pi ArFinnRQft4 


1458 


PLACE 1008985 


F-PLACE1 008985 


708 


n-rLAUbl UUoyoo 


14SQ 

I H-iJCJ 


PLACE 1009067 


F-PLACE1 009067 


709 


D PI ArpinnonR7 
n-rLAUbi uuyuo/ 


1 460 


PLACE 1009196 


F-PLACE1 009196 


—r h r\ 

f\ 0 


q pi APnnnQiQR 

n'rLnwL 1 UUcJ I oo 


1461 


PLACE 1009279 


F-PLACE1 009279 


711 


R-PLACE1 009279 


1462 


PLACE 1009527 


F-PLACE1 009527 


712 


R-PLACE1 009527 


1463 


PLACE 1009546 


F-PLACE1 009546 


713 


R-PLACE1 009546 


1464 


PLACE 1009600 


F-PLACE1 009600 


714 


R-PLACE1 009600 


1465 


PLACE 1009735 


F-PLACE1 009735 


715 


R-PLACE1 009735 


1466 


PLACE 1009982 


F-PLACE1 009982 


716 


R-nnnnnnnnnnnn 


1467 


PLACE1010011 


F-PLACE1010011 


717 


R-PLACE1010011 


1468 


PLACE1 010078 


F-PLACE1010078 


718 


R-PLACE1010078 


1469 


| PLACE1 010081 


F-PLACE1010081 


719 


R-PLACE1010081 


1470 
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Table 1 (continued) 



Correspondence between names of clone and the sequence name, and the SEQ ID. 


Name of clone 


Name of 5'-sequence 


SEQ ID 


3 Name of 3'-sequence 


SEQ ID 


PLACE 1010251 


F-PLACE1010251 


720 


R-PLACE1010251 


1471 


PLACE1 010445 


F-PLACE1010445 


721 


R-PLACE1010445 


1472 


PLACE 1010713 


F-PLACE1 010713 


722 


R-PLACE1010713 


1473 


PLACE 1010784 


F-PLACE1010784 


723 


R-PLACE1010784 


1474 


PLACE 1010827 


F-PLACE1010827 


724 


R-PLACE1010827 


1475 


PLACE 1010968 


F-PLACE1010968 


725 


R-PLACE1010968 


1476 


PLACE 1011045 


F-PLACE1 011045 


726 


R-PLACE1011045 


1477 


PLACE1011116 


F-PLACE1011116 


727 


R-PLACE1011116 


1478 


PLACE1011181 


F-PLACE1011181 


728 






PLACE1011236 


F-PLACE1011236 


729 


R-PLACE1011236 


1479 


PLACE 1011364 


F-PLACE1011364 


730 


R-PLACE1011364 


1480 


PLACE 1 011407 


F-PLACE1011407 


731 


R-PLACE1011407 


1481 


PLACE1011516 


F-PLACE1011516 


732 


R-PLACE1011516 


1482 


PLACE 1011708 


F-PLACE1011708 


733 


R-PLACE1011708 


1483 


PLACE 1011824 


F-PLACE1011824 


734 


R-PLACE1011824 


1484 


PLACE 1011978 


F-PLACE1011978 


735 


R-PLACE1011978 


1485 


PLACE2000118 


F-PLACE2000118 


736 


R-PLACE2000118 


1486 


PLACE2000219 


F-PLACE2000219 


737 


R-PLACE2000219 


1487 


PLACE3000181 


F-PLACE3000181 


738 


R-PLACE3000181 


1488 


PLACE3000213 


F-PLACE3000213 


739 


R-PLACE3000213 


1489 


PLACE4000354 


F-PLACE4000354 


740 


R-PLACE4000354 


1490 


PLACE4000455 


F-PLACE4000455 


741 


R-PLACE4000455 


1491 


SKNMC1 000004 


F-SKNMC1 000004 


742 






SKNMC1000014 


F-SKNMC1000014 


743 






SKNMC1000082 


F-SKNMC1 000082 


744 






THYROI 000036 


F-THYRQ1 000036 


745 


R-THYROI 000036 


1492 


THYROI 000061 


F-THYROI 000061 


746 


R-THYROI 000061 


1493 


THYROI 000099 


F-THYROI 000099 


747 


R-THYR0 1000099 


1494 


THYRO1000196 


F-THYRO1000196 


748 


R-THYRO1000196 


1495 


THYROI 000400 


F-THYROI 000400 


749 


R-THYR0 1000400 


1496 


THYROI 000580 


F-THYROI 000580 


750 


R-THYR0 1000580 


1497 


THYROI 000584 


F-THYROI 000584 


751 


R-THYR0 1000584 


1498 


THYROI 000678 


F-THYROI 000678 


752 


R-THYR0 1000678 


1499 


THYR0 1000776 


F-THYROI 000776 


753 


R-THYRO 1000776 


1500 


THYROI 000795 


F-THYROI 000795 


754 


R-THYR0 1000795 


1501 


THYROI 000846 


F-THYROI 000846 


755 


R-THYROI 000846 


1502 


THYROI 000866 


F-THYROI 000866 


756 


R-THYROI 000866 


1503 


THYROI 000956 


F-THYROI 000956 


757 


R-THYROI 000956 


1504 


THYROI 000964 


F-THYROI 000964 


758 


R-THYROI 000964 


1505 


THYROI 000999 


F-THYROI 000999 


759 


R-THYROI 000999 


1506 


THYRO1001063 


F-THYRO1001063 


760 


R-THYRO1001063 


1507 


THYRO1001071 


F-THYRO1001071 


761 


R-THYRO1001071 


1508 


THYR01001102 


F-THYRO1001102 


762 


R-THYRO1001102 


1509 


THYRO1001113 


F-THYRO1001113 


763 


R-THYRO1001113 


1510 


THYRO1001128 


F-THYROI 001128 


764 


R-THYROI 001128 


1511 


THYRO1001205 


F-THYRO1001205 


765 


R-THYRO1001205 


1512 


THYRO1001237 


F-THYROI 001237 


766 


R-THYROI 001237 


1513 


THYRO1001242 


F-THYRO1001242 


767 


R-THYR0 1001242 


1514 
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Table 1 (continued) 



Correspondence between names of clone and the sequence name, and the SE 


o in 


Name of clone 


Name of 5'-sequence 


cm in 




SEQ ID 


THYROI 001266 


F-THYRO1001266 


768 


H- I nr HU1 UUl cDD 


1515 


THYROI 001327 


F-THYRO1001327 


769 


n-IMY nvj 1 UUl o2 / 


1516 


THYRO1001456 


F-THYRO1001456 


770 


n- 1 MYMU 1 UU 140D 


1517 


THYRO1001457 


F-THYRO1001457 


771 


H- I MY HU1 UU I H-O / 


1518 


THYRO1001471 


F-THYRO1001471 


772 


n- I tlYnUlUU 14/ l 


1519 


THYRO1001478 


F-THYRO1001478 


773 


R- 1 HYrlUl UUl 4/o 


1520 


THYRO1001495 


F-THYRO1001495 


774 


o tlj\/ d/^h r\rn yinc 
R- 1 HYHU lUU14yo 


1521 


THYRO1001523 


F-THYR0 100 1523 


775 


H- 1 HYHU 1 UU 1 o2o 


1522 


THYRO1001529 


F-THYR0 100 1529 


776 


H- I MYnU !UUlo2y 


1523 


THYRO1001593 


F-THYRO1001593 


777 


H- 1 MYnUl UU l oyo 


1524 


THYRO1001608 


F-THYRO1001608 


778 


H- 1 n YHvJ l UU t bUo 


1525 


THYRO1001641 


F-THYRO1001641 


779 


R- 1 HYHvJl UUl b41 


1526 


THYRO1001700 


F-THYRO1001700 


780 


R-THYHU 1001 /UU 


1527 


THYR0 1001 702 


F-THYRO1001702 


781 


C5 T*l i\/r>r\ ^ nni -7r\o 

R- 1 HYHU 1 UU 1 /U2 


1528 


THYRO1001725 


F-THYRO1001725 


782 


R-THYHU 100 i /2o 


1529 


THYRO1001770 


F-THYR0 100 1770 


783 


r-> -T-i i\/nr\^ <^/^> ^ —r~7f\ 

R- 1 HYHU1 UUl / /U 


1530 


THYRO1001803 


F-THYRO1001803 


784 


R-THYROl 001 oOo 


1531 


Y79AA1 000030 


F-Y79AA1 000030 


785 


R-Y79AA1 000030 


1532 


Y79AA1000127 


F-Y79AA1000127 


786 


R-Y79AA1 0001 27 


1533 


Y79AA1 000207 


F-Y79AA1 000207 


787 


R-Y / yAAl UUU2U / 


1534 


Y79AA1 000226 


F-Y79AA1 000226 


788 


R-Y79AA1 00022b 


1535 


Y79AA1 000270 


F-Y79AA1 000270 


789 


R-Y79AA1 0002 /U 


1536 


Y79AA1 000426 


F-Y79AA1 000426 


790 


R-Y79AA l 00042b 


1537 


Y79AA1 000521 


F- Y79 A A1 000521 


791 


R-Y79AA1 00052 1 


1538 


Y79AA1 000750 


F-Y79AA1 000750 


792 


R-Y79AA1 000750 


1539 


Y79AA1 000776 


F-Y79AA1 000776 


793 


R-Y79AA1 00077b 


1540 


Y79AA1 000777 


F-Y79AA1 000777 


794 


r~» V7nA A4ftr>H777 

R-Y79AA1 000/ / / 


1541 


Y79AA1 000876 


F-Y79AA1 000876 


795 


R-Y79AA1 00087b 


1542 


Y79AA1 000888 


F-Y79AA1 000888 


796 






Y79AA1 000959 


F-Y79AA1 000959 


797 


R-Y79AA1 ouuyoy 


1543 


Y79AA1 000967 


F-Y79AA1 000967 


798 


R-Y79AA1 000967 


1544 


Y79AA1001013 


F-Y79AA1001013 


"700 

/yy 


H-Y / yMM i uu i u i o 


1545 


Y79AA1001056 


F-Y79AA1001056 


800 


R-Y / 9AA1 UUl UOD 


1546 


Y79AA1001062 


F-Y79AA1001062 


801 


R-Y / 9AA1 UUl Uo^ 


1547 


Y79AA1001090 


F-Y79AA1001090 


802 


r—> \/7nA AHftninon 

R-Y /9AA1 ooi uy u 


1548 


Y79AA1001212 


F-Y79AA1001212 


803 


C"J V7ftAAHn/HOHO 

R-Y79AA1 UUl 21 2 


1549 


Y79AA1001264 


F-Y79AA1001264 


804 


R-Y79AA1 UUl 2b4 


1550 


Y79AA1001272 


F-Y79AA1001272 


805 


r-> \y-7ri A A H nnH 0"70 

R-Y79AA1 UUl 2 /2 


1551 


Y79AA1001328 


j F-Y79AA1001328 


oUb 


Q V"7Q A A i fin*! 09fi 

H-Y /yMAi UU I o^o 


1552 


Y7QAA1001 426 


F-Y79AA1001426 


807 


R-Y79AA1001426 


1553 


Y79AA1001427 


F-Y79AA1001427 


808 






Y79AA1001430 


F-Y79AA1001430 


809 


R-Y79AA1001430 


1554 


Y79AA1001523 


F-Y79AA1001523 


810 


R-Y79AA1001523 


1555 


Y79AA1001530 


F-Y79AA1001530 


811 


R-Y79AA1001530 


1556 


Y79AA1001592 


F-Y79AA1001592 


812 


R-Y79AA1001592 


1557 


Y79AA1001727 


F-Y79AA1001727 


813 


R-Y79AA1001727 


1558 


Y79AA1001787 


F-Y79AA1001787 


814 


R-Y79AA1001787 


1559 


Y79AA1001793 


F-Y79AA1001793 


815 
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Table 1 (continued) 



10 



20 



Correspondence between names of clone and the sequence name, and the SEQ ID. 


Name of clone 


Name of 5'-sequence 


SEQ ID 


3 Name of 3'-sequence 


SEQ ID 


Y79AA1001795 


F-Y79AA1001795 


816 


R-Y79AA1001795 


1560 


Y79AA1001799 


F-Y79AA1001799 


817 


R-Y79AA1001799 


1561 


Y79AA1001803 


F-Y79AA1001803 


818 


R-Y79AA1001803 


1562 


Y79AA1001863 


F-Y79AA1001863 


819 


R-Y79AA1001863 


1563 


Y79AA1 002022 


F-Y79AA1 002022 


820 


R-Y79AA1 002022 


1564 


Y79AA1 002058 


F-Y79AA1 002058 


821 






Y79AA10021 21 


F-Y79AA1 0021 21 


822 


R-nnnnnnnnnnnn 


l boo 


Y79AA1002129 


F-Y79AA1002129 


823 


R-nnnnnnnnnnnn 


1566 


Y79AA1002213 


F-Y79AA1002213 


824 


R-Y79AA1002213 


1567 


Y79AA1 002334 


F-Y79AA1 002334 


825 


R-Y79AA1 002334 


1568 


Y79AA1 002373 


F-Y79AA1 002373 


826 


R-Y79AA1 002373 


1569 


Y79AA1 002376 


F-Y79AA1 002376 


827 


R-Y79AA1 002376 


1570 


Y79AA1 002378 


F-Y79AA1 002378 


828 


R-Y79AA1 002378 


1571 


Y79AA1 002381 


F-Y79AA1 002381 


829 


R-Y79AA1 002381 


1572 


NT2RP2006580 


F-NT2RP2006580 


2545 


R-NT2RP2006580 


2546 



The sequence name starting from "F" means the name of 5'-end sequence, and the sequence name starting from U R" 
means the name of 3'-end sequence. A blank indicates that the 3'-end sequence corresponding to the 5'-end sequence 
25 has not been determined in the clone. 

[0018] Furthermore, the present invention relates to the use of the above primers, as described below. 

(4) A polynucleotide which can be synthesized with the primer set of (2) or (3). 

(5) A polynucleotide comprising a coding region in the polynucleotide of (4). 
30 (6) A substantially pure protein encoded by polynucleotide of (4). 

(7) A partial peptide of the protein of (6). 

[0019] In addition, the present invention comprises a polynucleotide described below and a protein encoded by the 
polynucleotide. 

35 

(8) An isolated polynucleotide selected from the group consisting of 

(a) a polynucleotide comprising a coding region of the nucleotide sequence set forth in any one of the SEQ 
ID NOs in Table 370; 

40 (b) a polynucleotide comprising a nucleotide sequence encoding a protein comprising the amino acid sequence 

set forth in any one of the SEQ ID NOs in Table 370; 

(c) a polynucleotide comprising a nucleotide sequence encoding a protein comprising an amino acid sequence 
selected from the amino acid sequences set forth in the SEQ ID NOs in Table 370, in which one or more amino 
acids are substituted, deleted, inserted, and/or added, wherein said protein is functionally equivalent to the 

45 protein comprising said amino acid sequence selected from the amino acid sequences set forth in the SEQ 

ID NOs in Table 370; 

(d) a polynucleotide that hybridizes with a polynucleotide comprising a nucleotide sequence selected from the 
nucleotide sequences set forth in the SEQ ID NOs in Table 370, and that comprises a nucleotide sequence 
encoding a protein functionally equivalent to the protein encoded by the nucleotide sequence selected from 

so the nucleotide sequences set forth in the SEQ ID NOs in Table 370; 

(e) a polynucleotide comprising a nucleotide sequence encoding a partial amino acid sequence of a protein 
encoded by the polynucleotide of (a) to (d); 

(f) a polynucleotide comprising a nucleotide sequence with at least 70% identity to the nucleotide sequence 
set forth in any one of the SEQ ID NOs in Table 370. 

55 

(9) . A substantially pure protein encoded by the polynucleotide of (8). 

(10) An antibody against the protein or peptide of any one of (6), (7), and (9). 

(11) A vector comprising the polynucleotide of (5) or (8). 
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(12) A transformant carrying the polynucleotide of (5) or (8), or the vector of (11). 

(13) A transformant expressively carrying the polynucleotide of (5) or (8), or the vector of (11). 

(14) A method for producing the protein or peptide of any one of (6), (7), and (9), comprising culturing the trans- 
formant of (1 3) and recovering the expression product. 

5 (15) An oligonucleotide comprising; the nucleotide sequence set forth in any one of the SEQ ID NOs in Table 370 

or the nucleotide sequence complementary to the complementary strand thereof, wherein said oligonucleotide 
comprises 15 nucleotides or more. 

(16) Use of the oligonucleotide of (15) as a primer for synthesizing a polynucleotide. 

(17) Use of the oligonucleotide of (15) as a probe for detecting a gene. 

10 (18) An antisense polynucleotide against the polynucleotide of (8), or the portion thereof. 

(19) A method for synthesizing a polynucleotide, the method comprising: 

a) synthesizing a complementary strand using a cDNA library as a template, and using the primer set of (2) 
or (3), or the primer of (16); and 
15 b) recovering the synthesized product. 

(20) The method of (1 9), wherein the cDNA library is obtainable by oligo-capping method. 

(21) The method of (19), wherein the complementary strand is obtainable by PCR. 

(22) A method for detecting the polynucleotide of (8), the method comprising: 



20 



a) incubating a target polynucleotide with the oligonucleotide of (15) under the conditions where hybridization 
occurs, and 

b) detecting the hybridization of the target polynucleotide with the oligonucleotide of (15). 

25 (23) A database of polynucleotides and/or proteins, the database comprising information on at least one sequence 

selected from the nucleotide sequences set forth in the SEQ ID NOs in Table 370 and/or the amino acid sequences 
set forth in the SEQ ID NOs in Table 370, or a medium on which the database is stored. 



30 



[0020] Any patents, patent applications, and publications cited herein are incorporated by reference. 
BRIEF DESCRIPTION OF THE DRAWINGS 



[0021] 

35 Figure 1 shows the restriction maps of vectors pME18SFL3 and pUC19FL3. 

Figure 2 shows the reproducibility of gene expression analysis. The ordinate and the abscissa show the intensities 
of gene expression obtained in experiments different from each other. 

Figure 3 shows the detection limit in gene expression analysis. The intensity of expression is shown in the ordinate, 
and the concentration (jig/ml) of the probe used is shown in the abscissa. 

40 

DETAILED DESCRIPTION OF THE INVENTION 

[0022] Herein, "polynucleotide" is defined as a molecule in which multiple nucleotides are polymerized. There are 
no limitations in the number of the polymerized nucleotides. In case that the polymer contains relatively low number 
45 of nucleotides, it is also described as an "oligonucleotide". The polynucleotide or the oligonucleotide of the present 
invention can be a natural or chemically synthesized product. Alternatively, it can be synthesized using a template DNA 
by an enzymatic reaction such as PCR. 

[0023] All the cDNA provided by the invention are full-length cDNA. Herein , a "full-length cDNA" is defined as a cDNA 
which contains both ATG codon (the translation start site) and the stop codon. Accordingly, the untranslated regions, 
so which are originally found in the upstream or downstream of the protein coding region in natural mRNA, may or may 
not be contained. 

An "isolated polynucleotide" is a polynucleotide the structure of which is not identical to that of any naturally occurring 
nucleic acid or to that of any fragment of a naturally occurring genomic nucleic acid spanning more than three separate 
genes. The term therefore covers, for example, 

(a) a DNA which has the sequence of part of a naturally occurring genomic DNA molecule but is not flanked by 
both of the coding sequences that flank that part of the molecule in the genome of the organism in which it naturally 
occurs; 
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(b) a nucleic acid incorporated into a vector or into the genomic DNA of a prokaryote or eukaryote in a manner 
such that the resulting molecule is not identical to any naturally occurring vector or genomic DNA; 

(c) a separate molecule such as a cDNA, a genomic fragment, a fragment produced by polymerase chain reaction 
(PCR), or a restriction fragment; and 

5 (d) a recombinant nucleotide sequence that is part of a hybrid gene, i.e., a gene encoding a fusion protein. Spe- 

cifically excluded from this definition are nucleic acids present in mixtures of different (i) DNA molecules, (ii) trans- 
fected cells, or (iii) cell clones: e.g., as these occur in a DNA library such as a cDNA or genomic DNA library. 

[0024] The term "substantially pure" as used herein in reference to a given polypeptide means that the protein or 
10 polypeptide is substantially free from other biological macromolecules. The substantially pure protein or polypeptide 
is at least 75% (e.g., at least 80, 85, 95, or 99%) pure by dry weight. Purity can be measured by any appropriate 
standard method, for example, by column chromatography polyacrylamide gel electrophoresis, or HPLC analysis. 
[0025] Ail the clones of the present invention (830 clones) are novel and covering full-length, and also predicted to 
encode any of the following functional protein: 

15 

secretory proteins, 
membrane proteins, 

proteins associated to signal transduction (signal transduction-associated proteins; e.g. protein kinases, etc.), 
proteins associated to a glycoprotein (glycoprotein-associated proteins), 
20 proteins associated with transcription (transcription-associated proteins), 

proteins associated with diseases (disease-associated proteins), 

or, enzymes and/or metabolism-associated proteins, cell division- and/or cell proliferation-associated proteins, 
cytoskeleton-associated proteins, nuclear proteins, DNA-and/or RNA-binding proteins, ATP- and/or GTP-binding 
proteins, protein synthesis- and/or protein transport-associated proteins, and cellular defense-associated proteins. 

25 

[0026] Furthermore, all the cDNA clones of the present invention can be characterized as follows: 

(1 ) a cDNA that is obtained by the oligo-capping method, which provides cDNA with high fullness ratio. The cDNA 
was selected by the score in the ATGpr (described as ATGph, as well), which is a program for prediction of the 

30 fullness of the 5'-end of cDNA based on the features of the 5'-end sequence. In addition, the PSORT, which is a 

program for prediction of the existence of the signal sequence selected, cDNA that contains a signal sequence in 
the 5'-end, or transmembrane region in the protein coding region. Furthermore, the homology search with the 5'- 
end sequences confirmed that, the selected clones were not identical to any of the known human mRNA (namely 
novel); 

35 or, 

(2) a cDNA that is obtained by the oligo-capping method, which provides cDNA with high fullness ratio. The cDNA 
was selected by the score in the ATGpr, which is a program for prediction of the fullness of the 5'-end based on 
the features of the 5'-end sequence. Furthermore, the a cDNA that has relative homology with an amino acid 
sequence of a protein with known functions was selected by the BLAST search (Altschul S.F., Gish W., Miller W., 

40 Myers E.W., and Lipman D.J. (1990) J. Mol. Biol. 215: 403-410 ; Gish W., and States D.J. (1993) Nature Genet. 

3: 266-272) on the SwissProt database using the 5'-end sequence. In addition, the homology search using the 5'- 
end sequence confirmed that the selected clones were not identical to any of the known human mRNA (namely 
novel). 

45 [0027] All clones are obtainable as a full-length clone by such a method as PCR (Current Protocols in Molecular 
Biology, Ausubel et al. edit, (1987) John Wiley & Sons, Section 6.1-6.4) using both the 5'- and 3'-end sequences, or 
using the 5'-end sequence and an oligo-dT primer that corresponds to the polyA sequence. 

[0028] Specifically, PCR can be performed using an oligonucleotide that has 15 nucleotides longer, and specifically 
hybridizes with the complementary strand of the polynucleotide that contains the nucleotide sequence selected from 
so the 5-end sequences shown in Table 1 (SEQ ID NO: 1-829, and SEQ ID NO: 2545), and an oligo-dT primer as a 5*-, 
and 3'-primer, respectively. The length of the primers is usually 15-100 bp, and favorably between 15-35 bp. In case 
of LA PCR, which is described below, the primer length of 25-35 bp may provide a good result. 

[0029] A method to design a primer that enables a specific amplification based on the given nucleotide sequence is 
known to those skilled in the art (Current Protocols in Molecular Biology, Ausubel et al. edit, (1 987) John Wiley & Sons, 
55 Section 6.1-6.4). In designing a primer based on the 5'-end sequence, the primer is designed so as that, in principle, 
the amplification products will include the translation start site. Accordingly, in case that a given 5'-end nucleotide 
sequence is the 5'-untranslated region (5'UTR), any part of the sequence can be used as a 5'-primer as far as the 
specificity toward the target cDNA is insured. The translation start site can be predicted using a known method such 
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as the ATGpr as described below. 

[0030] When synthesizing a polynucleotide, the target nucleotide sequence to be amplified can extend to several 
thousand bp in some cDNA. However, it is possible to amplify such a long nucleotides by using such as LA PCR (Long 
and Accurate PCR). It is advantageous to use LA PCR when synthesizing long DNA In LA PCR, in which a special 
DNA polymerase having 3' D5' exo nuclease activity is used, misincorporated nucleotides can be removed. Accordingly, 
accurate synthesis of the complementary strand can be achieved even with a long nucleotide sequence. By using LA 
PCR, it is reported that amplification of a nucleotide with 20 kb longer can be achieved under desirable condition 
(Takeshi Hayashi (1996) Jikken-lgaku Bessatsu, "Advanced Technologies in PCR" Youdo-sha). 
[0031] A template DNA for synthesizing the cDNA of the present invention can be obtained by using cDNA libraries 
that are prepared by various methods. The full-length cDNA clones obtained here are those with high fullness ratio, 
which were obtained using a combination of (1) a method to prepare a full-length-enriched cDNA library using the 
oligo-capping method, and (2) an estimation system for fullness using the 5'-end sequence (selection based on the 
estimation by the ATGpr after removing clones that are non-full-length compared to the ESTs). However, it is possible 
to easily obtain a full-length cDNA by using the primers that are provided by the present invention, not by the above 
described specialized method. 

[0032] The problem with the cDNA libraries prepared by the known methods or commercially available is that mRNA 
contained in the libraries has very low fullness ratio. Thus, it is difficult to screen full-length cDNA clone directly from 
the library using ordinary cloning methods. The present invention has revealed a primer that is capable of synthesizing 
a full-length cDNA. If provided with primers, it is possible to synthesize a target full-length cDNA by using enzymatic 
reactions such as PCR. In particular, a full-length-enriched cDNA library, synthesized by methods such as oligo-cap- 
ping, is desirable to synthesize a full-length cDNA with more reliability. 

[0033] Once the nucleotide sequences of the full-length cDNAs obtained in the present invention is determined, it is 
possible to predict the functions of the proteins encoded by the cDNA clones, for example, by searching the databases 
such as GenBank (http://www.ncbi.nlm.nih.gov/web/GenBanloO, Swiss-Prot (http://www.ebi.ac.uk/ebi_docsSwiss- 
Prot_db/swisshome.html),UniGene (http://www.ncbi. nlm.nih.gov/UniGene) for homologies of the cDNAs.orby search- 
ing the amino acid sequences deduced from the full-length nucleotide sequences for signal sequence by using software 
such as PSORT (K. Nakai & M. Kanehisa, Genomics, 1 4: 897-991 (1 992), for transmembrane region by using software 
such as SOSUI (T- Hirokawa et al., Bio informatics, 14:378-379 (1998); Mitsui Knowledge Industry Co., Ltd.) or for motif 
by using software such as Pfam (http://www.sanger.ac.uk/Software/Pfam/index.shtml) or PROSITE (http://www.ex- 
pasy.ch/prosite). As a matter of course, the functions are often predictable by using partial sequence information (pref- 
erably 300 nucleotides or more) instead of the full-length nucleotide sequences. However, the result of the prediction 
obtained by using partial sequence information does not always agree with the result obtained by using full-length 
nucleotide sequence, and thus it is needless to say that the prediction of function is preferably performed based on 
the full-length nucleotide sequences. 

[0034] Homology search using each of GenBank, Swiss-Prot and UniGene was performed for the 826 clones whose 
full-length nucleotide sequences had been determined (HEMBA1 005337, NT2RM1 000407, NT2RM2001767, and 
NT2RP3003939 are not full-length). The amino acid sequences deduced from the full-length nucleotide sequences 
were searched for functional domains by using analytical software programs, PSORT, SOSUI and Pfam. Based on the 
results, proteins encoded by the cDNA clones were grouped into some categories and their functions were predicted. 
[0035] The following 437 clones were categorized into secretory and/or membrane proteins. The clones categorized 
into secretory and/or membrane proteins are those which matched the full-length sequences of Swiss-Prot database 
with the keywords "growth factor", "cytokine' 1 , "hormone", "signal", "transmembrane", "membrane", "extracellular ma- 
trix", "receptor", "G-protein coupled receptor", "ionic channel", "voltage-gated channel", "calcium channel", "cell adhe- 
sion" "collagen" or "connective tissue"; those which matched the data, suggesting that the proteins are secretory and/ 
or membrane proteins; or those which matched with the full-length sequences of GenBank or UniGene database similar 
description; and, further, those predicted to have an N-terminal signal sequence or a transmembrane region as a result 
of domain search for the amino acid sequences deduced from the full-length nucleotide sequences. 
BNGH41 000020 BNGH41 000087, BNGH41 000091 , HEMBA1 0001 21 , HEMBA1 0001 28, HEMBA1 000349, 
HEMBA1000477 HEMBA1 000590, HEMBA1 00071 3, HEMBA1 000732, HEMBA1 000745, HEMBA1 000835, 
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HEMBA1 000940, 
HEMBA1002163, 
HEMBA1 002421, 
HEMBA1 003530, 
HEMBA1 004391, 
HEMBA1 005070, 
HEMBA1006171, 
HEMBA1 006482, 
HEMBA1 007241, 



H EM BA1 000962, 
HEMBA1002167, 
HEMBA1 002767, 
HEMBA1 003602, 
HEMBA1 004444, 
HEMBA1 005449, 
HEMBA1 006299, 
HEMBA1 006707, 
HEMBB1 000407, 



HEMBA1001221, 
HEMBA1002178, 
HEMBA1 003047, 
HEMBA1 003732, 
HEMBA1 004454, 
HEMBA1 005522, 
HEMBA1006311, 
HEMBA1 006724, 
HEMBB1 000447, 



HEMBA1001228, 
HEMBA1002195, 
HEMBA1003101, 
HEMBA1 003945, 
HEMBA1 004505, 
HEMBA1 005545, 
HEMBA1 006335, 
HEMBA1 006749, 
HEMBB1 000567, 



HEMBA1001621, 
HEMBA1 002227, 
HEMBA1 003230, 
HEMBA1 004110, 
HEMBA1 004797, 
HEMBA1 005698, 
HEMBA1 006357, 
HEMBA1 006902, 
HEMBB1 000679, 



HEMBA1002131, 
HEMBA1 002420, 
HEMBA1003392, 
HEMBA1 004250, 
HEMBA1 004982, 
HEMBA1 005945, 
HEMBA1 006430, 
HEMBA1006960, 
HEMBB1000881, 
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HEMBB1001026, HEMBB1 001 048, HEMBB1 001 407, HEMBB1001530, HEMBB1 001573, HEMBB1 001 847, 

HEMBB1001978, HEMBB1 002041 , HEMBB1 0021 62, HEMBB1 002245, HEMBB1 002427, HEMBB1 002693, 

MAMMA1000102, MAMMA1 0001 06, MAMMA1 00011 8, MAMMA1 0001 41 , MAMMA1 000204, MAMMA1 000226, 

MAMMA1 000457, MAMMA1 000473, MAMMA1 000496, MAMMA1 000591 , MAMMA1 000681 , MAMMA1 00081 0, 
MAMMA1000986, MAM MA 1000994, MAMMA1 001 043, MAMMA1 001141 , MAMMA1 001 237, MAMMA1 001344, 

MAMMA1001418, MAMMA1 001 893, MAMMA1 001 957, MAMMA1 001 978, 
MAMMA1 002070, MAMMA1 002091 , MAMMA1 002095, MAMMA1 0021 65, MAMMA1 002234 



MAMMA1 002633, MAMMA1 0031 26 
NT2RM1 000858, NT2RM1 000899, 
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NT2RM2001626 

NT2RM4000417 

NT2RM4000997 

NT2RP1 000050 

NT2RP1 000551 

NT2RP2000533 

NT2RP2000903 

NT2RP2001755 

NT2RP2002527 

NT2RP2003042 

NT2RP2003655 

NT2RP2004524 

NT2RP2005163 

NT2RP2005666 

NT2RP2006042 

NT2RP3000304 

NT2RP3000818 

NT2RP3001240 

NT2RP3001650 

NT2RP3002342 

NT2RP3002958 

NT2RP3003614 

NT2RP3004309 

NT2RP3004647 

NT2RP4002451 

OVARC1000313 

OVARC1 000956 

OVARC1001725 

PLACE1000912 

PLACE1001231 

PLACE1001536 

PLACE1001836 

PLACE1 002374 

PLACE1 002967 

PLACE1 003845 

PLACE1 004482 

PLACE1 005003 

PLACE1 005544 

PLACE1 005927 

PLACE1 006443 

PLACE1 007296 

PLACE1008716 

PLACE1 009527 

PLACE1010251 

PLACE1011116, 

PLACE3000213 

THYR01 000099 

THYR01 000795 

THYRO1001205 



NT2RM1 000462 
NT2RM2000241, 
NT2RM2001939, 
NT2RM4000587, 
NT2RM4001735, 
NT2RP1 000261, 
NT2RP1000981, 
NT2RP2000649, 
NT2RP2001276, 
NT2RP2001956, 
NT2RP2002721 , 
NT2RP2003383, 
NT2RP2003950, 
NT2RP2004606, 
NT2RP2005378, 
NT2RP2005883, NT2RP2005994, NT2RP2006004, 

NT2RP2006269, NT2RP1 00651 2, NT2RP2006580 
NT2RP3000460, 
NT2RP3000921, 
NT2RP3001322, 
NT2RP3001858, 
NT2RP3002737, 
NT2RP3003076, 
NT2RP3004075, 
NT2RP3004406, 
NT2RP4001009, 
OVARC1 000003, 



NT2RM1 000542, NT2RM1 000580 
NT2 R M20004 1 0 , NT2 R M2000423 



NT2RM2001792, 
NT2RM4000444, 
NT2RM4001325, 
NT2RP1000181, 
NT2RP1000613, 
NT2RP2000616, 
NT2RP2001200, 
NT2RP2001915, 
NT2RP2002533, 
NT2RP2003210, 
NT2RP2003664, 
NT2RP2004556, 
NT2RP2005181, 



NT2RM2001941, 
NT2RM4000593, 
NT2RM4001768, 
NT2RP 1000300, 
NT2RP1001004, 
NT2RP2000663, 
NT2RP2001480, 
NT2RP2002063, 
NT2RP2002824, 
NT2RP2003390, 
NT2RP2004179, 
NT2RP2004648, 
NT2RP2005463, 



NT2RP3000436, 
NT2RP3000907, 
NT2RP3001271, 
NT2RP3001738, 
NT2RP3002411, 
NT2RP3003000, 
NT2RP3004025, 
NT2RP3004345, 
NT2RP4001001, 
NT2RP4002750, 
OVARC1 000410, 
OVARC1001030, 
OVARC1001991, 
PLACE1000914, 
PLACE1001340, 



NT2RP3000616, 
NT2RP3001012, 
NT2RP3001388, 
NT2RP3002015, 
NT2RP3002790, 
NT2RP3003354, 
NT2RP3004083, 
NT2RP3004481, 
NT2RP4001467, 
OVARC1000105, 



OVARC1000439, OVARC1 000553 
OVARC1001163 



NT2RM4000198 
NT2RM4000648 
NT2RM4001843 
NT2RP1 000325 
NT2RP1001563 
NT2RP2000694 
NT2RP2001495 
NT2RP2002188 
NT2RP2002942 
NT2RP2003469 
NT2RP2004205 
NT2RP2004794 
NT2RP2005541 

NT2RP3000169 
NT2RP3000676 
NT2RP3001159 
NT2RP3001560 
NT2RP3002160 
NT2RP3002836, 
NT2RP3003532 
NT2RP3004130 
NT2RP3004552 
NT2RP4001879 
OVARC1 000298 
OVARC1 000811 



PLACE1001016, 
PLACE1001407, 



PLACE1 000033 
PLACE1 000927, 
PLACE1001401, 
PLACE1 001564, PLACE1 001 655, PLACE1 001 795, 

PLACE 1 001 91 8, PLACE1 001 949, PLACE 1 002080, 
PLACE1 002547, 
PLACE1 003573, 
PLACE1 004279, 
PLACE1 004630, 
PLACE1 005031, 
PLACE1 005660, 
PLACE1 006093, 
PLACE1006809, 
PLACE1 007845, 
PLACE1 008985, 
PLACE1009600, 
PLACE1010713, 
PLACE1011236, 
SKNMC1 000004, 



OVARC1 001 336, OVARC1 001 570 
PLACE1 000231, PLACE1 000560 



PLACE1002518, 
PLACE 1003407, 
PLACE1 003852, 
PLACE 1004520, 
PLACE1005005, 
PLACE1005569, 
PLACE1006071, 
PLACE1006716, 
PLACE 1007626, 
PLACE 1008744, 
PLACE1 009546, 
PLACE1010445, 
PLACE1011181, 
PLACE4000354, 



THYRQ1 0001 96, THYR01 000400, 



PLACE1 002726, 
PLACE1 003737, 
PLACE 1004282, 
PLACE 1004657, 
PLACE 1005383, 
PLACE 1005725, 
PLACE 1006208, 
PLACE 1006959, 
PLACE1 007881, 
PLACE1 009067, 
PLACE1 009982, 
PLACE1010784, 
PLACE1011516, 
SKNMC1000014, 
THYRQ1 000584, 



PLACE1001123 
PLACE1 001464 

PLACE1 002095 
PLACE1 002905 
PLACE1 003772 
PLACE1 004441 
PLACE1 004648 
PLACE1 005410 
PLACE 1005745 
PLACE1 006277 
PLACE1 007081 
PLACE1 008359 
PLACE1009196 
PLACE1010011 
PLACE1010827 
PLACE1011708 
SKNMC1 000082 
THYRQ1 000678 



THYR0 1 000956, THYR01 001 1 02, THYR01 001 1 1 3, 
THYRQ1 001 237, THYR01 001 242, THYRQ1 001 266, THYR01 001 327, 



MAMMA1 002586, 
NT2RM1 000855, 
NT2RM2000565, 
NT2RM4000284, 
NT2RM4000761, 
NT2RM4002352, 
NT2RP1 000448, 
NT2RP2000479, 
NT2RP2000818, 
NT2RP2001514, 
NT2RP2002232, 
NT2RP2002976, 
NT2RP2003593, 
NT2RP2004495, 
NT2RP2005027, 
NT2RP2005597, 

NT2RP3000171, 
NT2RP3000721, 
NT2RP3001195, 
NT2RP3001592, 
NT2RP3002311, 
NT2RP3002900, 
NT2RP3003535, 
NT2RP3004133, 
NT2RP3004625, 
NT2RP4002187, 
OVARC1 000307, 
OVARC1 000873, 
OVARC1001607, 
PLACE1 000740, 
PLACE1001183, 
PLACE1001516, 

PLACE1 002355, 
PLACE1 002911, 
PLACE1 003839, 
PLACE1 004450, 
PLACE1004816, 
PLACE 1005426, 
PLACE1 005878, 
PLACE1 006290, 
PLACE1 007096, 
PLACE1 008469, 
PLACE1 009279, 
PLACE1010078, 
PLACE1010968, 
PLACE3000181, 
THYR01 000036, 
THYP01 000776, 

THYRO1001456, 
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THYRO1001523, 
Y79AA1 000226, 
Y79AA1 000959, 
Y79AA1001427, 
Y79AA1001803, 



THYRO1001529, 
Y79AA1 000270, 
Y79AA1001013, 
Y79AA1001430, 
Y79AA1 002022, 



THYRO1001641, 
Y79AA1 000426, 
Y79AA1001212, 
Y79AA1001727, 
Y79AA1 002058, 



THYRO1001702, 
Y79AA 1000521, 
Y79AA1001264, 
Y79AA1001787, 
Y79AA1002129, 



THYR01 001725, 
Y79AA1 000876, 
Y79AA1001328, 
Y79AA1001795, 
Y79AA1002213, 



THYRO1001478 
Y79AA1 000207, 
Y79AA1 000888, 
Y79AA1001426, 
Y79AA1001799, 
Y79AA1 002373, 

[0036] The following 1 46 clones were categorized into glycoprotein-associated proteins. The clones categorized into 
glycoprotein-associated proteins are those which matched the full-length sequences of Swiss-Prot database with the 
keyword "glycoprotein"; those which matched the data suggesting that the proteins are glycoprotein; or those which 
matched the full-length sequences of GenBank or UniGene database with similar description. 
BNGH41 000087, BNGH41 000091 , HEMBA1 000349, HEMBA1 000590, HEMBA1 000745 
HEMBA1 001221, HEMBA1 001228, HEMBA1 001 621 , HEMBA1 0021 31 , HEMBA1002178 



HEMBA1 002767, 

HEMBA1 004505, 

HEMBA1006902, 

HEMBB1002427, 

MAMMA1 002070, 

NT2RM2001818, 

NT2RM4000648, 

NT2RP1001004, 

NT2RP2002533, 

NT2RP2005181, 

NT2RP2006269, 

NT2RP3002737, 

NT2RP3004481, 

OVARC1 000003, 



HEMBA1 003230, 
HEMBA1 005449, 
HEMBB1 000679, 
MAMMA1000102, 
MAMMA1 002586 
NT2RM2001939, 
NT2RM4000997, 
NT2RP2000616, 
NT2RP2003042, 
NT2RP2005541, 
NT2RP3000304, 
NT2RP3002958, 
NT2RP3004552, 
OVARC1 000553, 



HEM BA1 003392, 
HEMBA1 005522, 
HEMBB1 000881, 
MAMMA1 000591, 
MAMMA1003126, 
NT2RM2001941, 
NT2RM4001325, 
NT2RP2000694, 
NT2RP2003210, 
NT2RP2005597, 
NT2RP3000616, 
NT2RP3003000, 
NT2RP3004640, 
OVARC1 000811, 



HEMBA1 004250, 
HEMBA1 005545, 
HEMBB1001048, 
MAMMA1 000681, 
NT2RM1 000462 
NT2RM4000198, 
NT2RM4002352, 
NT2RP2000903, 
NT2RP2004205, 
NT2RP2005883, 
NT2RP3000921, 
NT2RP3003532, 
NT2RP4000108, 
OVARC1 000873, 



OVARC1001991, PLACE1 000033, PLACE1 000740, PLACE1001016, 



PLACE1001123, 
PLACE1 002374, 
PLACE1 003839, 
PLACE1 005003, 
PLACE1 007845, 
PLACE1010968, 
THYRO1000196, 



PLACE1 001231, 
PLACE1 002905, 
PLACE1 004282, 
PLACE1 005426, 
PLACE1008716, 
PLACE1011116, 
THYROI 000584, 



PLACE1001464, 
PLACE1002911, 
PLACE1 004441, 
PLACE1 006071, 
PLACE1 008744, 
PLACE3000181, 
THYROI 000956, 



PLACE1001655, 
PLACE1 003573, 
PLACE 1004450, 
PLACE 1006073, 
PLACE 1008985, 
PLACE3000213, 
THYRO1001266, 



HEMBA1 004391 
HEMBA1 006707 
HEMBB1002120 
MAMMA1001043 
NT2RM 1000580 
NT2RM4000284 
NT2RP1000613 
NT2RP2001480 
NT2RP2004606 
NT2RP2006004 
NT2RP3001650 
NT2RP3004130 
NT2RP4001467 
OVARC1001336 

PLACE1001836 
PLACE1 003737 
PLACE1 004520 
PLACE1 006290 
PLACE1010251 
PLACE4000354, 
Y79AA1 000270 



HEMBA1 000835, 
HEMBA1 002421, 
H EM BA1 004444, 
HEMBA1 006749, 
HEMBB1 002245, 
MAMMA1001237, 
NT2RM2001792, 
NT2RM4000417, 
NT2RP1 000981, 
NT2RP2001755, 
NT2RP2005027, 
NT2RP2006042, 
NT2RP3002160, 
NT2RP3004133, 
NT2RP4002750, 
OVARC1001607, 

PLACE1 002355, 
PLACE1 003772, 
PL ACE 1004648, 
PLACE1 007081, 
PLACE1010784, 
THYROI 000036, 
Y79AA1 000426, 



Y79AA1 001 727, Y79AA1 001 795, Y79AA1 002022, Y79AA1 00221 3, 

[0037] The following 57 clones were categorized into signal transduction-associated proteins. The clones categorized 
into signal transduction-associated proteins are those which matched the full-length sequences of Swiss-Prot database 
with the keywords "serine/threonine-protein kinase", "tyrosine- protein kinase" or "SH3 domain"; those which matched 
the data suggesting that the proteins are signal transduction-associated proteins (for example, "ADP-ribosylation fac- 
tor"); or those which matched the full-length sequences of GenBank or UniGene database with similar description; 
and, further, those which was similarly predicted to be signal transduction-associated proteins based on the matching 
data of Pfam. 
HEMBA1 000006, 
HEMBA1 006658, 
NT2RM2001902, 
NT2RP2003179, 
NT2RP3000201, 
NT2RP4000634, 
OVARC1001569, 
PLACE1 008282, 
THYRO1001593, 



HEMBA1002195, 
HEMBA1006916, 
NT2RP1001020, 
NT2RP2003545, 
NT2RP3000820, 
NT2RP4000962, 
PLACE1 002329, 
PLACE1 008297, 
THYRO1001700, 



HEMBA1 002227, 
MAMMA1000881, 
NT2RP1001031, 
NT2RP2004670, 
NT2RP3003527, 
OVARC 1000255, 
PLACE1 003135, 
PLACE1010081, 
THYRO1001770, 



HEMBA1 002551, 
MAMMA1001150, 
NT2RP2001469, 
NT2RP3000011, 
NT2RP3003849, 
OVARC1 000529, 
PLACE1 003598, 
PLACE1011364, 
Y79AA1 000777, 



HEMBA1 005084, 
MAMMA1001310, 
NT2RP2001529, 
NT2RP3000022, 
NT2RP3003874, 
OVARC1000916, 
PLACE1005519, 
PLACE1011824, 
Y79AA1 000967, 



HEMBA1 005929, 
MAMMA1002142, 
NT2RP2001769, 
NT2RP3000172, 
NT2RP3004067, 

OVARC1001338, 
PLACE 1006208, 

THYRO1001457, 
Y79AA1 002376, 



Y79AA1 002381, HEMBB1 000668, NT2RM4001377 

[0038] The following 81 clones were categorized into transcription-associated proteins. The clones categorized into 
transcription-associated proteins are those which keywords "transcription regulation", "zinc finger" or "homeobox" 
matched the full-length sequences of Swiss-Prot database; those which the matched the data suggesting that the 
proteins were transcription-associated proteins; or those which matched the full-length sequences of GenBank or Uni- 
Gene database with similar description; and, further, those which was similarly predicted to be transcription-associated 
proteins based on the matching data of Pfam. 
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HEMBA1 000462, 
HEMBA1003120, 
HEMBA1 006572, 
HEMBB1 002661, 
NT2RM2000773, 
NT2RP2000712, 
NT2RP2002564, 
NT2RP2004847, 
NT2RP2006092, 
NT2RP3004090, 
OVARC1001807, 
PLACE1004168, 
PLACE1011407, 



HEMBA1 000671, 
HEMBA1 003497, 
HEMBA1 007226, 
MAMMA1001094, 
NT2RM4000326, 
NT2RP2000739, 
NT2RP2002974, 
NT2RP2005247, 
NT2RP3000148, 
NT2RP3004119, 
PLACE 1000258, 
PLACE 1004887, 
PLACE1011978, 



HEMBA1001297, 
HEMBA1 004785, 
HEMBB1000106, 
MAMMA1001532, 

NT2RP1 000271, 
NT2RP2001538, 
NT2RP2003138, 
NT2RP2005391, 
NT2RP3000232, 
NT2RP3004294, 

PLACE1 000442, 
PLACE1 005250, 
THYRQ1 000580, 



HEMBA1001390, 
HEMBA1 005230, 
HEMBB1 000905, 
MAMMA1001615, 
NT2RP1 000468, 
NT2RP2001662, 
NT2RP2003302, 
NT2RP2005535, 
NT2RP3000378, 
OVARC1001049, 
PLACE1 000907, 
PLACE 1005682, 
Y79AA1 000030, 



HEMBA1 001886, 
HEMBA1 005246, 
HEMBB1 001959, 
NT2RM1 000789, 
NT2RP2000092, 
NT2RP2001817, 
NT2RP2003940, 
NT2RP2005774, 
NT2RP3000652, 
OVARC1001086, 
PLACE1 003529, 
PLACE1 006079, 
Y79AA1001090, 



HEMBA1 002048, 
HEMBA1 006276, 
HEMBB1 002051, 
NT2RM2000632, 
NT2RP2000610, 
NT2RP2001948, 
NT2RP2004108, 
NT2RP2005941, 
NT2RP3001976, 
OVARC1001132, 
PLACE1004166, 
PLACE1 008549, 
Y79AA1001523, 



Y79AA1 002334, Y79AA1 002378, HEMBB1 002302, 

[0039] The following 85 clones were categorized into disease-associated proteins. The clones categorized into dis- 
ease-associated proteins are those which matched the full-length sequences of Swiss-Prot database with the keywords 
"disease mutation" or "syndrome"; those which matched the data suggesting that the proteins are disease-associated 
proteins; or those which matched the full-length sequences of Swiss-Prot database and GenBank or UniGene database 
where the matched sequences are those of genes or proteins which had been deposited in the database of Online 
Mendelian Inheritance in Man (OMIM) (http://www.ncbi.nlm.nih.gov/Omim/), which is a database of human genes and 
diseases. 



BNGH41 000020, 

HEMBA1001228, 

HEMBA1 006707, 

MAMMA1 000204, 

NT2RP1 000465, 

NT2RP2001529, 

NT2RP2005535, 

NT2RP3000232, 

NT2RP3002286, 

OVARC1 000275, 

OVARC1001725, 

PLACE1001500, 

PLACE1 005239, 

PLACE2000118, 



H EM BA1 000349, 
HEMBA1001886, 
HEMBA1 006749, 
MAMMA1 002080, 
NT2RP1 000579, 
NT2RP2001562, 
NT2RP2005941, 
NT2RP3000616, 
NT2RP3002721 , 
OVARC1 000331, 
OVARC1001952, 
PLACE1002905, 
PLACE1005815, 
THYPOI 000580, 



HEMBA1 000590, 
HEMBA1003120, 
H EM BA1 006902, 

NT2RM2000632, 
NT2RP2000447, 
NT2RP2002674, 
NT2RP2006004, 
NT2RP3000677, 
NT2RP3002737, 
OVARC1 000410, 

PLACE1 000258, 
PLACE1 002967, 
PLACE1 007028, 
THYROI 000866, 



HEMBA1 000671, 
HEMBA 1004250, 
HEMBA1006916, 
NT2RM2001126, 
NT2RP2000514, 
NT2RP2003369, 
NT2RP3000059, 
NT2RP3000838, 
NT2RP3002738, 
OVARC1001086, 
PLACE1 000442, 
PLACE 1003407, 
PLACE1008716, 
THYRO1001071, 



HEMBA1 000835, 
HEMBA1 005246, 
HEMBA1007013, 
NT2RM2001558, 
NT2RP2000739, 
NT2RP2004108, 
NT2RP3000125, 
NT2RP3000921, 
NT2RP3004481, 
OVARC1001132, 
PLACE1 000907, 
PLACE1 003428, 
PLACE1011407, 
THYROI 001478, 



HEMBA1001184, 
HEMBA1 005267, 
HEMBB1002120, 
NT2RP1 000271, 
NT2RP2001223, 
NT2RP2004205, 
NT2RP3000201, 
NT2RP3001542, 
OVARC1 000208, 
OVARC1001607, 
PLACE1001100, 
PLACE1 005005, 
PLACE1011978, 
Y79AA1001062, 



Y79AA1001530, 

[0040] It is unclear, by the analyses so far, whether or not the remaining 212 clones encode proteins belonging to 
any of the categories of secretory and/or membrane proteins, glycoprotein-associated proteins, signal transduction 
-associated proteins, transcription-associated proteins or disease-associated proteins. Nonetheless, it is still possible 
for these clones to encode secretory and/or membrane proteins, glycoprotein-associated proteins, signal transduction- 
associated proteins, transcription-associated proteins, or disease-associated proteins. On the other hand, some of 
these clones can be presumed to have functions other than those as secretory and/or membrane proteins, glycoprotein- 
associated proteins, signal transduction-associated proteins, transcription-associated proteins and disease-associated 
proteins. 

[0041] Among the 212 clones, the following clones presumably belong to the categories of enzymes and/or metab- 
olism-associated proteins, cell division- and/or cell proliferation-associated proteins, cytoskeleton-associated proteins, 
nuclear proteins, DNA- and/or RNA-binding proteins, ATP-and/or GTP-binding proteins, protein synthesis- and/or pro- 
tein transport-associated proteins, or cellular defense-associated proteins, although it is unclear whether or not the 
clones belong to any of the categories of secretory and/or transmembrane proteins, glycoprotein-associated proteins, 
signal transduction-associated proteins, transcription-associated proteins, and disease-associated proteins. 
[0042] The following 10 clones presumably belong to the category of enzymes and/or metabolism-associated pro- 
teins. The clones herein defined as clones presumably belonging to the category of enzymes and/or metabolism- 
associated proteins matched data containing keywords such as "metabolism", "oxidoreductase" and "E.C. No. (Enzyme 
commission number)". 

HEMBA1003315, HEMBB1 002465, MAMMA1000614, NT2RP20001 78, NT2RP2001388, NT2RP2001 903, 
NT2RP2002304, NT2RP2005878, NT2RP3001 685, PLACE1006219 

[0043] The following 4 clones presumably belong to the category of cell division- and/or cell proliferation-associated 
proteins. The cDNA clones were herein defined as clones presumably belonging to the category of cell division- and/ 
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orcell proliferation-associated proteins matched data containing keywords such as "cell division", "cell cycle", "mitosis", 

"chromosomal protein", "cell growth" and "apoptosis". 

M AMMA1 000403, NT2RM2000497, NT2RP2000394, Y79AA1 0021 21 

[0044] The following 6 clones presumably belong to the category of cytoskeleton-associated proteins. The cDNA 
5 clones were herein defined as clones presumably belonging to the category of cytoskeleton-associated proteins 
matched data containing keywords such as "structural protein", "cytoskeleton", "actin-binding" and "microtubules". 
MAMMA 1001609, NT2RM2000589, NT2RP3000063, PLACE 1004078, PLACE 1004492, PLACE 1008657 
[0045] The following 7 clones presumably belong to the category of nuclear proteins. The cDNA clones were herein 
defined as clones presumably belonging to the category of nuclear proteins matched data containing keywords such 
10 as "nuclear protein". 

HEMBA1001878, HEMBA1 002992, MAMMA1000614, NT2RM4000965, NT2RM2001 738, NT2RP2001388, 
Y79AA1002121 

[0046] The following 5 clones presumably belong to the category of DNA- and/or RNA-binding proteins. The cDNA 
clones were herein defined as clones presumably belonging to the category of DNA- and/or RNA-binding proteins 
15 matched data containing keywords such as "DNA-binding" and "RNA-binding". 

HEMBA1003072, HEMBA1 006770, HEMBA1 007332, NT2RM2000497, Y79AA1002121 

[0047] The following 7 clones presumably belong to the category of ATP- and/or GTP-binding proteins. The cDNA 
clones were herein defined as clones presumably belonging to the category of ATP- and/or GTP-binding proteins 
matched data containing keywords such as "ATP-binding" and "GTP-binding". 
20 HEMBA1002316, MAMMA1 001 609, NT2RM2000306, NT2RM2000497, NT2RP2000178, NT2RP3003729, 
PLACE 1004305 

[0048] The following 7 clones presumably belong to the category of protein synthesis- and/or protein transport-as- 
sociated proteins. The cDNA clones were herein defined as clones presumably belonging to the category of protein 
synthesis-associated and/or protein transport-associated proteins matched data containing keywords such as "trans- 
25 lation regulation", "protein biosynthesis", "amino-acid biosynthesis", "ribosomal protein", "protein transport" and "signal 
recognition particle". 

NT2RM4000965, NT2RP2005069, NT2RP3000481 , NT2RP3000789, NT2RP4001 877, OVARC1 001 833, 
OVARC1 002058, 

[0049] The following 1 clone presumably belongs to the category of cellular defense-associated proteins. The cDNA 
30 clones were herein defined as clones presumably belonging to the category of cellular defense-associated proteins 
matched data containing keywords such as "heat shock", "DNA repair" and "DNA damage". 
PLACE1 005539 

[0050] Although it is unclear whether or not 26 out of 1 74 clones other than the above-mentioned clones belong to 
any of the above-described categories, these clones are predicted to have some functions, based on the homology 
35 search using their full-length sequences thereof. The clone names and the gene definitions found in the result of ho- 
mology search are shown below, separated with a double-slash mark, //. 

HEMBA1000634//Homo sapiens T-cell activation protein (PGR1) gene, complete cds. 
HEMBA1002524//Human MHC Class I region proline rich protein mRNA, complete cds. 
40 HEMBA1003399//MVP1 PROTEIN. 

HEMBA1 005489//Mus musculus semaphorin cytoplasmic domain-associated protein 3A (Semcap3) mRNA, com- 
plete cds. 

HEMBB1000542//Mus musculus bromodomain-containing protein BP75 mRNA, complete cds. 

MAMMA1000788//Bos taurus P14 (p14) mRNA, complete cds. 
45 MAMMA1002128//ABC1 PROTEIN HOMOLOG PRECURSOR. 

NT2RM2000514//Homo Sapiens F-box protein Fbx21 (FBX21) mRNA, complete cds. 

NT2RM2000622//MUS musculus F-box protein FBL10 mRNA, partial cds. 

NT2RM4000100//Homo sapiens Leman coiled-coil protein (LCCP) mRNA, complete cds. 

NT2RP2005425//Homo sapiens mRNA for AKAP450 protein. 
50 NT2RP3001170//Mus musculus activity-dependent neuroprotective protein (Adnp) mRNA, complete cds. 

NT2RP3002571//Bos taurus mRNA for lyncein. 

NT2RP3004557//Human Ki nuclear autoantigen mRNA, complete cds. 
OVARC1001596//Homo sapiens Arf-like 2 binding protein BART1 mRNA, complete cds. 
PLACE1002153//Homo sapiens TACC2 protein (TACC2) mRNA, partial cds. 
55 PLACE1 0031 63//Homo sapiens DBl-related protein mRNA, complete cds. 

PLACE1005736//Human mRNA for BAS-GRIP protein. 
PLACE1007702//Mus musculus TRA1 mRNA, complete cds. 
PLACE1011045//Homo sapiens E1 -like protein mRNA, complete cds. 
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THYRO1000061//Mus musculus mRNA for UBE-1c1 , UBE-1c2, UBE-1c3, complete cds. 
THYRO1000964//Drosophila melanogaster Pelle associated protein Pellino (Pli) mRNA, complete cds. 
Y79AA1 000776//Mus musculus mRNA for GSG1 , complete cds. 
Y79AA1001056//Homo sapiens MAID protein mRNA, complete cds. 

Y79AA1001272//Homo sapiens retinoic acid repressible protein (RARG-1) mRNA, complete cds. 
Y79AA1 001793//Mus musculus mRNA for GSG1 , complete cds. 



[0051] So far, useful information for presuming the functions are unavailable for the remaining 148 clones, whose 
names are listed below. 



10 



15 



20 



25 



30 



35 



40 
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50 



55 



HEMBA1 000275, 
HEMBA1 001296, 
HEMBA1 003487, 
HEMBA1 005145, 
HEMBA1 006912, 
HEMBB1 000642, 
MAMMA1 000046, 
MAMMA1001066, 
MAMMA1 002205, 
NT2RM4001321, 
NT2RP2000240, 
NT2RP2003599, 
NT2RP2005514, 
NT2RP3000444, 
NT2RP3002281, 
NT2RP3002887, 



HEM BA1 000300, 
HEMBA1001563, 
HEMBA1 004007, 
H EM BA1 005430, 
HEMBA1 007057, 
HEMBB1 001200, 
MAM MA1 000449, 
MAMMA1001284, 
MAM MA 1002224, 
NT2RP1 000002, 
NT2RP2001878, 
NT2RP2003931, 
NT2RP2005632, 
NT2RP3000645, 
NT2RP3002324, 
NT2RP3002983, 



HEMBA1 000443, 
HEMBA1002164, 
HEMBA1 004067, 
HEMBA1005913, 
HEMBA1 007063, 
HEMBB1001547, 
MAMMA1 000528, 
MAMMA1001623, 
NT2RM2000582, 
NT2RP1 000239, 
NT2RP2001921, 
NT2RP2004069, 
NT2RP2005887, 
NT2RP3000871 , 
NT2RP3002353, 
NT2RP3003448, 



HEMBA1 000875, 
HEMBA1 002239, 
HEMBA1 004085, 
HEMBA1006016, 
HEMBA1 007291, 
HEMBB1 002039, 
MAMMA1 000652, 
MAMMA1 001634, 
NT2RM2001643, 
NT2RP1 000679, 
NT2RP2002015, 
NT2RP2004141, 
NT2RP2006099, 
NT2RP3001044, 
NT2RP3002409, 
NT2RP3003469, 



NT2RP3003963, NT2RP3004000, NT2RP3004202, NT2RP3004321 , 



NT2RP3004355, 
OVARC1 000775, 
OVARC1002178, 
PLACE1 003460, 
PLACE1 005669, 
PLACE1 007591, 
THYRQ1 000846, 



NT2RP3004374, 
OVARC 1000853, 
PLACE1 000986, 
PLACE 1003644, 
PLACE1005768, 
PLACE 1007971, 
THYR0 1000999, 



NT2RP4002715, 
OVARC1 000995, 
PLACE1001114, 
PLACE1 004028, 
PLACE1006515, 
PLACE1 008984, 
THYRO1001063, 



OVARC1 000090, 
OVARC1 001222, 
PLACE1 001229, 
PLACE1004199, 
PLACE1 006786, 
PLACE 1009735, 
THYRQ1 001128, 



HEMBA1 000907 
HEMBA1 002985 
HEMBA1 004952 
HEMBA1006517 
HEMBB1 000276 
HEMBB1 002228 
MAMMA1 000706 
MAMMA1001901 
NT2RM4000115 
NT2RP 1000740 
NT2RP2002409 
NT2RP2004447 
NT2RP2006134 
NT2RP3001061 
NT2RP3002448 
NT2RP3003473 

OVARC1000137 
OVARC1001260 
PLACE1001788 
PLACE1004519 
PLACE 1007040 
PLACE2000219 
THYRO1001471 



HEMBA1 001272, 
HEMBA1 003294, 
HEMBA1 004971, 
HEMBA1 006544, 
HEMBB1 000309, 
HEMBB1 002663, 
MAMMA1000814, 
MAMMA1 002087, 
NT2RM4000295, 
NT2RP1 000903, 
NT2RP2002510, 
NT2RP2004837, 
NT2RP3000427, 
NT2RP3001754, 
NT2RP3002664, 
NT2RP3003559, 

OVARC1 000467, 
OVARC1001727, 
PLACE 1003438, 
PLACE1 005601, 
PLACE1 007077, 
PLACE4000455, 
THYRO1001495, 



THYROI 001 608, THYROI 001 803, Y79AA1 0001 27, Y79AA1 000750, Y79AA1 001 592, Y79AA1 001 863, 
[0052] In the 437 clones categorized into secretory and/or membrane proteins by using their full-length sequences, 
410 clones were also predicted to encode proteins having functions of secretory and/or membrane proteins by using 
their partial nucleotide sequences. In the 146 clones categorized into glycoprotein-associated proteins by using their 
full-length sequences, 124 clones were also predicted to encode proteins having functions of glycoprotein-associated 
proteins by using their partial nucleotide sequences. In the 57 clones categorized into signal transduction-associated 
proteins by using their full-length sequences, 46 clones were also predicted to encode proteins having functions of 
signal transduction-associated proteins by using their partial nucleotide sequences. In the 81 clones categorized into 
transcription-associated proteins by using their full-length sequences, 57 clones were also predicted to encode proteins 
having functions of transcription-associated proteins by using their partial nucleotide sequences. In the 85 clones cat- 
egorized into disease-associated proteins by using their full-length sequences, 6 clones were also predicted to encode 
proteins having functions of disease-associated proteins by using their partial nucleotide sequences. The number of 
clones, which were predicted to encode disease-associated proteins based on the full-length nucleotide sequences, 
is much greater than that predicted based on the partial sequences. The reason is that the full-length sequences were 
categorized by using the data found in the OMIM database into the category of disease-associated proteins. 
[0053] In some cases, the predicted functions based on the partial sequences are different from those based on the 
full-length sequences. The reason is that a protein does not always belong solely to a single category of the above- 
described functional categories, and therefore, it is possible for the protein to belong to both of the predicted functional 
categories. Besides, additional functions can be found for the clones classified into these functional categories by 
further analyses. 

[0054] The following list shows the cDNA clones predicted and selected on the basis of the partial sequences (5' 
sequences) as cDNAs encoding secretory and/or membrane proteins, glycoprotein-associated proteins, signal trans- 
duction-associated proteins, transcription-associated proteins, or disease-associated proteins. 

[0055] The clones that are selected by the score in the ATGpr and by the PSORT for the existence of a signal 
sequence can be expected to encode a secretory or membrane protein since they are predicted to possess the secretion 
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signal or a transmembrane region. The clones that are selected by the score in the ATGpr and by the PSORT for the 
existence of a signal sequence are listed below (254 clones). 

HEMBA1 000300 HEMBA1000713 HEMBA1 000907 
5 HE MBA 1000962 HEMBA1 001272 HEMBA1 001297 

HEMBA1002164 HEMBA1 002239 HEMBA1 002420 
HEMBA1 002421 HEMBA1003101 HEMBA1 003294 
HEMBA1 003399 HEMBA1 003602 HEMBA1 003732 
H E M BA 1 004 1 1 0 H E M BA1 004797 HEMBA1 005430 
10 HEMBA1006016 HEMBA1006171 HEMBA1 006311 

HEMBA1 006335 HEMBA1 006357 HEMBA1 006572 
HEMBA1 006658 HEMBA1 006707 HEMBA1 006902 
HEMBA1006960 HEMBA1007013 HEMBB1000276 
HEMBB1 000447 HEMBB1 000567 HEMBB1 000642 
15 HEMBB1000905 HEMBB1 001200 HEMBB1001407 

HEMBB1001530 HEMBB1001547 HEMBB1001 978 
HEMBB1002162 HEMBB1 002228 HEMBB1 002245 
HEMBB1 002427 HEMBB1 002465 HEMBB1 002663 
HEMBB1 002693 MAMMA1 000046 MAMMA1000102 
20 MAMMA1000118 MAMMA1 000141 MAMMA1000449 

MAMM A1 000457 MAMMA1 000591 MAMMA1 000652 
MAMMA1 000681 MAMMA1 000986 MAMMA1 000994 
MAMMA1001043 MAMMA1001141 MAMMA1001284 
MAMMA1001310 MAMMA1001344 MAM MA1 001 893 
25 MAMMA1001901 MAMMA1 001 957 MAMMA1 002070 

MAMM A1 002087 MAMMA1002165 MAMMA1 002205 
MAMMA1 002224 MAMM A1 002633 NT2RM2000241 
NT2RM2000306 NT2RM2000410 NT2RM2000514 
NT2RM2001643 NT2RM2001941 NT2RM4000115 
30 NT2RM4000997 NT2RM4001321 NT2RM4001325 

NT2RM4001768 NT2RP1 000050 NT2RP1 000448 
NT2RP1 000903 NT2RP1001563 NT2RP2000479 
NT2RP2001495 NT2RP2001915 NT2RP2001948 
NT2RP2002015 NT2RP2002063 NT2RP2002304 
35 NT2RP2002674 NT2RP2002721 NT2RP2003383 

NT2RP2003469 NT2RP2003593 NT2RP2003599 

NT2RP2003655 NT2RP2003664 NT2RP2004179 

NT2RP2004447 NT2RP2004495 NT2RP2004524 

NT2RP2004556 NT2RP2004837 NT2RP2005027 
40 NT2RP2005463 NT2RP2005514 NT2RP2005887 

NT2RP2006042 NT2RP2006269 NT2RP3000169 

NT2RP3000460 NT2RP3000481 NT2RP3000645 

NT2RP3000789 NT2RP3000818 NT2RP3001012 

NT2RP3001044 NT2RP3001195 NT2RP3001560 
45 NT2RP3001 685 NT2RP3001 858 NT2RP30021 60 

NT2RP3002281 NT2RP3002721 N12RP3002836 

NT2RP3002958 NT2RP3003076 NT2RP3003354 

NT2RP3003469 NT2RP3003535 NT2RP3003559 

NT2RP3003963 NT2RP3004000 NT2RP3004083 
50 NT2RP3004133 NT2RP3004309 NT2RP3004321 

NT2RP3004355 NT2RP3004374 NT2RP4001001 

NT2RP4001879 NT2RP4002451 NT2RP4002715 

OVARC1 000208 OVARC1 000298 OVARC1 000439 

OVARC1000775 OVARC1000811 OVARC1000853 
55 OVARC1001222 OVARC1001727 OVARC1001807 

OVARC1001833 PLACE1 000231 PLACE1 000560 

PLACE1000740 PLACE1000912 PLACE1 000914 

PLACE1 000927 PLACE1 000986 PLACE1001100 
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PLACE1001183 PLACE1001229 PLACE1001407 

PLACE1001536 PLACE1001788 PLACE1 002080 

PLACE1 002095 PLACE1 002374 PLACE1002518 

PLACE1 003407 PLACE1 003428 PLACE1 003460 
5 PLACE1 003839 PLACE1 003845 PLACE1 004028 

PLACE1004199 PLACE1 004282 PLACE1 004305 

PLACE1 004482 PLACE1 004637 PLACE1 005005 

PLACE1 005250 PLACE1 005383 PLACE1 005410 

PLACE1 005544 PLACE1 005569 PLACE1 005601 
10 PLACE1 005660 PLACE1 005669 PLACE1 005725 

PLACE1 005768 PLACE1 005927 PLACE1 006079 

PLACE1 006093 PLACE1006219 PLACE1 006277 

PLACE1 006443 PLACE1 006786 PLACE1 006809 

PLACE1 007040 PLACE1 007096 PLACE1 007296 
15 PLACE1 007626 PLACE1 007971 PLACE1 008469 

PLACE1 008984 PLACE1 008985 PLACE1 009067 

PLACE1009196 PLACE1 009527 PLACE1 009982 

PLACE1010251 PLACE1011236 PLACE2000219 

PLACE4000455 SKNMC1 000004 SKNMC1000014 
20 THYR01 000036 THYR01 000099 THYRO1000196 

THYRO1000795 THYRO1000999 THYRO1001237 

THYR01 001 327 THYR01 001 478 THYR01 001 495 

THYR01 001 523 THYR01 001 702 THYR01 001 725 

Y79AA1 000226 Y79AA1 000270 Y79AA1 000426 
25 Y79AA1 000521 Y79AA1 000776 Y79AA1 000959 

Y79AA1 001 01 3 Y79AA1 001 056 Y79AA1 001 264 

Y79AA1 001 328 Y79AA1 001 427 Y79AA1 001 430 

Y79AA1 001 530 Y79AA1 001 592 Y79AA1 001 793 

Y79AA1 001 795 Y79M1 001 803 Y79AA1 001 863 
30 Y79AA1 002022 Y79AA1 002373 

[0056] In the example mentioned below, the 254 clones as described above were categorized into three groups 
according to their maximal value in the ATGpr and the result in the PSORT, which are shown in Table 7-10, 11 , 12 (246 
clones), and Table 13, 14, 15 (8 clones). In the tables, the name of clone, indicate the name of the clone that was 

35 selected by the ATGpr and the PSORT; the name of sequence indicates the name of the 5'-end sequence of the clone 
on the left; the maximal ATGpr score indicates the maximal ATGpr 1 score of the 5'-end sequence shown on the left; 
and signal indicates the presence of the signal sequence according to the prediction by the PSORT. In addition, the 
representative sequence is the sequence that has the longest sequence among the cluster in which the 5'-end sequence 
on the left was included. The maximal ATGpr score and signal on the right indicate the maximal ATGprl score of the 

40 representative sequence, and the presence of a signal sequence in the representative sequence according to the 
prediction by the PSORT, respectively. The 170 clones shown in Table 7-10, having the maximal score in the ATGprl 
higher than 0.5, and predicted to possess a signal sequence by the PSORT, are very likely to be full-length and encode 
a secretory or membrane protein. The 35 clones in Table 11 , which have the maximal score in the ATGprl 0.3 or higher 
and less than 0.5, and predicted to have a signal sequence, are also as well. And, the 41 clones in Table 12, having 

45 the maximal score in the ATGprl 0 or higher and less than 0.3, and predicted to have a signal sequence, are likely to 
be full-length and encode a secretory or membrane protein. 

[0057] The 8 clones in Table 13 (4 clones), Table 14 (2 clones), and Table 15 (2 clones) have the maximal score in 
the ATGprl 0.5 or higher, 0.3 or higher and less than 0.5, and 0 or higher and less than 0.3, respectively, and are 
predicted to have no signal sequence by the PSORT. However, these clones contain a region that is recognized by 
50 the PSORT to be a signal sequence within the representative sequence composing the same cluster. Thus, the clones 
were judged as a full-length clone which encodes a membrane protein, especially. 

[0058] The clones selected by the score in the ATGpr and by the keywords in the top hit data in the SwissProt are 
likely to encode a secretory or membrane protein, or proteins with functions associated to signal transduction, glyco- 
protein, transcription, and diseases according to the respective keywords. These 659 clones are shown below. Here, 
55 top hit data is defined to be data of known amino acid sequence which is identified to be the most homologous sequence 
in homology search using the SwissProt. 

BNGH41000020 BNGH41000087 BNGH41000091 
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HEMBA1000006 HEMBA1000121 HEMBN1000128 
HE MBA 1000275 HEMBA1 000349 HEMBA1 000443 
HEMBA1 000462 HEMBA1 000477 HEMBA1 000590 
HEMBA1 000634 HEMBA1 000671 HEMBA1 000732 
5 HEMBA1 000745 HEMBA1 000835 HEMBA1 000875 

HEMBA1 000907 HEMBA1 000940 HEMBA1001184 
HEMBA1001221 HEMBA1001228 HEMBA1001296 
HEMBA1001390 HEMBA1001563 HEMBA1001621 
HEMBA1001878 HEMBA1001886 HEMBA1 002048 
10 HEMBA1002131 HEMBA1002163 HEMBA1002164 

HEMBA1002167 HEMBA1002178 HEMBA1 0021 95 
HEMBA1 002227 HEMBA1002316 HEMBA1 002421 
HEMBA1 002524 HEMBA1 002551 HEMBA1 002767 
HEMBA1 002985 HEMBA1 002992 HEMBA1 003047 
15 HEMBA1003072 HEMBA1003101 HEMBA1003120 

HEMBA1 003230 HEMBA1003315 HEMBA1 003392 
HEMBA1 003487 HEMBA1 003497 HEMBA1 003530 
HEMBA1 003945 HEMBA1 004007 HEMBA1 004067 
HEMBA1 004085 HEMBA1 004250 HEMBA1 004391 
20 HEMBA1004444 HEMBA1004454 HEMBA1004505 

HEMBA1 004785 HEMBA1 004797 HEMBA1 004952 
HEMBA1004971 HEMBA1004982 HEMBA1005070 
HEMBA1 005084 HEMBA1 005145 HEMBA1 005230 
HEMBA1005246 HEMBA1005267 HEMBA1005337 
25 HEMBA1 005449 HEMBA1 005489 HEMBA1 005522 

HEMBA1 005545 HEMBA1 005698 HEMBA1005913 
HEMBA1 005929 HEMBA1 005945 HEMBA1 006276 
HEMBA1006299 HEMBA1006335 HEMBA1006430 
HEMBA1 006482 HEMBA1 00651 7 HEMBA1 006544 
30 HEMBA1 006572 HEMBA1 006707 HEMBA1 006724 

HEMBA1 006749 HEMBA1 006770 HEMBA1 006902 
HEMBA1006912 HEMBA1006916 HEMBA1007013 
HEMBA1 007057 HEMBA1 007063 HEMBA1 007226 
HEMBA1 007241 HEMBA1 007291 HEMBA1 007332 
35 HEMBB1000106 HEMBB1000309 HEMBB1000407 

HEMBB1 000447 HEMBB1 000542 HEMBB1 000567 
HEMBB1000668 HEMBB1000679 HEMBB 1000881 
HEMBB1001026 HEMBB1001048 HEMBB1001200 
HEMBB1001573 HEMBB1001847 HEMBB1001959 
40 HEMBB1 002039 HEMBB1 002041 HEMBB1 002051 

HEMBB1002120 HEMBB1002302 HEMBB1002427 
HEMBB1 002661 MAMMA1000106 MAMMA1 000204 
MAMMA1 000226 MAMM A1 000403 MAMMA1 000473 
MAMMA1 000496 MAMMA1 000528 MAM MA1 000591 
45 MAMMA1 00061 4 MAMMA1 000681 MAMMA1 000706 

MAMMA1 000788 MAMMA1 000810 MAM MA1 00081 4 
MAMMA1 000881 MAMMA1001043 MAMMA1001066 
MAMMA1001094 MAMMA1001150 MAMMA1001237 
MAMMA1001418 MAMMA1001532 MAMMA1001609 
50 MAMMA1001615 MAMMA1001623 MAMMA1001634 

MAMMA1001893 MAMMA1001957 MAMMA1001978 
MAMMA1 002070 MAMMA1 002080 MAMMA1 002091 
MAMMA1 002095 MAMMA1002128 MAMMA1002142 
MAMMA1002165 MAMM A1 002234 MAMMA1 002586 
55 MAMMA1 002633 MAMMA1003126 NT2RM1 000407 

NT2RM1000462 NT2RM1000542 NT2RM1000580 
NT2RM1 000789 NT2RM1 000855 NT2RM1 000858 
NT2RM1 000899 NT2RM2000410 NT2RM2000423 
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NT2RM2000497 NT2RM2000565 NT2RM2000582 
NT2RM2000589 NT2RM2000622 NT2RM2000632 
NT2RM2000773 NT2RM2001126 NT2RM2001558 
NT2RM2001626 NT2RM2001738 NT2RM2001767 

5 NT2RM2001 792 NT2RM2001 81 8 NT2RM2001 902 

NT2RM2001939 NT2RM2001941 NT2RM4000100 
NT2RM4000198 NT2RM4000284 NT2RM4000295 
NT2RM4000326 NT2RM4000417 NT2RM4000444 
NT2RM4000587 NT2RM4000593 NT2RM4000648 

10 NT2RM4000761 NT2RM4000965 NT2RM4001377 

NT2RM4001735 NT2RM4001 843 NT2RM 40 02352 
NT2RP1 000002 NT2RP1 000050 NT2RP1000181 
NT2RP1 000239 NT2RP1 000261 NT2RP1 000271 
NT2RP1 000300 NT2RP1 000325 NT2RP1 000465 

15 NT2RP1 000468 NT2RP1 000551 NT2RP1000579 

NT2RP1000613 NT2RP1 000679 NT2RP1 000740 
NT2RP1 000981 NT2RP1001004 NT2RP1001020 
NT2RP1001031 NT2RP2000092 NT2RP2000178 
NT2RP2000240 NT2RP2000394 NT2RP2000447 

20 NT2RP2000514 NT2RP2000533 NT2RP2000610 

NT2RP2000616 NT2RP2000649 NT2RP2000663 
NT2RP2000694 NT2RP2000712 NT2RP2000739 
NT2RP2000818 NT2RP2000903 NT2RP2001200 
NT2RP2001223 NT2RP2001276 NT2RP2001388 

25 NT2RP2001469 NT2RP2001480 NT2RP2001495 

NT2RP2001514 NT2RP2001529 NT2RP2001538 
NT2RP2001562 NT2RP2001662 NT2RP2001755 
NT2RP2001 769 NT2RP2001 81 7 NT2RP2001 878 
NT2RP2001903 NT2RP2001921 NT2RP2001948 

30 NT2RP2001956 NT2RP2002063 NT2RP2002188 

NT2RP2002232 NT2RP2002304 NT2RP2002409 
NT2RP2002510 NT2RP2002527 NT2RP2002533 
NT2RP2002564 NT2RP2002824 NT2RP2002942 
NT2RP2002974 NT2RP2002976 NT2RP2003042 

35 NT2RP2003138 NT2RP2003179 NT2RP2003210 

NT2RP2003302 NT2RP2003369 NT2RP2003390 
NT2RP2003469 NT2RP2003545 NT2RP2003593 
NT2RP2003655 NT2RP2003664 NT2RP2003931 
NT2RP2003940 NT2RP2003950 NT2RP2004069 

40 NT2RP2004108 NT2RP2004141 NT2RP2004205 

NT2RP2004447 NT2RP2004606 NT2RP2004648 
NT2RP2004670 NT2RP2004794 NT2RP2004847 
NT2RP2005069 NT2RP2005163 NT2RP2005181 
NT2RP2005247 NT2RP2005378 NT2RP2005391 

45 NT2RP2005425 NT2RP2005535 NT2RP2005541 

NT2RP2005597 NT2RP2005632 NT2RP2005666 
NT2RP2005774 NT2RP2005878 NT2RP2005883 
NT2RP2005941 NT2RP2005994 NT2RP2006004 
NT2RP2006042 NT2RP2006092 NT2RP2006099 

50 NT2RP2006134 NT2RP2006269 NT2RP2006512 

NT2RP3000011 NT2RP3000022 NT2RP3000059 
NT2RP3000063 NT2RP3000125 NT2RP3000148 
NT2RP3000171 NT2RP3000172 NT2RP3000201 
NT2RP3000232 NT2RP3000304 NT2RP3000378 

55 NT2RP3000427 NT2RP3000436 NT2RP3000444 

NT2RP3000481 NT2RP3000616 NT2RP3000645 
NT2RP3000652 NT2RP3000676 NT2RP3000677 
NT2RP3000721 NT2RP3000820 NT2RP3000838 
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NT2RP3000871 NT2RP3000907 NT2RP3000921 
NT2RP3001012 NT2RP3001061 NT2RP3001159 
NT2RP3001170 NT2RP3001195 NT2RP3001240 
NT2RP3001271 NT2RP3001322 NT2RP3001388 
5 NT2RP3001542 NT2RP3001560 NT2RP3001592 

NT2RP3001650 NT2RP3001738 NT2RP3001754 
NT2RP3001976 NT2RP3002015 NT2RP3002160 
NT2RP3002286 NT2RP3002311 NT2RP3002324 
NT2RP3002342 NT2RP3002353 NT2RP3002409 
10 NT2RP3002411 NT2RP3002448 NT2RP3002571 

NT2RP3002664 NT2RP3002737 NT2RP3002738 
NT2RP3002790 NT2RP3002836 NT2RP3002887 
NT2RP3002900 NT2RP3002958 NT2RP3002983 
NT2RP3003000 NT2RP3003076 NT2RP3003354 
15 NT2RP3003448 NT2RP3003473 NT2RP3003527 

NT2RP3003532 NT2RP3003614 NT2RP3003729 
NT2RP3003849 NT2RP3003874 NT2RP3003939 
NT2RP3004025 NT2RP3004067 NT2RP3004075 
NT2RP3004090 NT2RP3004119 NT2RP3004130 
20 NT2RP3004133 NT2RP3004202 NT2RP3004294 

NT2RP3004309 NT2RP3004345 NT2RP3004406 
NT2RP3004481 NT2RP3004552 NT2RP3004557 
NT2RP3004625 NT2RP3004640 NT2RP3004647 
NT2RP4000108 NT2RP4000634 NT2RP4000962 
25 NT2RP4001 009 NT2RP4001 467 NT2RP4001 877 

NT2RP4001879 NT2RP4002187 NT2RP4002451 
NT2RP4002750 OVARC1 000003 OVARC1 000090 
OVARC1000105 OVARC1 000137 OVARC1 000255 
OVARC1 000275 OVARC1 000307 OVARC1 000313 
30 OVARC1000331 OVARC1 00041 0 OVARC1 000439 

OVARC1 000467 OVARC1 000529 OVARC1 000553 
OVARC1 000873 OVARC1000916 OVARC1 000956 
OVARC1 000995 OVARC1001030 OVARC1001049 
OVARC1001086 OVAPC1001132 OVARC1001163 
35 OVARC1001222 OVARC1001260 OVARC1001336 

OVARC1001338 OVARC1001569 OVARC1001570 
OVARC1 001 596 OVARC1 001 607 OVARC1 001 725 
OVARC1001952 OVARC1001991 OVARC1 002058 
OVARC1002178 PLACE1 000033 PLACE1 000258 
40 PLACE1 000442 PLACE1 000740 PLACE1 000907 

PLACE1001016 PLACE1001114 PLACE1001123 
PLACE1001231 PLACE1001340 PLACE1001401 
PLACE1001407 PLACE1001464 PLACE1001500 
PLACE1001516 PLACE1001564 PLACE1001655 
45 PLACE1001795 PLACE1001836 PLACE1001918 

PLACE1001949 PLACE1 002080 PLACE1 002095 
PLACE1002153 PLACE1 002329 PLACE1 002355 
PLACE1 002374 PLACE1 002547 PLACE1 002726 
PLACE1 002905 PLACE1 002911 PLACE1 002967 
50 PLACE1003135 PLACE1003163 PLACE1 003428 

PLACE1 003438 PLACE1 003460 PLACE1 003529 
PLACE1 003573 PLACE1 003598 PLACE1 003644 
PLACE1 003737 PLACE1 003772 PLACE 1003852 
PLACE1 004078 RLACE1004166 PLACE1004168 
55 PLACE1004279 PLACE1004441 PLACE1004450 

PLACE1 004482 PLACE1 004492 PLACE1004519 
PLACE1 004520 PLACE1 004630 PLACE1 004648 
PLACE1 004816 PLACE1 004887 PLACE1 005003 
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PLACE1 005031 PLACE1 005239 PLACE1 005383 

PLACE1 005426 PLACE1 00551 9 PLACE1 005539 

PLACE1 005544 PLACE1 005569 PLACE1 005682 

PLACE1005736 PLACE1005745 PLACE1005815 
5 PLACE1 005878 PLACE1 005927 PLACE1 006071 

PLACE1 006073 PLACE1 006208 PLACE1 006277 

PLACE1006290 PLACE1006443 PLACE1006515 

PLACE1006716 PLACE1 006959 PLACE1 007028 

PLACE1 007077 PLACE1 007081 PLACE1 007096 
10 PLACE1 007296 PLACE1 007591 PLACE1 007702 

PLACE1 007845 PLACE1 007881 PLACE1 008282 

PLACE1 008297 PLACE1 008359 PLACE1 008469 

PLACE1 008549 PLACE1 008657 PLACE1008716 

PLACE1 008744 PLACE1 008984 PLACE1 008985 
15 PLACE1 009279 PLACE1 009527 PLACE1 009546 

PLACE1009600 PLACE1009735 PLACE1010011 

PLACE1010078 PLACE1010081 PLACE1010251 

PLACE1010445 PLACE1010713 PLACE101 0784 

PLACE1010827 PLACE1010968 PLACE1011045 
20 PLACE1011116 PLACE1011181 PLACE1011236 

PLACE1011364 PLACE1011407 PLACE1011516 

PLACE1 01 1 708 PLACE1 01 1 824 PLACE1 01 1 978 

PLACE2000118 PLACE3000181 PLACE3000213 

PLACE4000354 SKNMC1 000014 SKNMC1 000082 
25 THYR01 000061 THYR01 0001 96 THYR01 000400 

THYR01 000580 THYR01 000584 THYR01 000678 

THYR01 000776 THYR01 000795 THYR01 000846 

THYR01 000866 THYR01 000956 THYR01 000964 

THYR01 001 063 THYR01 001 071 THYR01 001 1 02 
30 THYR01 001 1 1 3 THYR01 001 1 28 THYR01 001 205 

THYR01 001 242 THYR01 001 266 THYR01 001 456 

THYR01 001 457 THYR01 001 471 THYR01 001 478 

THYR01 001 529 THYR01 001 593 THYR01 001 608 

THYR01 001 641 THYR01 001 700 THYR01 001 702 
35 THYR01 001 770 THYR01 001 803 Y79AA1 000030 

Y79AA1 0001 27 Y79AA1 000207 Y79AA1 000270 

Y79AA1 000426 Y79AA1 000750 Y79AA 1000777 

Y79AA1 000876 Y79AA1 000888 Y79AA1 000967 

Y79AA1 001 062 Y79AA1 001 090 Y79AA1 001 21 2 
40 Y79AA1001272 Y79AA1001426 Y79AA1001523 

Y79AA1 001 727 Y79AA1 001 787 Y79AA1 001 799 

Y79AA1001803 Y79AA1001863 Y79AA1 002058 

Y79AA1002121 Y79AA1002129 Y79AA1002213 

Y79AA1 002334 Y79AA1 002376 Y79AA1 002378 
45 Y79AA1 002381 NT2RP2006580 

[0059] Among the clones, the following 83 clones are Identical to the clones selected by the score in the ATGpr and 
the prediction by the PSORT for the existence of a signal sequence. 

50 HEMBA1 000907 NT2RM200041 0 PLACE1 000740 

HEMBA1002164 NT2RM2001941 PLACE1 001407 

HEMBA1 002421 NT2RP1 000050 PLACE1 002080 

HEMBA1003101 NT2RP2001495 PLACE 1002095 

HEMBA1 004797 NT2RP2001948 PLACE1 002374 
55 HEMBA1 006335 NT2RP2002063 PLACE1 003428 

HEMBA1 006572 NT2RP2002304 PLACE 1003460 

HEMBA1 006707 NT2RP2003469 PLACE1 004482 

HEMBA1 006902 NT2RP2003593 PLACE1 005383 
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HEMBA1007013 NT2RP2003655 PLACE1 005544 

HEMBB1000447 NT2RP2003664 PLACE1005569 

HEMBB1 000567 NT2RP2004447 PLACE1 005927 

HEMBB1001200 NT2RP2006042 PLACE1006277 
5 HEMBB1 002427 NT2RP2006269 PLACE1 006443 

MAMMA1 000591 NT2RP3000481 PLACE1 007096 

MAMMA1 000681 NT2RP3000645 PLACE1 007296 

MAMMA1001043 NT2RP3001012 PLACE1 008469 

MAMMA1001893 NT2RP3001195 PLACE1 008984 
10 MAMMA1001957 NT2RP3001560 PLACE1 008985 

MAMMA1 002070 NT2RP3002160 PLACE1 009527 

MAMMA1002165 NT2RP3002836 PLACE1 01 0251 

MAMMA1 002633 NT2RP3002958 PLACE1011236 

NT2RP3003076 SKNMC1000014 
15 NT2RP3003354 THYPO1000196 

NT2RP3004133 THYR01 000795 

NT2RP3004309 THYR01 001 478 

NT2RP4001 879 TH YR01 001 702 

NT2RP4002451 Y79AA1 000270 
20 OVARC1 000439 Y79AA1 000426 

OVARC1001222 Y79AA1001803 

Y79AA1001863 

[0060] The 446 clones in Table 1 6, 1 7, 1 8, 1 9, and 20, and NT2RP2006580 are predicted to encode a secretory or 
25 membrane protein. Among them, 77 clones were Identical to the clones selected by the score in the ATGpr and the 

prediction by the PSORT for the existence of a signal sequence (overlapping with any of the 254 clones listed in Table 

7-15). Besides, many clones were turned out to be identical to the clones selected as a protein associated with a 

glycoprotein. Also, there were clones identical to those selected as a protein associated with a disease. 

[0061] The 243 clones in Table 21 are predicted to encode a glycoprotein. Among them, 53 clones were identical to 
30 those selected by the score in the ATGpr and the prediction by the PSORT for the existence of a signal sequence. 

And, many clones were turned out to be identical to the clones selected as a secretory or membrane protein. Moreover, 

there were clones identical to those selected as a protein associated with a disease. 

[0062] The 51 clones in Table 22 are predicted to encode a protein associated to signal transduction. 

[0063] The 130 clones in Table 23 are predicted to encode a protein associated to transcription. 
35 [0064] The 17 clones in Table 24 are predicted to encode a protein associated with diseases. 

[0065] In these clones, 532 clones have the maximal ATGprl score of 0.5 or higher (Table 25). 60 clones have the 

maximal ATGprl score of 0.3 or higher and less than 0.5 (Table 26 and NT2RP2006580). And 67 clones were with the 

maximal ATGprl score of 0 or higher and less than 0.3 (Table 27). 

[0066] 532 clones shown in Table 25, each having the maximal score in the ATGprl 0.5 or higher, are very likely to 
40 be full-length and encode a secretory or membrane protein, or proteins associated to signal transduction, glycoprotein, 
transcription, or diseases. 59 clones in Table 26 and NT2RP2006580, which have the maximal score in the ATGprl 
0.3 or higher and less than 0.5, are likely to be full-length and encode a secretory or membrane protein, or proteins 
associated to signal transduction, glycoprotein, transcription, or diseases. 67 clones in Table 27, having the maximal 
score in the ATGprl 0 or higher and less than 0.3, are still likely to be full-length and encode a secretory or membrane 
45 protein, or proteins associated to signal transduction, glycoprotein, transcription, or diseases. 

[0067] This is the method for selecting the cDNA clones predicted to encode secretory and/or transmembrane pro- 
teins, glycoprotein-associated proteins, signal transduction-associated proteins, transcription-associated proteins, or 
disease-associated proteins on the basis of the partial sequences (5' sequences). 

[0068] The polynucleotide of the present invention encodes an amino acid sequence of a functional protein such as 
so a secretory or membrane protein, or a protein associated to signal transduction, glycoprotein, transcription, or diseases. 
Since the protein has the complete amino acid sequence, it is possible to analyze its biological activity by expressing 
the protein as a recombinant protein using an appropriate expression system, or by raising and using an antibody 
which specifically recognizes it. 

[0069] It is possible to analyze the biological activity of a secretory protein or a membrane protein, or proteins asso- 
55 ciated to signal transduction, glycoprotein, or transcription, based on the methods in "Gene Transcription" (Hames B. 
D., and Higgins S.J. edit, (1993)), "Glycobiology" (Fukuda M., and Kobata A. edit, (1993)), "Growth Factors" (McKay 
I., and Leigh I. edit, (1993)), "Extracellular Matrix" (Haralson M. A., and HassellJ.R. edit, (1995), "Transcription Factors" 
(Latchman D.S. edit, (1993)), "Signal Transduction" (Milligans G. edit, (1992)), featured in "The Practical Approach 
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Series" (IRL PRESS), or "Signal Transduction Protocols" (Kendall D.A., and Hill S J. edit, (1995), "Glycoprotein Analysis 
in Biomedicine" (Hounsell E.F. edit, (1993)), featured in "Method in Molecular Biology" (Humana Press). 
[0070] As to a protein associated with a disease, it is possible to perform a functional analysis as described above, 
but also possible to analyze correlation between the expression or the activity of the protein and a certain disease by 
5 using a specific antibody that recognizes the protein. Alternatively, it is possible to utilize the database Online Mendelian 
Inheritance in Man (OMIM) (http://www.ncbi.nlm.nih.gov/Omim/) , which is a database of human genes and diseases, 
to analyze the protein. New information is constantly being deposited in the OMIM database. Therefore, it is possible 
for one skilled in the art to find a new relationship between a particular disease and a gene of the present invention in 
the updated database. 

10 [0071] Proteins associated with diseases are useful in drug development as they can be utilized as a diagnostic 
marker, a drug that regulates the level of their expression and activities, or a target of gene therapy. Also, as for a 
secretory protein, membrane protein, or proteins associated with signal transduction, glycoprotein, or transcription, 
search of the OM IM with the keywords mentioned below revealed that the proteins are associated with many diseases. 
Also, relationship between a proteins associated to signal transduction or transcription and diseases is reported in 

15 "Transcription Factor Research-1 999" (Fujii, Tamura, Morohashi, Kageyama, and Satake edit, (1999) Jikken-tgaku 
Zoukan, Vol. 17, No.3), and "Gene Medicine" ((1999) Vol.3, No.2). Thus, not only a protein associated with diseases, 
but also a secretory protein, membrane protein, or protein associated with signal transduction, glycoprotein, or tran- 
scription is involved in diseases, suggesting these proteins also are very important as a target in medical industry. 
[0072] Keywords used in the search of the OMIM 

20 

(1) secretion protein 

(2) membrane protein 

(3) channel 

(4) extracellular matrix 
25 (5) receptor 

(6) glycoprotein 

(7) protein kinase 

(8) calmodulin kinase 

(9) transcription factor 

30 

[0073] Shown in the search result are only the accession numbers in the OMIM. Using the number, data showing 
the relationship between a disease and a gene or protein can be seen. The OMIM data has been renewed everyday. 

1) Secretion protein 

35 268 entries found, searching for "secretion protein" 

104760, 176860, 160900, 107400, 118910, 139320,603850, 147572, 176880,600946,603215, 157147, 600174, 
151675, 170280, 179512, 179513, 138120, 179509,246700, 1 7951 0, 600626 ! 179511,600998, 109270,601489, 
154545, 179490, 1 85860, 60321 6, 1 22559, 601746, 147290, 602672, 146770, 603062, 179508, 131230, 601591 , 
602421, 139250, 167805, 167770, 600041 , 600564, 118825, 601146, 300090, 600753,601652, 600759, 600768, 

40 602434, 182590,603166,308230,602534, 603489, 107470, 150390, 104610, 173120, 158106, 143890,306900, 

308700, 134797, 137350, 227500, 1 76300, 107730, 600760, 138079, 120180, 120160, 120150, 124092, 138160, 
101000, 227600, 600509, 601199, 142410, 104311, 193400, 201910, 107300, 122560,272800,217000, 590050, 
147670, 133170, 176730, 300300, 134370,274600, 120140, 162151, 158070, 

152790, 120120, 1 061 00, 300200, 1 92340, 190160, 138040, 147470, 147620, 173350, 147380, 152200, 152760, 
45 157145, 153450, 264080, 113811, 600937, 600840, 188545,202110, 600514, 186590, 603372, 136435, 137241, 

252800,214500,207750, 138850, 1 391 91 , 142640, 138130, 189907, 603692, 600633, 603355, 1 07270, 600377, 
147892, 232200, 600281 , 232800, 602358, 137035, 601 771 , 601 769, 253200, 601933, 118444, 600270, 120700, 
600945, 603732, 147660, 600761 , 1 72400, 600823, 600877, 130080, 171060, 107740,307800, 602843, 130660, 
152780, 124020, 601124, 601340, 601604, 601610, 171050,312060,232700, 300159, 142703, 600734, 125255, 
50 168450, 123812, 188540, 147940, 1 88450, 600839, 182452, 188400, 182280, 176760,263200, 600264, 188826, 

252650, 601185, 162641, 137216, 601398, 601538, 118888, 118445, 601745, 

190180, 601922, 182098, 602008, 147440, 602384, 600031, 109160, 602663, 151670, 602682, 602730, 602779, 
146880, 603061, 142704, 6031 40, 1 06150, 600732, 153620, 603318, 139392, 600042, 102200, 603493, 182100, 
264300, 603795, 184600 

55 

2) Membrane protein 

1017 entries found, searching for "membrane protein" 

130500, 305360, 153330, 1 7361 0, 1 70995, 109270, 170993,309060, 120920, 602333, 133740, 133710, 602690, 
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133730, 159430, 600897, 133090, 601178, 602413, 602003, 109280, 603237, 602173, 107776, 602334, 125305, 
602335 ] 182879, 154045, 309845, 600594, 603718, 603241 , 603214, 603657, 603177, 600182, 601476, 602879, 
136950, 600723, 601114, 185880, 1 85881 , 300096, 602257, 1 60900, 177070, 603062, 603344, 602977, 310200, 
600959, 300100, 186945, 600039, 600267, 128240, 182900, 601097, 136430, 600946, 602534, 601047, 143450, 
5 603141,603700,600579,256540,159440,602414,600403,602048, 188860, 137290, 158343, 184756,602910, 

603179, 600279, 108733, 107770, 1 73335, 602625, 154050, 219800, 603850, 601028, 600447, 104225, 186946, 
601767, 603143, 121015, 603215, 227400, 603735, 600179, 602421, 180721, 

176801, 176860, 600753, 6031 42, 1 76790, 600266, 601239, 115501 , 1 43890, 121014, 121 011 , 1 25950, 603534, 
304040, 601134, 600754, 601510, 601595, 190315, 300172, 602216, 602261 , 602262, 602461 , 131560, 179514, 

10 179512, 176981, 142461 , 13931 0, 312080, 1 76640, 128239, 1 85470, 310300, 601403, 601757, 273800, 151460, 

176943, 104311 , 168468, 120130, 602887, 600164, 601 531 , 601 832, 104775, 600040, 603583, 176894, 602631, 
1 66945! 182180, 120620, 141180,601014, 139150, 182860, 177061,600174, 180069, 191275, 104760,601693, 
30001 7, 60351 8, 601 009, 134651 , 601 1 07, 1 03868, 6001 68, 1 36425, 603531 , 603291 , 60091 7, 60321 6, 1 02720, 
300118, 179590, 135630, 602285, 107450, 602296, 303630, 176878, 120090, 600322, 138160, 601212, 603293, 

15 131230, 112205, 600763, 600718, 300187, 170715, 601966, 300051 , 602474, 

120070, 600691, 600855, 182309, 6021 01 , 602857, 194355, 162230, 600874, 113730, 155550, 602701 , 306400, 
601789, 231200, 107271 , 175100, 1 82870, 305100, 301000, 601313, 157147, 147670, 139200, 603593, 157655, 
600934, 155970, 602049, 155960, 155760, 118990, 135620, 308230, 602694, 162060, 300023, 160993, 15361 9, 
1 53432, 1 20131 , 603823, 6031 67, 601 023, 60081 6, 1 65040, 601 681 , 1 66490, 3001 1 2, 1 201 90, 300145, 1 63970, 

20 600772, 602926, 602933, 602202, 400015, 151510, 600759, 602672, 602654, 603821 , 116952, 151430, 602632, 

155975, 602217, 150370, 600752, 601179, 600932, 603048, 603234, 601805, 603822, 603869, 601717, 601181 , 
313440, 139130, 107777, 109190,603452, 191163, 191164,602370, 176877, 103195,600523, 191328,601275, 
204200, 602426, 603820, 600551, 600695, 600552, 600553, 602306, 601523, 

602507, 602299, 600583, 114070, 600632, 603498, 185430, 600587, 235200, 173470, 603199, 601633, 602500, 
25 208900, 180297, 156225,516020, 190195, 141900, 102680, 193300, 101000, 193400,300011, 107400,257220, 

107741, 180380, 203200, 111700, 600024, 304800, 600065, 110750, 179605, 113705, 601638,222900, 120120, 
602509 ! 602469^ 600930, 601383, 1 76261 , 602574, 602997,311770, 131550, 603616, 308700, 603372, 256100, 
224100, 276903, 305900, 516000, 131195, 314555, 601567, 603866, 306900, 103390, 186720, 173850, 601050, 
602505, 186590, 246530, 602689, 1 94380, 300041 , 162643, 152790, 120150, 600682, 600106, 272750, 188040, 
30 602382,601497, 113811, 182138,212138,601309, 109690,114760, 176805,601253, 123900,602581, 189980, 

191190, 110700, 600163, 137167, 600580, 601610, 190000, 123825, 603491, 

600135, 186591, 173910, 138140, 107266, 120950,601081,603690,244400,312700, 171060,601199,601758, 
170500, 277900, 601997, 314850, 601880, 603009, 120220, 6031 26, 1 64920, 602934, 164730, 163890, 603434, 
107269^ 602909, 600877, 256550, 164761 , 602872, 120110, 126150, 158070, 266200, 223360, 250800, 269920, 

35 252650^ 603355, 154582, 138190,300035, 602640,227650, 158120, 153700, 182380, 155740, 204500, 603401, 

601975,300135, 1 36350, 602924, 3001 67, 1 85050, 176100,300189, 151525, 300200, 1 651 80, 230800, 602158, 
602676, 603411 , 193245, 120325, 601848, 192500, 603102, 147795, 245900, 137060, 147557, 120650, 602377, 
307800, 1 20930, 3081 00, 142800, 1 91 092, 232300, 1 7351 0, 602225, 1 80470, 1 90930, 1 86357, 1 34638, 600544, 
601373, 600509, 600359, 603784, 600395, 600653, 603754, 601597, 601066, 

40 600185, 601295, 600978, 205400, 603274, 600418, 600839, 516050, 601691 , 601007, 600650, 600308, 603261 , 

6011 93, 600004, 600017, 516040, 253800, 276901 , 600019, 257200, 108780, 300037, 300104, 300126, 255125, 
203300, 300191 , 426000, 302060, 304700, 201475, 252010, 193210, 311030, 306250, 248600, 191740, 108360, 
131244, 600423, 232200, 191305,231680, 103320, 190180, 600493, 111200, 226200, 312600, 600170, 111680, 
186910, 203100, 600536, 600238, 186830, 186760, 186745, 186711 , 1 06180, 1 11203, 103180, 182530, 182160, 

45 600644, 307030, 192321,600667, 125647, 1 79080, 114207, 114860, 176000, 116930, 600748, 1 7351 5, 173325, 

600377, 171760, 171050, 118425, 170260, 191315,600798,600821,600823,600444,600840, 159465, 600857, 
158380, 600867, 154360, 152427, 150330, 110900, 147840, 147360, 147280, 

146880, 312610, 120940, 142871 , 142790, 600937, 1 42600, 134390, 111250, 600979, 600997, 142460, 186845, 
134635, 601017, 139191 , 139090, 138850, 601040, 138720, 122561 , 1311 00, 123610, 217070, 100500, 603377, 

50 602354, 603302, 603207, 603086, 6021 88, 602095, 603867, 603842, 603798, 602602, 601 1 94, 602607, 60371 3, 

603681, 601252, 603648, 603646, 603644, 601282, 601284, 603667, 603712, 603594, 601872, 603425, 601843, 
603263, 603208, 601411 , 603201 , 603189, 601463, 603164, 603152, 603087, 602874, 601492, 602893, 602057, 
602859! 602746, 603879, 603510, 602458, 603380, 601 581 , 603765, 603283, 601599, 601733, 601852, 602316, 
601 61 5, 601617, 602184, 602894, 603005, 603030, 603861 , 602835, 602136, 600153, 600074, 600046, 600023, 

55 601625, 516006, 600018, 600016, 516002, 601590, 313475, 313470, 600244, 

600528, 601611 , 600282, 600327, 601568, 600368, 601 730, 601535, 601745, 601929, 300169, 300150, 300132, 
601533, 600385, 600464, 600424, 600429, 601756, 601488, 516005, 251100, 516004, 600918, 516003, 602192, 
516001, 240500, 600465, 602241 , 602243, 230200, 601485, 601478, 601416, 602297, 601459, 601839, 602314, 
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193065, 193001, 191306, 600504, 601020, 1 911 91 , 602372, 1 901 81 , 600534, 188380, 186854, 186360, 600530, 
185250, 182331 , 600535, 182305, 601296, 600582, 600732, 600734, 600742, 600782, 176802, 1 76266, 600769, 
601 883, 600864, 601 901 , 1 76260, 1 73490, 60091 0, 601 905, 1 71 890, 60091 6, 601 987, 602679, 1 62651 , 1 61 555, 
160994, 602714, 602715, 602724, 602736, 300007, 602783, 275630, 602836, 270200, 602871 , 159460, 602876, 

5 154540, 153900, 602890, 601153, 602190, 602905, 153634, 153337, 602914, 

152310, 151690, 151625, 602935, 602974, 150325, 602992, 150320, 250790, 603006, 603007, 603008, 150292, 
233690,603046, 150210,603061, 147940,603063,221770,223100, 603097, 147880,603118, 147730, 146928, 
146630, 142622,603149,603150,603151,600923, 138981, 138590, 138330,216950,603192, 138297,603202, 
601002, 602343, 138230, 136131,603217, 603220, 134660, 131390, 131235,603242, 603243, 130130,602345, 

10 126455, 601123, 126064, 125240, 602359, 603312, 602380, 603318, 123890, 123836, 603356, 603361 , 603366, 

123830, 179610, 188060, 123620, 120980, 186355, 118510, 114835, 114217, 113810,603499, 182310, 111740, 
109610, 603548, 603564, 108740, 603598, 603613, 107273, 603626, 602518, 179410, 603647, 602515, 603652, 
106195, 602573, 178990, 105210, 104615, 167055, 603717, 104614, 603728, 

104210, 603749, 603750, 103850, 602608, 603787, 603788, 603796, 173445, 103220, 102910, 102681 , 102670, 
15 102642, 603833, 173391, 102576, 102575, 171833, 102573, 101800, 603875, 601108 

3) Channel 

272 entries found, searching for "channel" 

176266, 600724, 170500, 182390, 123825, 114208, 114205, 601784, 114206, 600937, 114204, 603415, 600053, 
20 114209, 114207,600760, 118425, 601011, 192500, 176261,600761, 176260,600359,600228,600877,602235, 

300008, 182389, 182391 , 601328, 601534, 600504, 602323, 601958, 602780, 602781 , 601327, 601012, 600734, 
603208, 182392, 603220, 603219, 603888, 600054, 602232, 601745, 603537, 602604, 603796, 302910, 602866, 
601013, 602905,602906,600163, 152427, 1 80901 , 600702, 600308, 602754, 107776, 602024,314555,601949, 
600235, 602023, 1 76263, 600681 , 1 76265, 1 93245, 603305, 1 76258, 602983, 60121 9, 601 141,1 76267, 602343, 
25 602726, 138253, 176262, 600003, 600397, 602872, 138249, 600843, 600935, 600580, 600845, 602158, 602106, 

176264, 300110, 176257, 602717, 603493, 176268, 600932, 602727, 138254, 

603652, 300138, 602420, 600570, 600150, 603583, 602345, 603749, 601142, 176256, 600846, 138252, 602982, 
603787, 602836, 603788, 602566, 603651 , 602421 , 1 00690, 1 07777, 1 00725, 1 0071 0, 600509, 603061 , 1 54275, 
304040, 154276, 180902, 121014,602368, 139311,601383, 108745,601313,601042,600131, 186360,600109, 

30 600229, 600170, 603319, 601485, 118503, 180903, 602076, 124030, 601059, 601212, 601218, 147450, 600855, 

600919, 601154, 601157, 171060, 600968, 182139, 131230, 121015, 600421 , 113730, 249210, 310500, 600637, 
125950, 118800, 156490, 602974, 104610, 121011 , 602522, 118504, 300041, 160900, 601382, 602103, 600465, 
602014, 600442, 601109, 602481 , 277900, 25421 0, 138247, 164920, 170280, 171050, 128100, 173910, 600884, 
123885, 602887, 600232, 180297, 137192, 600304, 138251, 603053, 300103, 

35 603152, 603199, 118511, 118508, 138079, 600983, 182307, 603324, 305990, 603418, 114080,232200, 600046, 

600040, 602403, 603750, 603785, 104210, 600019, 600300, 182860, 603852, 603853, 603855, 516060 

4) Extracellular matrix 

167 entries found, searching for "extracellular matrix" 

40 603479, 602201, 601418, 601548, 154870, 115437, 602285, 602262, 602261 , 134797, 600754, 1 20361 , 11 6935, 

602263, 603320, 601807,603321, 185250, 185261,253700, 128239, 120324, 193300,276901,308700,600514, 
600261, 602109, 120140, 120150, 147557, 193400, 600536, 188826, 120180, 118661 , 120320, 152200, 135821, 
112260, 230740, 602090, 155760, 192975, 190182, 602108, 601463, 186745, 600900, 600985, 600758, 602369, 
179590, 601211,600065,602178, 600262, 1 82888, 182889, 151510, 182120, 150325, 190181, 150370, 186355, 

45 193065, 165070, 154705, 147559, 1 46650, 146640, 153619, 175100, 187380,231050, 188060, 135820, 156790, 

130660, 301870, 128240, 600076, 600119, 193210, 600215, 600245, 121010, 150240, 600309, 600491 , 222600, 
120328, 600564, 600596, 600616, 600700, 600742, 120325, 138297, 600930, 

156225, 601028, 601050, 6011 05, 253800, 601284, 601313, 120280, 310200, 601492, 120250, 601587, 601636, 
601652, 601692, 601728, 120220, 601915, 602048, 155120,310300, 120210, 120165, 120120, 118940, 116930, 
50 602264, 116806, 602366, 120470, 602415, 602428, 602453, 602505, 602574, 603005, 603196, 603221 , 603319, 

107269, 216550, 103320, 603489, 603551, 603767, 603799, 603842 

5) Receptor (including membrane proteins, and also including transcription factors, since nuclear proteins were 
not excluded in the search) 

55 1 606 entries found, searching for "receptor" 

600408, 176943, 1 07770, 601 531 , 1 43890, 31 3700, 162643,202200, 147670, 191306, 182131, 1 92321 , 138249, 
190120, 600264, 162321,603613, 603614, 602164, 138251, 182134, 138040, 152790, 602393, 133430,601769, 
304800, 147280, 168468, 147730, 155555, 191190, 109760, 122561, 136537,602034, 147138, 187930,312861, 
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107450, 138981 , 182135, 603612, 1 91 191 , 600933, 601267, 600168, 120650, 182133, 601919, 108962, 162323, 
102576, 600022, 603366, 600052, 1 36430, 601835, 600825, 600979, 102981, 192974, 602779, 601828, 603499, 
601972, 191315, 602601 , 60361 1 , 602943, 601300, 191316, 108960, 601299, 147810, 602909, 601834, 108961, 
602392, 602910, 603372, 106165,601199, 180901, 131244, 107470, 136435, 146740, 164920, 139191, 138971, 

5 109690, 100690, 138850, 118504, 147781, 146928, 601373, 126449, 

104225, 1 00725, 164342, 104220, 118503, 136538, 137241 , 601 663, 601805,306250, 600377, 600337, 600509, 
600983, 126110, 118507, 602548, 162010, 601268, 147671 , 601284, 113503, 109190, 603826, 154540, 147569, 
600956, 138245, 139139, 155541 , 1371 92, 118445, 104250, 300119, 11 8511 , 601 159, 100710, 305660, 104210, 
114610, 138253, 146929, 602778, 135630, 147140, 146790, 147045,601998, 158378, 131243,600041, 118508, 

10 137142, 113995, 138247, 182137, 147811 , 1 82132, 138248,600414,600563, 137160, 138032,601496, 138252, 

138254, 601600, 173800, 146760, 1 79590, 180903, 109635, 300038, 138244, 182139, 600849, 600644, 601296, 
602282, 179611, 143090, 100710,601076, 600380, 170998, 600845, 118505, 118510, 190160, 104260, 137164, 
137140, 600456, 147880, 137190, 601156, 601956, 100730, 601194, 602717, 

173880, 600042, 180902,300093,602423, 602469, 603028, 601437, 146933, 179610, 173510, 600843,305915, 
15 137143, 603361, 603031 , 137141 , 136539, 162332, 118509, 155540, 600233, 601109, 601743, 600409, 147139, 

131235, 603506, 603455, 151445, 602408, 601681 , 603540, 602454, 602490, 600214, 600798, 600232, 602729, 
600730, 601122, 120577, 160994, 603248, 602621 , 601305, 176946, 118502, 176888, 602167, 138246, 158050, 
601470, 603453, 603065, 137163, 137166, 600846, 118495, 138243, 192975, 138060, 602757, 1 91311 , 603652, 
120340, 600315, 136425, 118493, 600731 , 601502, 601503, 601 751 , 603651 , 602345, 118496, 601598, 602343, 
20 118494, 186880, 134934,601007,600946, 186930, 186970, 133171,308380, 120620, 126452, 190010, 126450, 

186810, 180220, 173410, 188070, 131550, 109691, 147679, 180240, 173490, 

300034,264080, 114131, 146661, 147370, 147545, 136352, 190182, 186780, 126453, 110700, 147851,308385, 
126451, 128239, 600018, 601487,601040, 305990, 601604, 190181, 188545, 162641, 600445, 231200, 136350, 
601586, 164770, 600073, 602376, 138491, 118946, 1 76761 , 1 76806, 601770, 180245, 164870, 602691 , 600939, 

25 109610, 192977, 159530, 602997, 164860,300007, 146710,601757, 150370, 118444, 600239, 138033, 601167, 

108360, 162642, 173850,603881,180246, 193210, 173470, 601469, 134935, 182452, 138492, 135620,601523, 
601 790, 600221 , 1 09630, 602451 , 1 47265, 602626, 602001 , 602069, 601 642, 600848, 1 02776, 1 801 90, 1 82098, 
176886, 602250, 1 82454, 600222, 600821 , 1 80247, 602730, 134637, 167055, 165196, 165195, 1 73391 , 601 426, 
600527, 600167, 153618, 601330, 601970, 600785, 600004, 601043, 109135, 

30 1 09636, 601 61 3, 600804, 601 529, 1 02581 , 600936, 1 261 50, 1 82451 , 3001 07, 1 901 51 , 602746, 1 65070, 1 70650, 

600421, 100997, 602648, 603243,300035,305670, 182455, 162651, 109535, 601320, 120920, 603411 , 603691 , 
601535, 102775, 601166, 1 80381 , 1 76804, 602188, 600051 , 601 993, 601773, 603755, 600241 , 601050, 603659, 
600253, 300130, 137026, 602368, 1 54570, 1 76945, 602005, 120980, 602583, 102777, 600524, 602848, 1 73393, 
601711 , 104221 , 176884, 600441 , 1 08361 , 600665, 600446, 600799, 600742, 104219, 603819, 600867, 602351, 

35 601978, 600578, 602566, 600551 , 601 898, 151443, 602642, 300182, 191164, 602356, 603071 , 6021 90, 601522, 

182889, 142703, 601576, 1 00735, 1 76882, 602969, 182453, 601895, 602886, 602927, 602697, 601070, 120830, 
601108, 176891, 176802, 600024, 600552, 601908, 176981, 603510, 151460, 

602237, 602545, 1 62341 , 603748, 1 61565, 600894, 186711 , 1 371 61 , 601 839, 601592, 603507, 602885, 430000, 
104222, 601116, 602643, 601896, 601404, 601381 , 600180, 600870, 123889, 600206, 600242, 602992, 601380, 

40 602950, 602174, 603159, 602042, 602297, 602836, 602355, 602304, 603822, 147267, 603030, 603821 , 602043, 

603820, 603317, 601965, 601524, 601974, 603823, 602728, 601741 , 137570, 603500, 602592, 153622, 601204, 
186990, 601115, 600283, 182180, 600600, 600066, 600282, 176944, 600926, 600895, 300188, 602657, 602756, 
600925, 182888, 603808, 603029,602702, 602464, 603751,425000, 601910, 151020, 600553, 603195, 602646, 
601909, 603692, 136950, 600543, 164320, 300086, 602933, 602993, 137162, 603281 , 153243, 161555, 600011 , 

45 600144, 600869, 600493, 602346, 600342, 602336, 113955, 602893, 601577, 

603749, 602892, 603810, 602853, 600579, 601044, 603809, 186690, 600752, 603304, 600240, 603232, 600868, 
602894, 602337, 6031 43, 1 09545, 602891 , 602890, 60271 6, 6031 42, 60251 0, 6031 44, 6031 41 , 300090, 602550, 
603145, 107741, 107730, 164761,208900, 107269, 114208,235200, 158120, 147440,300200, 161561, 186830, 
151520, 131240, 139250, 601 667, 1 53240, 21 8030, 147680, 186740, 600044, 107940, 153390, 102582, 600978, 

50 601218, 142409, 601156, 601884, 601789, 125950, 171833, 602221, 139320, 147760, 190000, 184757, 601512, 

165180, 166490, 168470,601366, 176000, 191160, 102578, 1 03320, 112260, 192240, 109091,603233, 134370, 
254210, 173610, 125480,600957, 118945, 120470, 136351,600725, 176797,602887, 173511, 123910,601459, 
252500, 104615, 601528, 600345, 601890, 151390, 602170, 186790, 186960, 

600542, 186973, 600423, 600058, 176730, 186945, 104760,601309, 601500,300091, 113705, 214500, 602731, 
55 600726, 176885, 164875, 139330, 104640, 147840,600065, 131242, 164160,600565,601211, 151530,603599, 

1 80860, 1 90040, 1 47720, 2221 00, 223900, 600555, 600994, 1 86770, 1 20420, 602004, 601 099, 603776, 601 21 2, 
132890, 600007, 158105, 603886, 603884, 176830, 162200, 602458, 601603, 107910, 193400, 133100, 160900, 
114855,601498,601511, 116831, 131390, 107773, 137800, 155750, 147795,264600, 114207,244400, 187040, 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



126455, 164040, 147683, 263200, 1 88230, 184756, 147574, 179615, 176960, 176947, 147561, 
147470,264700, 173335, 124010, 147050, 132810,230350,276000, 114130, 155730, 134638, 
186940, 208150, 188040, 188400, 100600, 601564, 603875, 603849, 601497, 
603254, 603180, 602952, 602775, 602584, 602570, 601045, 600632, 602559, 601883, 600618, 
601 753, 600554, 600937, 600694, 31 1 360, 30291 0, 6001 73, 3001 39, 300065, 274000, 3051 00, 
1 63800, 1 8741 0, 1 87020, 60381 8, 1 05850, 1 07941 , 307800, 601 897, 21 2895, 603598, 603584, 
603412, 601872, 114204, 266300, 1 14841 , 116897, 152690, 603261 , 603130, 603109, 603061, 
601771, 154275, 600910, 1 8701 1 , 1 88060, 600039,600464, 186355, 121360, 122559, 123000, 
125255, 131100, 600837, 602772, 600835, 131530, 602695, 137580, 602623, 139130,249210, 
6001 79, 1 42445, 1 54276, 245480, 1 42800, 600998, 602354, 601 698, 602272, 601 053, 602265, 
147780, 601985, 147796, 226200, 600276, 147830, 150200, 601937, 189906, 
601 922, 600341 , 1 00650, 601 662, 1 89965, 1 59440, 1 90020, 601 054, 600764, 60041 0, 1 53440, 
203800, 600576, 600749, 190090, 601767, 600475, 190080, 154550, 184745, 601721 , 601712, 
600738, 1 80069, 601 020, 601 679, 1 62662, 601 266, 601 676, 601203, 1 72400, 601 463, 600685, 
600611, 601570, 600626, 600201 , 600514, 191100, 195002, 600567, 600633, 191030, 190700, 
30821 0, 308230, 1 91 1 70, 269700, 1 91 092, 1 921 30, 60031 9, 238600, 1 95000, 6001 25, 600577, 
2661 00, 309900, 266600, 306900, 600536, 1 94070, 201 91 0, 1 88860, 1 88595, 257220, 600038, 
600363,600850,306100,602229,603883, 102645, 186921, 186910, 603785, 186852, 104311, 
603746, 603732, 109270, 602060, 602041, 148180, 151385, 151625, 123830, 
182530, 123842, 124030, 134660, 153370, 134850, 601023, 182280, 134797, 182125, 134390, 
601804, 153420,601801,139312,139392, 181031,601622, 180700, 147570,603157, 162150, 
151440, 602919, 151510, 123810, 123890, 131210, 179730, 602663, 179020, 602630, 601231, 
138190, 138550,277700,601295, 139311, 153455, 176311, 176310, 601313, 133170, 141800, 
143100, 145505,300079, 1 68461 , 1 45981 , 158070, 106700, 107400, 107720, 601485, 103950, 
300300, 156490, 603492,602018, 118485, 164951, 164730, 164720, 147620,603406, 164343, 
142910, 602414, 601933, 120290, 164013, 164012, 600667, 601534, 601513, 601520, 164015, 
164975, 302020, 160782, 601501, 165230, 302060, 165120, 601492, 601483, 
167040, 167415, 600714, 192968, 600696, 601458, 601447, 173325, 168820, 176820, 601413, 
173445,601754, 600481,300155,600453, 154230, 173430, 154030, 173360, 181590, 176876, 
164005, 182160,274500, 179616,275120, 151990,300147, 601863, 211750,275355, 151675, 
600750, 180200, 180231, 151430, 600753, 601582, 150240, 601584, 601153, 224500, 601154, 
600596,600281,600262,227400,601997, 147684, 147678,600761, 147581,602014, 602024, 
159555, 147559, 600945, 191163, 602065, 147558, 601641 , 147450, 602096, 602113, 600583, 
159350, 147245, 186855, 1 92020, 1 9151 0, 146631, 146630, 180950, 601693, 146255, 602260, 
602293, 194540, 602299, 145680, 602311, 145260, 600230, 602350, 239100, 
600508, 143055, 601723, 143010, 155960, 601377, 602382, 275350, 600220, 602396, 304050, 
142461 , 602430, 602431 , 142460, 246530, 273300, 249100, 602461 , 602465, 141 850, 601 788, 
181460, 600422,300127,600164, 600765, 602582, 138800, 300101, 138720, 138420, 602609, 
138030, 600156, 601 01 7, 1 37240, 602671 , 602680, 602682, 136530, 182090, 600807, 601826, 
182331, 210250, 600151,602738, 131340, 131241,300008, 131195, 600119, 602809, 602839, 
126850, 126065,252650,253200, 188380, 600810, 600396, 123841 , 1 8281 0, 123835, 600053, 
602931 , 602932, 601 900, 600050, 1 85430, 1 85520, 1 21 800, 254770, 259700, 222300, 1 20940, 
120360, 603033, 600295, 603035, 262600, 603046, 600009, 263400, 120150, 
263520, 603126, 590085, 185605, 118960, 118940, 118455, 603149, 603177, 300019, 603181, 
426000, 116955, 116940, 116930, 300088, 603264, 603272, 603274, 116899, 603302,313650, 
114835, 603356, 114830, 312760, 603378, 602061 , 310400, 603414, 603437, 113730, 310200, 
113000, 112205, 111400, 111100, 110750, 603518, 603526, 602136, 603576, 309845, 603594, 
1 08355, 600250, 307200, 603628, 1 07777, 6021 65, 603653, 600899, 1 07273, 1 07271 , 603695, 
186590, 186720, 186760, 1 86820, 1 87700, 600916, 147183, 105590, 104610, 146770,306400, 
103280, 103070, 102670, 301000, 603851, 600874, 600871, 102200, 158380, 603889 



131320, 107265, 
254150, 122560, 



601848, 
300116, 
603583, 
603055, 
253800, 
142408, 
231550, 

205400, 
600594, 
601599, 
600014, 
261680, 
202110, 
107266, 

601047, 
601589, 
601252, 
142995, 
108330, 
119530, 
164340, 

190198, 
176970, 
190170, 
601969, 
147573, 
602154, 
238300, 

600424, 
602498, 
600157, 
602724, 
602840, 
217030, 
120700, 



601766, 
300022, 
603454, 
603043, 
602901, 
602457, 
229300, 

601055, 
600739, 
164009, 
303700, 
600566, 
261000, 
107270, 

135820, 
121013, 
137295, 
602358, 
165360, 
161560, 
173515, 

600489, 
178600, 
179838, 
180440, 
601150, 
600556, 
600231, 

602421, 
140210, 
138079, 
153245, 
128240, 
602921, 
120436, 



118425,603207, 
266265,603331, 
113710, 147557, 
308310, 108728, 
603705,603717, 
602227, 103390, 



6) Glycoprotein 

438 entries found, searching for "glycoprotein" 

231200,273800, 138700, 138600, 1 73510, 173515, 192974, 109770, 138610, 603578, 195002, 182889, 601275, 
55 602977,300051, 173470, 171050, 138680, 142640, 194460, 176390, 138720, 600119, 185430, 138670, 180297, 

171060, 600073, 173335, 128239, 118850, 602616, 110700, 164345, 159465, 159460, 1 91 845, 1 7351 1 , 600564, 
159440,256550, 153310, 168810, 600738, 151460, 138470, 190197, 603586, 601325, 601193, 162820, 158120, 
155970, 190920, 603201,603594, 601411, 155735, 186730, 601028, 158030, 176391, 11 5501 , 137290, 601103, 
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600315, 176870, 601 525, 601 41 8, 1 37061 , 1 37207, 137060, 1 76397, 1 76393, 176394, 182888, 160995, 176398, 
60071 8, 1 76396, 1 76392, 1 76399, 1 76401 , 1 76395, 1 25645, 601 774, 1 041 75, 1 95000, 601 785, 1 93400, 600065, 
111200, 253700, 152200, 154550, 310200, 188230, 256540, 120980, 130660, 

107269, 158070, 156790, 131550, 135630, 138297, 155760, 231 050, 603381 , 1 43890, 176801 , 11 8860, 103600, 
5 193210, 186820, 114890, 188060, 118910, 107271 , 153340, 313470, 600074, 603062, 109270, 602724, 603356, 

120324, 192340, 266265, 110900, 306400, 601327, 118457, 151250, 136836, 253000, 104640, 190010, 190000, 
13562o', 135600, 601852, 134797, 134370, 111250, 156225, 600596, 187430, 164870, 151510, 186720, 601962, 
600900, 151530, 180990, 1 80290, 1 82120, 603759, 179605, 1 58381 , 1 58373, 158343, 155740, 153420, 151675, 
142800, 176300, 153240, 140100, 134820, 134660, 134390, 125240, 120520, 112205, 111740, 106100, 104225, 
10 1 03000, 1 39090, 1 76860, 1 02720, 1 76895, 1 80621 , 602421 , 602257, 252600, 252650, 1 80620, 227600, 228960, 

208900, 182145, 208400, 602643, 602593, 602461, 602171, 182900, 601269, 

600270, 600033, 602894, 2471 00, 1 8691 0, 600239, 230500, 21 7800, 600867, 253220, 601 581 , 305600, 1 62060, 
158378, 188450, 186880, 186990, 188040, 154582, 164022, 188540, 153634, 189965, 193190, 165095, 165220, 
158375, 152790, 158374, 151 627, 1 82205, 155750, 191316, 151523, 151020, 165330, 166490, 192225,224050, 

15 224100, 185490, 192240, 173445, 167770, 185050, 153619, 230800, 147740, 147730, 147670, 153618,236200, 

193300, 249000, 176385, 153440, 1 47557, 152310, 253270, 184900, 182331 , 146760, 146661 , 272300, 272800, 
142930, 169615, 171640, 1 82520, 1 8231 0, 300027, 147780, 305370, 151525, 142858, 142840,308230,308385, 
309060, 142445, 142290, 21 6950, 1 39130, 600026, 600044, 600046, 138971 , 138960, 138140, 600133, 600182, 
600215, 173350, 173360, 135820, 600403, 600410, 600491, 134934, 147563, 

20 600535, 133700, 600587, 133170, 131390, 600616, 600713, 131195, 600722, 130160, 600742, 600751 , 600764, 

600769, 600798, 180540, 600978, 129010, 601040, 601050, 125505, 125490, 124010, 601194, 601211 , 601253, 
147380, 120930, 601313, 120830, 120620, 601365, 601368, 120220, 601456, 601484, 117700, 147045, 601652, 
274500, 116930, 116880, 601788, 116805, 114250, 113810, 601880, 601914, 601932, 111700, 602046, 602053, 
602108, 602243, 176820, 178630, 178640, 111680, 300017, 109535, 142860, 602692, 109530, 602746, 308840, 

25 107740, 107400, 603104, 603125, 603126, 603130, 107273, 603197, 107266, 603241 , 603243, 104614, 312080, 

104610, 603492, 103390, 102670, 102480, 100735, 603665, 603756, 100730, 603777 

7) Protein kinase (a member of signal transduction) 
729 entries found, searching for "protein kinase" 

30 600289, 160900, 601 032, 176948, 600899, 176947, 176894, 601939, 602980, 601314, 601955, 601335, 600447, 

602130, 603606, 601158, 602006, 602549, 602678, 176872, 603014, 602520, 186945, 601254, 602315, 601263, 
177061, 176873, 600497, 603607, 602449, 602740, 602898, 602741 , 300083, 602899, 114080, 603412, 601184, 
602739, 176910, 600050, 176949, 602741 , 602743, 600341 , 601951 , 601212, 600038, 156490, 600855, 600758, 
603455, 156491 , 603424, 300075, 1 80381 , 151510, 600168, 600085, 601890, 602896, 602123, 600221 , 602904, 

35 602687, 176945, 602897, 600222, 602098, 601685, 176944, 109635, 601795, 601679, 603722, 602521 , 601436, 

191164, 602004, 176942, 601 684, 300101 , 601299, 601434, 602615, 601435, 176960, 153390, 603166, 179090, 
300300, 176871, 602216, 176912, 176893, 603453, 300185, 177060, 176943, 

176981, 603441, 176970, 116899, 603442,311550, 603495, 169190, 600448, 602399, 1 76946, 176977, 188830, 
602350, 601591, 601782, 137026,400008, 300094, 600058, 600831, 176892, 601639, 602919, 176911, 176975, 

40 3001 72! 603072, 600583, 1 7701 5, 1 76982, 1 76980, 603248, 1 76941 , 602757, 600870, 603440, 1 48750, 601 959, 

600869, 602448, 600408, 306000, 266200, 602539, 602425, 6001 60, 31 0200, 208900, 600997, 1 86973, 305360, 
179611 , 307030, 603262, 601050, 602758, 147795, 311800, 600664, 600441 , 603251 , 600527, 313650, 123831 , 
191315, 602958, 123832, 602989, 602614, 123828, 136350, 601284, 602940, 601329, 600173, 171834, 124095, 
603464, 603584, 116953, 300035, 600600, 109135, 601232, 601988, 603850, 603384, 603184, 602990, 125855, 

45 601047, 603460, 603258, 602748, 603723, 164870, 603368, 139310, 601818, 

602913, 603005, 602221 , 173570, 147670, 602610, 600524, 113508, 251170, 142370, 1 42408, 1 91306, 147796, 
118423, 600286, 601074, 600765, 600922, 179610, 602747, 601953, 601132, 600136, 601288, 601289, 602297, 
191316, 601535, 602925, 125450, 602839, 602168, 602461 , 105590, 114085, 600714, 154235, 603261 , 109270, 
191305, 602625, 602366, 602749, 600927, 300134, 603496, 136352, 176790, 600073, 601523, 115441, 191170, 

50 114210, 116900, 188250, 102576, 603764, 603497, 603304, 601934, 602255, 600004, 600526, 601589, 600856, 

601269, 601465, 601207, 601935, 600863, 602394, 601983, 602048, 300200, 179050, 164761 , 189980, 602626, 
137025, 602694, 602731 , 125305, 1 23810, 300139, 601 792, 275350, 1 71 833, 193525, 601540, 1 62200, 601826, 
116898, 601108, 601528, 600954, 602609, 602838, 603167, 601522, 600505, 

600431, 600267, 188555, 600140,308240, 600137, 600011 , 151410, 601530, 134934, 116952,300142, 191311 , 
55 601603, 603889, 601728, 1 651 60, 1 65070, 136351 , 601 836, 601839, 133090, 601595, 602745, 602516, 154950, 

603601 , 602052, 154045, 603583, 600695, 602933, 602756, 601014, 602474, 602887, 172270, 601366, 180220, 
602189, 114105, 600963, 603369, 601296, 603289, 602265, 602337, 600066, 600456, 602387, 600917, 139270, 
603271, 188345, 601 231 , 1 1 5440, 1 1 5442, 600778, 164920, 175100, 310300, 601767, 603168, 603140, 603113, 
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116940, 162060, 603048, 603275, 601146, 600434, 602336, 602310, 602308, 147522, 603311 , 227645, 114110, 
601114, 300022, 164785, 167414, 123280, 600007, 600560, 229300, 151430, 176740, 602426, 109636, 602775, 
108355, 601999, 601524, 1 90151 , 202500, 601592, 600723, 102750, 600753, 

603618, 603814, 147521 , 60251 4, 603015, 602525, 602524, 1 72471 , 602647, 602590, 600864, 172470, 602538, 
602527, 602526, 143890, 164730,232300, 131550, 11 6951 , 601 713, 154550, 603434, 138160, 601702, 126335, 
272800, 601497, 602038, 1 07940, 1 91 1 90, 273800, 193300, 120150, 603068, 603259, 102582, 601099, 253700, 
308000, 602338, 602689, 1 85605, 1 64040, 600119, 152690,601496, 602188, 123900,602860, 164960, 600618, 
601045,300189, 164860,602505,230800, 141850, 147545, 1 1 0300, 600051, 138600,233700, 109700,238600, 
109690,253800, 311770, 156225, 603719, 191030,309000,601893, 190030, 189972, 601247, 190120, 600179, 
258501, 190040,300121 , 180380,314850, 600438, 306400, 179715, 190450, 600636, 180901, 173335, 601290, 
154500, 131195, 115460, 603078, 603775, 603760, 158900, 602354, 102680, 

122560, 602382, 103320, 603597, 603510, 232600, 133170, 603353, 603345, 603318, 603309, 230400, 139250, 
603296, 603272, 114240, 147557, 232400, 139259, 602122,230200, 164014, 248600, 601703, 194364, 150000, 
602102,601683, 158070,602170,602007, 601306,248610,601387, 161770, 132800, 164760,601902,601253, 
173470, 602930, 603691 , 1 65360, 123835, 603544, 147265, 107777, 602377, 600605, 602869, 601 121 , 602388, 
301300,590060, 601059, 1 68461 , 1 42600, 314555, 142410, 170290,602498, 190090,311030, 142409, 190181, 
600966,308100, 600936, 1 71 900, 1 901 82, 172405, 102600, 603754, 600281, 172430, 138249,300039,603154, 
602642, 300041, 602659, 192240,603473, 136537, 603134, 182280, 603084, 125660, 189990, 133430, 603755, 
603302, 600737, 300144, 305400, 188545, 600652, 189940, 600633, 603009, 

181031, 182160, 148500, 602384, 600650, 602190, 171150, 173490, 164765, 147780, 600910, 601272, 147880, 
125255, 120090, 173390, 602668, 600483, 602995, 602996, 180860, 142445, 116949, 602681 , 603027, 182125, 
600327, 600799, 1 64757, 230450, 602730, 600782, 1 64880, 232700, 1 1 6935, 602303, 603203, 1 6471 0, 600244, 
600206, 263200, 300034, 601487, 600980, 600956, 601985, 600884, 601956, 191041 , 601568, 601586, 155960, 
602288, 176761, 113900,600581,516050, 190070, 164940,600544, 107941,312861,602373, 123836, 106165, 
103850, 274270, 601922, 602355, 147420, 311010, 163800, 600536, 602018, 307200, 603619, 603652, 193001 , 
193245, 603729, 603752, 118888, 603796, 305600, 603852, 603853, 603886 

8) Calmodulin kinase (a member of signal transduction) 
35 entries found, searching for "calmodulin binding" 

30 300172, 114180,302020, 139312,602584, 602293, 60031 0, 603379, 1 141 06, 602350, 114105, 114213, 138249, 

153430, 177061, 182520, 102680, 600489, 601478, 306000, 600490, 600922, 601302, 601568, 168890, 164795, 
163730, 602698, 602699, 602987, 102681 , 603384 

9) Transcription factor 

35 71 7 entries found, searching for "transcription factor" 

305371, 189963, 164177, 600297, 600298, 163260, 189907, 173110, 600733, 189903, 189972, 600438, 600281, 
189962, 157670, 602272, 600609, 189968, 189971, 189889, 107580, 189908, 601748, 601542, 601632, 600610, 
1 89969, 600480, 601 760, 1 7631 0, 603022, 60051 9, 601 750, 1 23803, 600520, 600494, 1 641 76, 602460, 603246, 
113725, 107773, 189904,602228, 147141, 132890, 189964, 164175, 142410,313650, 164011, 164014, 164005, 

40 601714, 600492, 164012,601878,600673, 600635, 191523, 6021 91 , 600490, 602149, 189967, 140580, 164343, 

603256, 600727, 600729, 600728, 140581 , 600571 , 601511 , 1 02582, 1 89906, 600660, 124097, 314310, 600860, 
600662, 1 84756, 600777, 60001 3, 6001 72, 600489, 601 425, 600786, 600502, 602406, 600743, 1 89965, 603257, 
602751, 602542, 603148, 603107, 603789, 602318, 156845, 123811, 600425, 

600540, 600695, 601622, 147574, 601601 , 602407, 602150, 601538, 600663, 603306, 165170, 187040, 602444, 
45 1 89902, 1 89973, 600659, 600661 , 601 01 0, 600788, 60261 7, 601 602, 602053, 601 742, 300039, 602438, 602976, 

600744, 602543, 602479, 600481 , 600473, 603739, 600426, 603738, 1 89901 , 603677, 600427, 603255, 600607, 
600379, 189909, 601679, 600787, 602160, 601043, 601397, 601044, 600366, 300025, 602575, 602669, 601804, 
601801, 176312, 1 7631 1 , 600746, 602480, 602944, 600967, 600912, 306700, 306900, 193400, 601206, 480000, 
191160, 601861, 164008, 600475, 600773, 600772, 600774, 142409, 156490, 600589, 601490, 151385, 600599, 
50 1 84757, 602955, 234000, 603433, 603349, 6031 98, 602294, 600390, 603628, 1 47620, 60021 1 , 601 787, 601 863, 

147470, 603795, 603734, 152760, 104155, 128990, 601729, 600197, 147370, 

173490, 603423, 600822, 188595, 603243, 600573, 601689, 142765, 603181 , 600879, 603731 , 600288, 602295, 
121360, 164874,300019, 162095, 602355, 603258, 126090, 159540, 300070, 600555, 600664, 601874, 153245, 
191191, 601126, 601512, 146733, 131550, 142385, 601796, 603406, 602959, 601734, 601732, 139191, 139139, 
55 600633, 138971,600006,603170,601488, 147576, 147680, 601498, 602630, 602643, 603364, 600914, 154040, 

602746, 128992, 143089, 160900, 600140, 134934, 133510, 176860, 190180, 601150,601175, 170993, 601361, 
122560, 602778,308230,602903, 309550, 601788, 602946, 159970, 124092, 180200, 173410, 602356, 603015, 
600779, 603111, 187930,602614, 600951 , 603200, 602369, 1 64770, 147569, 603300,603301, 159980, 134638, 
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603431, 147730, 603366, 603348, 600556, 602136, 164160, 310200, 152390, 

601241, 116897, 137295, 600576, 194070,601487, 600698, 164810,601769, 141900, 602225,275350, 131100, 
179755, 600075, 162200, 1651 60, 1 1 6806, 600899, 123810, 133450,216400,278700, 190080, 1 64730, 191170, 
193300, 600618, 600999, 601090, 106150, 601843, 133530, 110700, 602550, 138040, 133430, 300133, 163731 , 

5 602302, 126337,309548, 180245, 126110,602291, 109565, 107400,314670,601444, 143100, 104760, 106180, 

601953,600584, 1 25852, 60241 9, 600401 , 1 42200, 107680, 167414, 600020, 188400,208900, 175100,602700, 
601828, 139320, 602777, 600185, 602681 , 603023, 314997, 602848, 600284, 102578, 114290, 165095, 137070, 
602991, 602421, 600005, 602996,314995, 152200, 151 900, 1 12260, 129010,600892,273800, 176760, 602341, 
490000, 136533, 400003, 601007, 602229, 603620, 602218, 602116, 602020, 

10 142000, 601955, 126340, 1201 50, 1 93067, 182452, 142461 , 1 94558, 180660, 600756, 160745, 107741 , 106210, 

157640, 186770, 146738, 603759,213700, 147880, 152391 , 277900, 151626, 107730, 60071 1 , 600246, 107470, 
600237^ 223100! 107748, 600065, 600349, 426000, 194500, 154030, 227650, 600247, 314980, 109560, 305370, 
6OO8O0', 301000, 277700, 600838, 312173, 600439, 600440, 191315, 601595, 190450, 190070, 1 90020, 1 62360, 
131320, 133540, 600993, 601 993, 1 59530, 601902, 602868, 1 81 590, 601724, 602260, 601093, 187270, 164761, 

15 602102,603245, 136950, 106100,601182, 167410, 601897,602896, 170100,602506, 104150, 176730,601600, 

187011, 102600, 180380, 162080, 603450, 142967, 602301 , 1 26375, 603372, 603355, 164720, 603250, 167409, 
167415, 602897, 601565, 185250, 182138, 601851 , 600749, 601575, 194548, 

154500, 601365, 194541,601621,601623, 601531 , 600790, 1 94355, 123830, 123812, 154540, 601415, 143055, 
601386, 194550, 186930, 131290, 601320, 601620, 601754, 601313, 184430, 182900, 182500, 600725, 147870, 
20 1 54365^ 116953, 601297, 601296, 601265, 600796, 120436, 601644, 601930, 601643, 230200, 601645, 601972, 

600861 [ 602009, 601172, 601158, 601646, 180630, 600821, 118440, 601656, 601647, 150200, 601125, 601671, 
141850, 116899, 600697, 109270, 202110, 150570, 601108, 191339, 601063, 109691 , 180240, 203100, 151430, 
179710, 111000, 176797, 238600, 1 04311 , 240300, 125255, 600423, 158070, 602439, 600324, 112261 , 243305, 
602474, 174762, 600613, 602539, 138890, 138720, 11 4550, 1 73865, 602582, 602584, 173510, 600250, 602627, 
25 173325, 602635, 246530, 172425, 600193, 602691 , 600188, 170998, 152790, 

1 68468, 256540, 225250, 600848, 1 43400, 1 68461 , 262600, 1 68360, 601 91 2, 602951 , 60001 7, 230000, 266600, 
602981 ! 272800, 109150, 102200, 603025, 603026, 603109, 167050, 603127, 603128, 165240, 230400, 313700, 
164975, 164875, 602017, 115500, 235800, 164873, 602110, 1 64785, 164772, 312865, 603296, 600542, 164740, 
602125, 309801 , 602148, 300007, 306955, 603368, 116940, 602181 , 60341 6, 126650, 163920, 300024, 603437, 
30 602209, 603576, 603607,305435, 600944, 180410, 303630, 159557, 301870, 132810, 100790, 603849, 603862, 

603881 , 

[0074] There are several methods for analyzing the expression levels of genes associated with diseases. Differences 
in gene expression levels between diseased and normal tissues are studied by the analytical methods, for example, 
Northern hybridization and differential display. Other examples include a method with high-density cDNA filter, a method 
with DNA microarray and methods with PCR amplification (Experimental Medicine, Vol.17, No. 8, 980-1056 (1999); 
Cell Engineering (additional volume) DNA Microarray and Advanced PCR Methods, Muramatsu & Naba (eds.), Shu- 
junsya). The levels of gene expression between diseased tissues and normal tissues can be studied by any of these 
analytical methods. When explicit difference in expression level is observed for a gene, it can be concluded that the 
gene is closely associated with a disease or disorder. Instead of diseased tissues, cultured cells can be used for the 
assessment. Similarly, when gene expression is explicitly different between normal cells and cells reproducing disease- 
associated specific features, it can be concluded that the gene is closely associated with a disease or disorder. When 
the expression levels of genes are evidently varied during major cellular events (such as differentiation and apoptosis), 
the genes are involved in the cellular events and accordingly are candidates for disease- and/or disorder-associated 
genes. Further, genes exhibiting tissue-specific expression are genes playing important parts in the tissue functions 
and, therefore, can be candidates for genes associated with diseases and/or disorders affecting the tissues. 
[0075] For example, non-enzymic protein glycation reaction is believed to be a cause for a variety of chronic diabetic 
complications. Accordingly, in endothelial cells, genes, of which expression levels are elevated or decreased in a gly- 
cated protein-dependent manner, are associated with diabetic complications caused by glycated proteins (Diabetes 
1996, 45 (Suppl. 3), S67-S72; Diabetes 1997, 46 (Suppl. 2), S19-S25).The onset of rheumatoid arthritis is thought to 
be involved in the proliferation of synovial cells covering inner surfaces of joint cavity and in inflammatory reaction 
resulted from the action of cytokines produced by leukocytes infiltrating into the joint synovial tissues (Rheumatism 
Information Center, http://www.rheuma-net.or.jp/). Recent studies have also revealed that tissue necrosis factor (TNF)- 
cc participates in the onset (Current opinion in immunology 1 959, 1 1 , 657-662). When the expression of a gene exhibits 
responsiveness to the action of TNF on synovial cells, the gene is considered to be involved in rheumatoid arthritis. 
Many genes acting at the downstream of TNF-. and IL-1. among inflammation-associated cytokines have been previ- 
ously identified. The respective stimulations are transduced through independent pathways of signaling cascade. There 
exists another signaling cascade for both stimulations, wherein NF-.B is a common transducing molecule shared by 
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the two stimulations (J. Leukoc. Biol., 1994, 56(5): 542-547). It has also been revealed that many inflammation-asso- 
ciated genes, including IL-2, IL-6 and G-CSF, are varied in the expression levels in response to the signal through the 
common pathway (Trends Genet. 1 999, 1 5(6) : 229-235). It is assumed that genes of which expression levels are varied 
in response to the stimulation of TNF-. or IL-1 . also participate in inflammation. Genes associated with neural differ- 
5 entiation can be candidates for causative genes for neurological diseases as well as candidates for genes usable for 
treating the diseases. 

[0076] Clones exhibiting differences in the expression levels thereof can be selected by using gene expression anal- 
ysis. The selection comprises, for example; analyzing cDNA clones by using high-density cDNA filter; and statistically 
treating the multiple signal values (signal values of radioisotope in the radiolabeled probes or values obtained by meas- 

10 uring fluorescence intensities emitted from the fluorescent labels) for the respective clones by two-sample t-test, where 
the signal values are determined by multiple experiments of hybridization. The clones of interest are selectable based 
on the statistically significant differences in the signal distribution at p<0.05. However, selectable clones with significant 
difference in the expression levels thereof may be changed depending on the partial modification of statistical treatment. 
For example, the clones may be selected by conducting statistical treatment with two-sample t-test at p<0.01 ; or genes 

15 exhibiting more explicit differences in the expression levels thereof can be selected by performing statistical treatment 
with a pre-determined cut-off value for the significant signal difference. An alternative method is that the expression 
levels are simply compared with each other, and then, the clones of interest are selected based on the ratio of the 
expression levels thereof. 

[0077] Clones exhibiting differences in the expression levels can also be selected by comparing the expression levels 
20 by PCR analysis, for example, by using the method of determining the band intensities representing the amounts of 
PCR products with ethidium bromide staining; the method of determining the radioisotopic signal values or fluorescence 
intensities of the PCR products when radio-labeled or fluorescence-labeled primers; or the method of determining the 
values of radioisotope signals or fluorescence intensities of the probes hybridized to the PCR products when radio- 
labeled or fluorescence-labeled probes, respectively, are used in the hybridization. If the expression level ratios ob- 
25 tained in multiple PCR experiments are constantly at least 2-fold, such a clone can be judged to exhibit the difference 
in the expression level. When the ratios are several-fold or not less than 1 0-fold, the clone can be selected as a gene 
exhibiting the explicit difference in the expression level. 

[0078] A survey of genes of which expression levels are varied specifically to the glycated protein in the endothelial 
cells revealed three genes with elevated expression levels, NT2RP2001538, NT2RP4001001 and Y79AA1 000967. 
30 These clones are genes associated with diabetes. 

[0079] A survey of genes of which expression levels are varied in response to TNF. (Tumor Necrosis Factor-alpha) 
in the primary cell culture of synovial tissue detected the following clones with elevated expression levels in the presence 
of TNF.: 

BNGH41000020, HEMBA1 000349, H EM BA1 000634, HEMBA1 000671 , H EM BA1 000835, HEMBA1 000962, 

35 HEMBA1002178, HEMBA1 0021 95, HEMBA1 002239, HEMBA1 002420, HEMBA1 002524, HEMBA1 002992, 
HEMBA1003315, HEMBA1 003392, HEMBA1 003487, HEMBA1 003602, HEMBA1 004067, HEMBA1 004797, 
HEMBA1005337, HEMBA1 005489, HEM3A1 00691 6, HEMBB1 000668, HEMBB1 000905, HEMBB1 001 547, 
HEMBB1001573, HEMBB1 002041 , HEMBB1 002663, MAMMA1 000652, MAMMA1 00081 0, MAMMA1 001 634, 
MAMMA1002091, MAMMA1 002234, NT2RM2000306, NT2RM4000417, NT2RP1 000002, NT2RP1 0001 81 , 

40 NT2RP1 000740, NT2RP2000694, NT2RP2001 921 , NT2RP2002527, NT2RP2004495, NT2RP2004606, 
NT2RP2005163, NT2RP2005463, NT2RP20061 34, NT2RP30001 71 , NT2RP3000652, NT2RP30011 95, 
NT2RP3001976, NT2RP3003473, NT2RP3003874, NT2RP3004090, NT2RP3004294, NT2RP3004557, 
NT2RP3004647, NT2RP40001 08, NT2RP4001 001 , NT2RP4001 877, OVARC1000090, OVARC1 0001 05, 
OVARC1 000275, OVARC1 000439, OVARC1 001 607, PLACE1 000740, PLACE1 000927, PLACE1 001 01 6, 

45 PLACE1001100, PLACE1 001464, PLACE1001 500, PLACE1001 91 8, PLACE1 002095, PLACE1 002547, 
PLACE1 003644, PLACE1 00451 9, PLACE1 005031 , PLACE1 00541 0, PLACE1 005736, PLACE1 00621 9, 
PLACE1 006809, PLACE1 00871 6, PLACE1 01 0081 , THYROI 001 770, Y79AA1 0001 27, Y79M1 000207, 
Y79AA1000270, Y79AA1 000876, Y794A1001 013, Y79AA1001264, Y79AA1 001272, Y79AA1 001 328, 
Y79AA1001430, Y79AA1 001530, Y79AA1001799 

so [0080] Clones with decreased expression levels in the presence of TNFD are NT2RM4000326, NT2RP1 000300, 
NT2RP2000514, NT2RP2001755, NT2RP2006042, NT2RP3000481 , NT2RP3002790. These clones are candidates 
for rheumatoid arthritis -associated genes. 

[0081] A survey of genes of which expression levels are varied in response to TNF. (Tumor Necrosis Factor-alpha) 
or IL-1 . (lnterleukin-1 beta) in a human T cell strain, Jurkat cell, revealed the following clones with elevated expression 
55 levels in the presence of TNF: 

MAMMA1 0001 41 , MAMMA1 000788, MAMMA1 001 237, MAMMA1 002070, NT2RM2000582, NT2RM20021 09, 
NT2RP1 000679, NT2RP2003664, NT2RP20041 08, NT2RP2005597, NT2RP3001592, NT2RP3002738, 
NT2RP3004133, NT2RP3004294, NT2RP3004321 , NT2RP3004557, PLACE1 002547, PLACE1 003573, 
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PLACE1004305, PLACE1 008744, PLACE1010011 , PLACE1 01071 3, PLACE1 01 11 81 , Y79AA1 000776, 
Y79AA1 002129 

[0082] The survey also revealed a clone of which expression level was decreased in the presence of TNF. The clone 
is PLACE1 002070. The same survey further revealed the clones of which expression levels were elevated in the 
presence of IL-1 .. The clones are MAMMA1000614, MAMMA1001237, NT2RM200051 4 and NT2RP3001159. These 
clones are genes associated with inflammation. 

[0083] A survey of genes of which expression levels are varied in response to the stimulation for inducing cell dif- 
ferentiation (stimulation using retinoic acid (RA) or using RA/inhibitor (inhibitor for ceil division)) in cultured cells of 
neural strain, NT2, revealed the following clones with elevated expression levels in the presence of RA: 



HEMBA1000121, 
HEMBA1001184, 
HEMBA 1002421 , 
HEMBA1 004110, 
HEMBA1 005489, 
HEMBA1 006658, 
HEMBB1 000567, 
HEMBB1002120, 
MAMMA1 000528, 
MAMMA1 002224, 
NT2RM4000198, 
NT2RP1000181, 
NT2RP2000092, 
NT2RP2001388, 
NT2RP2002824, 
NT2RP2003383, 
NT2RP2004524 
NT2RP2005247, 
NT2RP2005774, 
NT2RP3000011, 
NT2RP3000652, 
NT2RP3001170, 
NT2RP3001976, 
NT2RP3003532, 
NT2RP3004090, 
NT2RP4000634, 
OVARC1 000553, 
OVARC1001030, 
PLACE1 000442, 
PLACE1002518, 
PLACE1 003839, 
PLACE1 005736, 
PLACE1 007626, 



HEMBA1 000275, 
HEMBA1001390, 
HEMBA1 003072, 
HEMBA1 004391, 
HEMBA1005913, 
HEMBA1 006749, 
HEMBB1 000642, 
HEMBB1002228, 
MAMMA1 000810, 
NT2RM2000423, 
NT2RM4000284, 
NT2RP 1000261, 
NT2RP2000479, 
NT2RP2001538, 
NT2RP2002942, 
NT2RP2003469, 



HEMBA1 000300, 
HEMBA1001886, 
HEMBA1 003120, 
HEMBA1 004444, 
HEMBA1 006299, 
HEMBA1 007063, 
HEMBB1 000668, 
HEMBB1 002693, 
MAMMA1 000881, 
NT2RM2000497, 
NT2RM4000593, 
NT2RP1 000465, 
NT2RP2000610, 
NT2RP2001878, 
NT2RP2002974, 
NT2RP2003664, 



HEMBA1 000634, 
HEMBA1002163, 
HEMBA1 003294, 
HE MBA 1005230, 
HEMBA1 006357, 
HEMBA1 007241, 
HEMBB1001026, 
MAMMA1000106, 
MAMMA1001634, 
NT2RM2000582, 
NT2RM4001321, 
NT2RP1 000468, 
NT2RP2000663, 
NT2RP2002015, 
NT2RP2002976, 
NT2RP2003940, 



NT2RP2004556, NT2RP2004670, NT2RP2005069, 



NT2RP2005425, 
NT2RP2005878, 
NT2RP3000125, 
NT2RP3000677, 
NT2RP3001240, 
NT2RP3002790, 
NT2RP3003729, 
NT2RP3004130, 
NT2RP4002451, 
OVARC 1000775, 
OVARC1 001049, 
PLACE1 000927, 
PLACE 1002547, 
PLACE1 004078, 
PLACE1 005768, 
PLACE1 008282, 



NT2RP2005463, 
NT2RP2005883, 
NT2RP3000171, 
NT2RP3000818, 
NT2RP3001322, 
NT2RP3002900, 
NT2RP3003874, 
NT2RP3004202, 
NT2RP4002715, 
OVARC 1000853, 
OVARC1001132, 
PLACE1 000986, 
PLACE1 002967, 
PLACE1 004441, 
PLACE1005815, 
PLACE1 008984, 



NT2RP2005514, 
NT2RP2005887, 
NT2RP3000232, 
NT2RP3000820, 
NT2RP3001388, 
NT2RP3002983, 
NT2RP3003939, 
NT2RP3004294, 
OVARC1 000090, 
OVARC1 000873, 
OVARC1001596, 
PLACE1001100, 
PLACE1 003407, 
PLACE1 004450, 
PLACE1 006073, 
PLACE1 008985, 



HEMBA1 000671 
HEMBA1 002227, 
HEMBA1 003497, 
HEMBA1 005246, 
HEMBA1006517, 
HEMBB1 000447, 
HEMBB1001847, 
MAMMA1000141, 
MAMMA1001957, 
NT2RM2001126, 
NT2RP1 000002, 
NT2RP1 000579, 
NT2RP2000694, 
NT2RP2002304, 
NT2RP2003179, 
NT2RP2004069, 

NT2RP2005535, 
NT2RP2006099, 
NT2RP3000460, 
NT2RP3001044, 
NT2RP3001542, 
NT2RP3003000, 
NT2RP3004025, 
NT2RP3004640, 
OVARC1 000208, 
OVARC1000916, 
OVARC1002178, 
PLACE1001123, 
PLACE1 003428, 
PLACE1 005669, 
PLACE1 006208, 
PLACE 1 010445, 



HEMBA1 000875, 
HEMBA1 002420, 
HEMBA1 004007, 
HEMBA1 005267, 
HEMBA1 006544, 
HEMBB1 000542, 
HEMBB1 002051, 
MAMMA1 000473, 
MAMMA1 002205, 
NT2RM2001902, 
NT2RP1 000050, 
NT2RP1 000679, 
NT2RP2000903, 
NT2RP2002721, 
NT2RP2003302, 
NT2RP2004108, 

NT2RP2005541, 
NT2RP2006134, 
NT2RP3000481, 
NT2RP3001061, 
NT2RP3001592, 
NT2RP3003354, 
NT2RP3004083, 
NT2RP4000108, 
OVARC1 000275, 
OVARC1 000995, 
PLACE1 000258, 
PLACE1001795, 
PLACE1 003644, 
PLACE1 005682, 
PLACE1 007296, 
PLACE1011708, 



THYRO1001128, 
Y79AA1 000207, 
Y79AA1001727, 



THYR01 001205, 
Y79AA1 000226, 
Y79AA1002213, 



PLACE1011978, PLACE4000455, SKNMC1 000004, THYROI 000036, 
THYROI 000580, THYROI 000776, THYROI 000999, THYROI 001 063, 
THYROI 001 327, THYROI 001 523, THYROI 001 725, THYROI 001 770, 
Y79AA1 000270, Y79AA1 001 056, Y79AA1 001 062, Y79AA1 001 090, 
Y79AA1 002381 

[0084] The survey also revealed the clones of which expression levels were decreased in the presence of RA. The 
clones are BNGH41 000020, HEMBA1 005070, NT2RP2005027, NT2RP3003473 and Y79AA1 002376. 
[0085] The same survey further revealed the following clones with elevated expression levels in the presence of RA/ 
inhibitor: 



HEMBA1000128, 

HEMBA1 004391, 

HEMBA1 006335, 

MAMMA1001344, 

NT2RP2001388, 

NT2RP2004837, 

NT2RP2005887, 



HEMBA1 000875, 
HEMBA1 004454, 
HEMBA1 006544, 
NT2RM2000582, 
NT2RP2002674, 
NT2RP2005069, 
NT2RP3000460, 



HEMBA1001390, 
HEMBA1 004785, 
H EM BA1 007241, 
NT2RP1001004, 
NT2RP2002974, 
NT2RP2005425, 
NT2RP3000838, 



HEMBA1002163, 
HEMBA1005913, 
HEMBB1 000447, 
NT2RP2000663, 
NT2RP2003383, 
NT2RP2005463, 
NT2RP3001044, 



HEMBA1 002227, 
HEMBA1006171, 
HEMBB1000668, 
NT2RP2000694, 
NT2RP2004069, 
NT2RP2005541, 
NT2RP3001240, 



HEMBA1 002421, 
HEMBA1 006299, 
MAMMA1 000994, 
NT2RP2000903, 
NT2RP2004606, 
NT2RP2005883, 
NT2RP3001388, 
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NT2RP3002721 , NT2RP3002738, NT2RP3003469, NT2RP3004083, NT2RP3004130, NT2RP3004202, 
NT2RP3004294, NT2RP3004640, NT2RP40001 08, NT2RP4002451 , NT2RP4002715, OVARC1 000275, 
OVARC1000467, OVARC1 000553, OVARC1 000853, OVARC1 000873, OVARC1 00091 6, OVARC1 000995, 
OVARC1001030, OVARC1001222, OVARC1 001 596, OVARC1 002058, OVARC1 0021 78, PLACE1 000927, 

5 PLACE1001123, PLACE1 001407, PLACE1 001 464, PLACE1001 564, PLACE1 001 795, PLACE1 002547, 
PLACE1003407, PLACE1 003644, PLACE1003845, PLACE1 004441 , PLACE1 004482, PLACE1 00541 0, 
PLACE1 005601, PLACE1 005725, PLACE1 005736, PLACE1 006093, PLACE1 00621 9, PLACE1 006290, 
PLACE1006716, PLACE1 007296, PLACE1 007626, PLACE1 008359, PLACE1 01 0968, PLACE1011364, 
PLACE1011824, THYR01 000678, THYRO1000776, THYR01 000999, THYR01 001113, THYR01 001237, 

10 THYRO1001523, Y79AA1 000226, Y79AA1 000888, Y79AA1001430 

[0086] The same survey further revealed the following clones with elevated expression levels in the presence of RA/ 
inhibitor: 

HEMBA1000349, HEMBA1001297, HEM BA1 001 878, HEMBA1 005070, H EM BA1 006482, HEMBB1 001 959, 
NT2RM2001939, NT2RP1 000981 , NT2RP2001 469, NT2RP3003473, OVARC1 001132, PLACE 1001 655, 
15 Y79AA1 000127, Y79AA1 002381 . These clones are associated with neural differentiation and, therefore, are candi- 
dates for genes associated with neurological diseases. 

[0087] Based on the functional analyses using a secretory protein, membrane protein, or proteins associated with 
signal transduction, glycoprotein, transcription, or diseases, it is possible to develop a medicine. 
[0088] In case of a membrane protein, it is most likely to be a protein that functions as a receptor or ligand on the 
20 cell surface. Therefore, it is possible to reveal a new relationship between a ligand and receptor by screening the 
membrane protein of the invention based on the binding activity with the known ligand or receptor. Screening can be 
performed according to the known methods. 

[0089] For example, a ligand against the protein of the invention can be screened in the following manner. Namely, 
a ligand that binds to a specific protein can be screened by a method comprising the steps of: (a) contacting a test 
25 sample with the protein of the invention or a partial peptide thereof, or cells expressing these, and (b) selecting a test 
sample that binds to said protein, said partial peptide, or said cells. 

[0090] On the other hand, for example, screening using cells expressing the protein of the present invention that is 
a receptor protein can also be performed as follows. It is possible to screen receptors that is capable of binding to a 
specific protein by using procedures (a) attaching the sample cells to the protein of the invention or its partial peptide, 

30 and (b) selecting cells that can bind to the said protein or its partial peptide. 

[0091] In a following screening as an example, first the protein of the invention is expressed, and the recombinant 
protein is purified. Next, the purified protein is labeled, binding assay is performed using a various cell lines or primary 
cultured cells, and cells that are expressing a receptor are selected (Growth and differentiation factors and their re- 
ceptors, Shin-Seikagaku Jikken Kouza Vol.7 (1991) Honjyo, Arai, Taniguchi, and Muramatsu edit, p203-236, Tokyo- 

35 Kagaku-Doujin). A protein of the invention can be labeled with Rl such as 125 l, and enzyme (alkaline phosphatase 
etc.). Alternatively, a protein of the invention may be used without labeling and then detected by using a labeled antibody 
against the protein. The cells that are selected by the above screening methods, which express a receptor of the protein 
of the invention, can be used for the further screening of an agonists or antagonists of the said receptor. 
[0092] Once the ligand binding to the protein of the invention, the receptor of the protein of the invention or the cells 

40 expressing the receptor are obtained by screening, it is possible to screen a compound that binds to the ligand and 
receptor. Also it is possible to screen a compound that can inhibit both bindings (agonists or antagonists of the receptor, 
for example) by utilizing the binding activities. 

[0093] When the protein of the invention is a receptor, the screening method comprises the steps of (a) contacting 
the protein of the invention or cells expressing the protein of the invention with the ligand, in the presence of a test 

45 sample, (b) detecting the binding activity between said protein or cells expressing said protein and the ligand, and (c) 
selecting a compound that reduces said binding activity when compared to the activity in the absence of the test sample. 
Furthermore, when the protein of the invention is a ligand, the screening method comprises the steps of (a) contacting 
the protein of the invention with its receptor or cells expressing the receptor in the presence of samples, (b) detecting 
the binding activity between the protein and its receptor or the cells expressing the receptor, and (c) selecting a com- 

50 pound that can potentially reduce the binding activity compared to the activity in the absence of the sample. 

[0094] Samples to screen include cell extracts, expressed products from a gene library, synthesized low molecular 
compound, synthesized peptide, and natural compounds, for example, but are not construed to be listed here. A com- 
pound that is isolated by the above screening using a binding activity of the protein of the invention can also be used 
as a sample. 

55 [0095] A compound isolated by the screening may be a candidate to be an agonist or an antagonist of the receptor 
of the protein. By utilizing an assay that monitors a change in the intracellular signaling such as phosphorylation which 
results from reduction of the binding between the protein and its receptor, it is possible to identify whether the obtained 
compound is an agonist or antagonist of the receptor. Also, the compound may be a candidate of a molecule that can 
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inhibit the interaction between the protein and its associated proteins (including a receptor) in vivo. Such compounds 
can be used for developing drugs for precaution or cures of a disease with which the protein is associated. 
[0096] Secretory proteins may regulate cellular conditions such as growth and differentiation. It is possible to find 
out a novel factor that regulates cellular conditions by adding the secretory protein of the invention to a certain kind of 
5 cell, and performing a screening by utilizing the cellular changes in growth or differentiation, or activation of a particular 
gene. 

[0097] The screening can be performed, for example, as follows. First, the protein of the invention is expressed and 
purified in a recombinant form. Then, the purified protein is microinjectedadded into a various kind of cell lines or 
primary cultured cells, and the change in the cell growth and differentiation is monitored. The induction of a particular 

10 gene that is known to be involved in a certain cellular change is detected with the amounts of mRNA and protein. 
Alternatively, the amount of an intracellular molecule (low molecular compounds, etc.) that is changed by the function 
of a gene product (protein) that is known to be functioning in a certain cellular change is used for the detection. 
[0098] Once the screening reveals that the protein of the invention can regulate cellular conditions or the functions, 
it is possible to apply the protein as a pharmaceutical and diagnostic medicine for associated diseases by itself or by 

15 altering a part of it into an appropriate composition. 

[0099] As is above described for membrane proteins, the secretory protein provided by the invention may be used 
to explore a novel ligand-receptor interaction using a screening based on the binding activity to a known ligand or 
receptor. A similar method can be used to identify an agonist or antagonist. The resulting compounds obtained by the 
methods can be a candidate of a compound that can inhibit the interaction between the protein of the invention and 

20 an interacting molecule (including a receptor). The compounds may be able to use as a preventive, therapeutic, and 
diagnostic medicine for the diseases, in which the protein may play a certain role. 

[0100] Proteins associated with signal transduction or transcription may be a factor that affects a certain protein or 
gene in response to intracellular/extracellular stimuli. It is possible to find out a novel factor that can affect a protein or 
gene by expressing the protein provided by the invention in a certain types of cells, and performing a screening utilizing 

25 the activation of a certain intracellular protein or gene. 

[0101] The screening may be performed as follows. First, a transformed cell expressing the protein is obtained. Then, 
the transformed cell line and the untransformed original cell are compared for the changes in the expression of a certain 
gene by detecting the amount of its mRNA or protein. Alternatively, the amount of an intracellular molecule (low mo- 
lecular compounds), which is changed by the function of a gene product (protein) that is known to function in a certain 

30 cellular change, may be used for the detection. Furthermore, the change of the expression of a certain gene can be 
detected by introducing a fusion gene that comprises a regulatory region of the gene and a marker gene (luciferase, 
beta-galactosidase, etc.) into a cell, expressing the protein provided by the invention into the cell, and estimating the 
activity of a marker gene product (protein). 

[0102] If the protein or gene of the invention is associated with diseases, it is possible to screen a gene or compound 
35 that can regulate its expression and/or activity either directly or indirectly by utilizing the protein of the present invention. 
[0103] For example, the protein of the invention is expressed and the recombinant protein is purified. Then, the 
protein and gene whose expression was affected in the presence of the protein of the invention is also purified, and 
the binding activity between the two proteins or genes is examined. The examination may be performed with pretreat- 
ment with a compound that is candidate of an inhibitor. In an alternative method, a transcription regulatory region 
40 locating in the 5'-upstream of the gene encoding the protein of the invention that is capable of regulating the expression 
of other genes is obtained, and fused with a marker gene. The fusion is introduced into a cell, and the cell is added 
with compounds to explore a regulatory factor of the expression of the said gene. 

[0104] The compound obtained by the screening can be used for developing pharmaceutical and diagnostic medi- 
cines for the diseases with which the protein of the present invention is associated. Similarly, if the regulatory factor 

45 obtained by the screening is a protein, the protein itself can be used as a pharmaceutical, and if there is a compound 
that affects the original expression level and/or activity of the protein, it also can be used for the same purpose. 
[0105] If the protein of the invention has an enzymatic activity, regardless of whether it is a secretory protein, mem- 
brane protein, or proteins associated with signal transduction, glycoprotein, transcription, or diseases, a screening may 
be performed by adding a compound to the protein of the invention under the suitable condition and monitoring the 

50 change of the compound. The enzymatic activity may also be utilized to screen for a compound that can inhibit the 
activity of the protein. 

[0106] In a screening given as an example, the protein of the invention is expressed and the recombinant protein is 
purified. Then, compounds are contacted with the purified protein, and the amount of the compound and the reaction 
products is examined. Alternatively, compounds that are candidates of an inhibitor are pretreated, then a compound 
55 (substrate) that can react with the purified protein is added, and the amount of the substrate and the reaction products 
is examined. 

[0107] The compounds obtained in the screening may be used as a medicine for diseases with which the protein of 
the invention is associated. Also they can be applied for tests that examine whether the protein of the invention functions 
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normally in vivo. 

[0108] Whether the secretory or membrane protein of the present invention is a novel protein associated with dis- 
eases or not is determined in another method than described above, by obtaining a specific antibody against the protein 
of the invention, and examining the relationship between the expression or activity of the protein and a certain disease. 
5 in an alternative way, it may be analyzed referred to the methods in "Molecular Diagnosis of Genetic Diseases" (Elles 
R. edit, (1996) in the series of "Method in Molecular Biology" (Humana Press). 

[0109] Disease-associated proteins are a target of the above described screenings and very useful for developing 
a drug that is capable of regulating the expression and activity of the protein. Also, they are useful in medicinal industry 
as a diagnostic marker of the related disease and as a target for gene therapy. 

10 [0110] Compounds isolated as mentioned above can be administered patients as it is, or after formulated into a 
pharmaceutical composition according to the known methods. For example, a pharmaceutical^ acceptable carrier or 
vehicle, specifically sterilized water, saline, plant oil, emulsifier, or suspending agent can be mixed with the compounds 
appropriately. The pharmaceutical compositions can be administered to patients by a method known to those skilled 
in the art, such as intraarterial intravenous, or subcutaneous injections. The dosage may vary depending on the weight 

15 or age of a patient, or the method of administration, but those skilled in the art can choose an appropriate dosage 
properly. If the compound is encoded by DNA, the DNA can be cloned into a vector for gene therapy, and used for 
gene therapy. The dosage of the DNA and the method of its administration may vary depending on the weight or age 
of a patient, or the symptoms, but those skilled in the art can choose properly. 

[0111] The protein encoded by the polynucleotide of the invention can be prepared as a recombinant protein or as 

20 a natural protein. For example, the recombinant protein can be prepared by inserting the polynucleotide encoding the 
protein of the invention into a vector, introducing the vector into an appropriate host cell and purifying the protein 
expressed within the transformed host cell, as described below. In contrast, the natural protein can be prepared, for 
example, by utilizing an affinity column to which an antibody against the protein of the invention (Current Protocols in 
Molecular Biology (1987) Ausubel et al. edit, John Wily & Sons, Section 16.1-16.19) is attached. The antibody used 

25 for the affinity purification may be either a polyclonal antibody, or a monoclonal antibody. Alternatively, in vitro translation 
(See, for example, "On the fidelity of mRNA translation in the nuclease-treated rabbit reticulocyte lysate system." Dasso 
M.C., and Jackson R.J. (1989) Nucleic Acids Res. 1 7: 3129-3144) maybe used for preparing the protein of the invention. 
[01 1 2] Proteins functionally equivalent to the proteins of the present invention can be prepared based on the activities, 
which were clarified in the above-mentioned manner, of the proteins of the present invention. Using the biological 

so activity possessed by the protein of the invention as an index, it is possible to verify whether or not a particular protein 
is functionally equivalent to the protein of the invention by examining whether or not the protein has said activity. 
[0113] Proteins functionally equivalent to the proteins of the present invention can be prepared by those skilled in 
the art, for example, by using a method for introducing mutations into an amino acid sequence of a protein (for example, 
site-directed mutagenesis (Current Protocols in Molecular Biology, edit, Ausubel et al., (1987) John Wiley & Sons, 

35 Section 8.1 -8.5). Besides, such proteins can be generated by spontaneous mutations. The present invention comprises 
the proteins having one or more amino acid substitutions, deletions, insertions and/or additions in the amino acid 
sequences of the proteins of the present invention (Table 370), as far as the proteins have the equivalent functions to 
those of the proteins identified in the present Examples described later. 

[0114] There are no limitations in the number and sites of amino acid mutations, as far as the proteins maintain the 
40 functions thereof. The number of mutations is typically 30% or less, or 20% or less, or 10% or less, preferably within 
5% or less, or 3% or less of the total amino acids, more preferably within 2% or less or 1 % or less of the total amino 
acids. From the viewpoint of maintaining the protein function, it is preferable that a substituted amino has a similar 
property to that of the original amino acid. For example, Ala, Val, Leu, lie, Pro, Met, Phe and Trp are assumed to have 
similar properties to one another because they are all classified into a group of non-polar amino acids. Similarly, sub- 
45 stitution can be performed among non-charged amino acid such as Gly, Ser, Thr, Cys, Tyr, Asn, and Gin, acidic amino 
acids such as Asp and Glu, and basic amino acids such as Lys, Arg, and His. 

[0115] In addition, proteins functionally equivalent to the proteins of the present invention can be isolated by using 
techniques of hybridization or gene amplification known to those skilled in the art. Specifically, using the hybridization 
technique (Current Protocols in Molecular Biology, edit, Ausubel et al., (1987) John Wiley & Sons, Section 6.3-6.4)), 

50 those skilled in the art can usually isolate a DNA highly homologous to the DNA encoding the protein identified in the 
present Example based on the identified nucleotide sequence (Table 370) or a portion thereof and obtain the functionally 
equivalent protein from the isolated DNA. The present invention includes proteins encoded by the DNAs hybridizing 
with the DNAs encoding the proteins identified in the present Example, as far as the proteins are functionally equivalent 
to the proteins identified in the present Example. Organisms from which the functionally equivalent proteins are isolated 

55 are illustrated by vertebrates such as human, mouse, rat, rabbit, pig and bovine, but are not limited to these animals. 
[0116] Washing conditions of hybridization for the isolation of DNAs encoding the functionally equivalent proteins 
are usually "1xSSC, 0.1% SDS, 37"; more stringent conditions are "0.5xSSC, 0.1% SDS, 42."; and still more stringent 
conditions are "0.1 x SSC, 0.1% SDS, 65.". Alternatively, the following conditions can be given as hybridization con- 



49 



BNSDOCID: <EP 1 1 30094 A2_l_> 



EP 1 130 094 A2 



ditions of the present invention. Namely, conditions in which the hybridization is done at "6xSSC, 40% Formarnide, 
25.", and the washing at "1xSSC, 55." can be given. More preferable conditions are those in which the hybridization 
is done at "6xSSC, 40% Formarnide, 37.", and the washing at "0.2xSSC, 55,". Even more preferable are those in which 
the hybridization is done at "6xSSC, 50% Formarnide, 37.", and the washing at "O.lxSSC, 62.". The more stringent 

5 the conditions of hybridization are, the more frequently the DN As highly homologous to the probe sequence are isolated. 
Therefore, it is preferable to conduct hybridization under stringent conditions. Examples of stringent conditions in the 
present invention are, washing conditions of "0.5xSSC, 0.1% SDS, 42.", or alternatively, hybridization conditions of 
"6xSSC, 40% Formarnide, 37.", and the washing at "0.2xSSC, 55.". However, the above-mentioned combinations of 
SSC, SDS and temperature conditions are indicated just as examples. Those skilled in the art can select the hybridi- 

10 zation conditions with similar stringency to those mentioned above by properly combining the above-mentioned or 
other factors (for example, probe concentration, probe length and duration of hybridization reaction) that determines 
the stringency of hybridization. 

[0117] The amino acid sequences of proteins isolated by using the hybridization techniques usually exhibit high 
homology to those of the proteins of the present invention, which are shown in Table 370. The present invention en- 

15 compasses a polynucleotide comprising a nucleotide sequence that has a high identity to the nucleotide sequence of 
claim 8 (a). Furthermore, the present invention encompasses a peptide, or protein comprising an amino acid sequence 
that has a high identity to the amino acid sequence encoded by the polynucleotide of claim 8 (b). The term "high identity" 
indicates sequence identity of at least 40% or more; preferably 60% or more; and more preferably 70% or more. 
Alternatively, more preferable is identity of 90% or more, or 93% or more, or 95% or more, furthermore, 97% or more, 

20 or 99% or more. The identity can be determined by using the BLAST search algorithm. 

[0118] With the gene amplification technique (PCR) (Current Protocols in Molecular Biology, edit, Ausubel et al., 
(1987) John Wiley & Sons, Section 6.3-6.4)) using primers designed based on the nucleotide sequence (Table 370) 
or a portion thereof identified in the present Example, it is possible to isolate a DNA fragment highly homologous to 
the nucleotide sequence or a portion thereof and to obtain functionally equivalent protein to a particular protein identified 

25 in the present Example based on the isolated DNA fragment. 

[0119] The "percent identity" of two amino acid sequences or of two nucleic acids is determined using the algorithm 
of Karlin and Altschul (Proc. Natl. Acad. Sei. USA 87:2264-2268, 1990), modified as in Karlin and Altschui (Proc. Natl. 
Acad. Sei. USA 90:5873-5877, 1993). Such an algorithm is incorporated into the BLASTN and BLASTX programs of 
Altschul et al. (J. Mol. Biol. 21 5:403-410, 1 990). BLAST nucleotide searches are performed with the BLASTN program, 

30 score = 100, wordlength = 12. BLAST protein searches are performed with the BLASTX program, score = 50, word- 
length = 3. When gaps exist between two sequences, Gapped BLAST is utilized as described in Altschul et al. (Nucleic 
Acids Res.25:3389-3402,1997). When utilizing BLAST and Gapped BLAST programs, the default parameters of the 
respective programs (e.g., BLASTX and BLASTN) are used. See http://www.ncbi.nlm.nih.gov. 

[0120] The present invention also includes a partial peptide of the proteins of the invention. The partial peptide 
35 comprises a protein generated as a result that a signal peptide has been removed from a secretory protein. If the 
protein of the present invention has an activity as a receptor or a ligand, the partial peptide may function as a competitive 
inhibitor of the protein and may bind to the receptor (or ligand). In addition, the present invention comprises an antigen 
peptide for raising antibodies. For the peptides to be specific for the protein of the invention, the peptides comprise at 
least 7 amino acids, preferably 8 amino acids or more, more preferably 9 amino acids or more, and even more preferably 
40 10 amino acids or more. The peptide can be used for preparing antibodies against the protein of the invention, or 
competitive inhibitors of them, and also screening for a receptor that binds to the protein of the invention. The partial 
peptides of the invention can be produced, for example, by genetic engineering methods, known methods for synthe- 
sizing peptides, or digesting the protein of the invention with an appropriate peptidase. 

[0121] The present invention also relates to a vector into which the DNA of the invention is inserted. The vector of 
45 the invention is not limited as long as it contains the inserted DNA stably. For example, if E. coli is used as a host, 
vectors such as pBluescript vector (Stratagene) are preferable as a cloning vector. To produce the protein of the in- 
vention, expression vectors are especially useful. Any expression vector can be used as far as it is capable of expressing 
the protein in vitro, in E. coli, in cultured cells, or in vivo. For example, pBEST vector (Promega) is preferable for in 
vitro expression, pET vector (Invitrogen) for E. coli, pME1 8S-FL3 vector (GenBank Accession No. AB009864) for cul- 
50 tured cells, and pME18S vector (Mol. Cell. Biol. (1988) 8: 466-472) for in vivo expression. To insert the DNA of the 
invention, ligation utilizing restriction sites can be performed according to the standard method (Current Protocols in 
Molecular Biology (1987) Ausubel et al. edit, John Wily & Sons, Section 11.4-11.11). 

[01 22] The present invention also relates to a transformant carrying the vector of the invention. Any cell can be used 
as a host into which the vector of the invention is inserted, and various kinds of host cells can be used depending on 
55 the purposes. For strong expression of the protein in eukaryotic cells, COS cells orCHO cells can be used, for example. 
[0123] Introduction of the vector into host cells can be performed, for example, by calcium phosphate precipitation 
method, electroporation method (Current Protocols in Molecular Biology (1987) Ausubel et al. edit, John Wily & Sons, 
Section 9.1-9.9), lipofectamine method (GIBCO-BRL), or microinjection method, etc. 
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[0124] The primer of the present invention can be used for synthesizing full-length cDNA, and also for the detection 
and/or diagnosis of the abnormality of the protein of the invention encoded by the full-length cDNA. For example, by 
utilizing polymerase chain reaction (genomic DNA-PCR, or RT-PCR) using the primer of the invention, DNA encoding 
the protein of the invention can be amplified. It is also possible to obtain the regulatory region of expression" in the 5'- 

5 upstream by using PCR or hybridization since the transcription start site within the genomic sequence can be easily 
specified based on the 5'-end sequence of the full-length cDNA. The obtai ned genomic region can be used for detection 
and/or diagnosis of the abnormality of the sequence by RFLP analysis, SSCP, or direct sequencing. 
[0125] Furthermore, the "polynucleotide having a length of at least 1 5 nucleotides, comprising a nucleotide sequence 
that is complementary to a polynucleotide comprising the nucleotide sequence set forth in any one of SEQ ID NOs in 

10 Table 370, or its complementary strand" includes an antisense polynucleotide for suppressing the expression of the 
protein of the invention. To exert the antisense effect, the antisense polynucleotide has a length of at least 15 bp or 
more, for example, 50 bp or more, preferably 100 bp or more, and more preferably 500 bp or more, and has a length 
of usually 3000 bp or less and preferably 2000 bp or less. The antisense DNA can be used in the gene therapy of the 
diseases that are caused by the abnormality of the protein of the invention (abnormal function or abnormal expression). 

is Said antisense DNA can be prepared, for example, by the phosphorothioate method ("Physicochemical properties of 
phosphorothioate oligodeoxynucleotides." Stein (1988) Nucleic Acids Res. 16: 3209-3221) based on the nucleotide 
sequence of the DNA encoding the protein (for example, the DNA set forth in any one of SEQ ID NOs in Table 370). 
[0126] The polynucleotide or antisense DNA of the present invention can be used in gene therapy, for example, by 
administrating it into a patient by the in vivo or ex vivo method with virus vectors such as retrovirus vectors, adenovirus 

20 vectors, and adeno-associated virus vectors, or non-virus vectors such as liposome. 

[0127] The present invention also relates to antibodies that bind to the protein of the invention. There are no limitations 
in the form of the antibodies of the invention. They include polyclonal antibodies, monoclonal antibodies, or their portions 
that can bind to the protein of the invention. They also include antibodies of all classes. Furthermore, special antibodies 
such as humanized antibodies are also included. 

25 [0128] The polyclonal antibody of the invention can be obtained according to the standard method by synthesizing 
an oligopeptide corresponding to the amino acid sequence and immunizing rabbits with the peptide (Current Protocols 
in Molecular Biology (1987) Ausubel et al. edit, John Wily & Sons, Section 11.12-11.13). The monoclonal antibody of 
the invention can be obtained according to the standard method by purifying the protein expressed in E. coli, immunizing 
mice with the protein, and producing a hybridoma cell by fusing the spleen cells and myeloma cells (Current Protocols 

30 in Molecular Biology (1987) Ausubel et al. edit. John Wily & Sons, Section 11.4-11.11). 

[0129] The antibody binding to the protein of the present invention can be used for purification of the protein of the 
invention, and also for detection and/or diagnosis of the abnormalities of the expression and structure of the protein. 
Specifically, proteins can be extracted, for example, from tissues, blood, or cells, and the protein of the invention is 
detected by Western blotting, immunoprecipitation, or ELISA, etc. for the above purpose. 

35 [0130] Furthermore, the antibody binding to the protein of the present invention can be utilized for treating the dis- 
eases that associates with the protein of the invention. If the antibodies are used fortreating patients, human antibodies 
or humanized antibodies are preferable in terms of their low antigenicity. The human antibodies can be prepared by 
immunizing a mouse whose immune system is replaced with that of human ("Functional transplant of megabase human 
immunoglobulin loci recapitulates human antibody response in mice" Mendez M.J. et al. (1997) Nat. Genet. 15: 

40 146-156). The humanized antibodies can be prepared by recombination of the hypervariable region of a monoclonal 
antibody (Methods in Enzymology (1991) 203: 99-121). 

[0131] The present invention further relates to databases comprising at least a sequence of polynucleotide and/or 
protein, or a medium recorded in such databases, selected from the sequence data of the nucleotide and/or the amino 
acids indicated in Table 370. The term "database" means a set of accumulated information as machine-searchable 

45 and readable information of nucleotide sequence. The databases of the present invention comprise at least one of the 
novel nucleotide sequences of polynucleotide provided by the present invention. The databases of the present invention 
can consist of only the sequence data of the polynucleotide provided by the present invention or can comprise other 
information on nucleotide sequences of known full-length cDNAs or ESTs. The databases of the present invention can 
be comprised of not only the information on the nucleotide sequences but also the information on the gene functions 

50 revealed by the present invention. Additional information such as names of DNA clones carrying the full-length cDNAs 
can be recorded or linked together with the sequence data in the databases. 

[0132] The database of the present invention is useful for gaining complete gene sequence information from partial 
sequence information of a gene of interest. The database of the present invention comprises nucleotide sequence 
information of full-length cDNAs. Consequently, by comparing the information in this database with the nucleotide 
55 sequence of a partial gene fragment yielded by differential display method or subtraction method, the information on 
the full-length nucleotide sequence of interest can be gained from the sequence of the partial fragment as a starting clue. 
[0133] The sequence information of the full-length cDNAs constituting the database of the present invention contains 
not only the information on the complete sequences but also extra information on expression frequency of the genes 
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as well as homology of the genes to known genes and known proteins. Thus the extra information facilitates rapid 
functional analyses of partial gene fragments. Further, the information on human genes is accumulated in the database 
of the present invention, and therefore, the database is useful for isolating a human homologue of a gene originating 
from other species. The human homologue can be isolated based on the nucleotide sequence of the gene from the 
5 original species. 

[0134] At present, information on a wide variety of gene fragments can be obtained by differential display method 
and subtraction method. In general, these gene fragments are utilized as tools for isolating the full-length sequences 
thereof. When the gene fragment corresponds to an already-known gene, the full-length sequence is easily obtained 
by comparing the partial sequence with the information in known databases. However, when there exists no information 

10 corresponding to the partial sequence of interest in the known databases, cDNA cloning should be carried out for the 
full-length cDNA. It is often difficult to obtain the full-length nucleotide sequence using the partial sequence information 
as an initial clue. If the full-length of the gene is not available, the amino acid sequence of the protein encoded by the 
gene remains unidentified. Thus the database of the present invention can contribute to the identification of full-length 
cDNAs corresponding to gene fragments, which cannot be revealed by using databases of known genes. 

15 [0135] The invention is illustrated more specifically with reference to the following examples, but is not to be construed 
as being limited thereto. 

EXAMPLE 1 

20 Construction of a cDNA library by the oligo-capping method. 

[0136] The NT-2 neuron progenitor cells (Stratagene), a teratocarcinoma cell line from human embryo testis, which 
can differentiate into neurons by treatment with retinoic acid were used. The NT-2 cells were cultured according to the 
manufacturer's instructions as follows. 

25 

(1) NT-2 cells were cultured without induction by retinoic acid treatment ((NT2RM1 , NT2RM2, NT2RM4)). 

(2) After cultured, NT-2 cells were induced by adding retinoic acid, and then were cultured for 48 hours (NT2RP1). 

(3) After cultured, NT-2 cells were induced by adding retinoic acid, and then were cultured for 2 weeks (NT2RP2, 
NT2RP3, NT2RP4). 

30 

[0137] Also, the human brain neuroglioma cell line H4 (ATCC HTG-148) (BNGH41), human neuroblastoma cell line 
SK-N-MC (ATCC HTB-1 0) (SKNMC1 ), and human retinoblastoma cell line Y79 (ATCC HTB-1 8) (Y79AA1 ) were cultured 
according to the culture conditions described in the ATCC catalogue. The cells were harvested separately, and mRNA 
was extracted from each cell by the method described in the literature (Molecular Cloning 2nd edition. Sambrook J., 
35 Fritsch, E.F., and Maniatis T. (1989) Cold Spring Harbor Laboratory Press). Furthermore, poly(A) + RNA was purified 
from the mRNA using oligo-dT cellulose. 

[0138] Similarly, human placenta (PLACE1 , PLACE2, PLACE3), human ovary cancertissue (OVARC1), tissues from 
human embryo at 10 weeks, which is enriched with head (HEMBA1), or body (HEMBB1), human mammary gland 
(MAMMA1), human thyroid gland (THYR01) were used to extract mRNA by the method described in the literature 
40 (Molecular Cloning 2nd edition. Sambrook J., Fritsch, E.F., and Maniatis T. (1989) Cold Spring Harbor Laboratory 
Press). Furthermore, poly(A)+RNA was purified from the mRNA using oligo-dT cellulose. 

[0139] Each poly(A)+RNA was used to construct a cDNA library by the oligo-capping method (Maruyama M. and 
Sugano S. (1994) Gene 138: 171-174). Using the Oligo-cap linker (SEQ ID NO: 2541) and the Oligo-dT primer (SEQ 
ID NO: 2542), bacterial alkaline phosphatase (BAP) treatment, tobacco acid phosphatase (TAP) treatment, RNA liga- 

45 tion, the first strand cDNA synthesis, and removal of RNA were performed as described in the reference (Suzuki and 
Kanno (1996) Protein Nucleic acid and Enzyme. 41: 197-201; Suzuki Y. et al. (1997) Gene 200: 149-156). Next, 5'- 
and 3'-PCR primers (SEQ ID NO: 2543, and 2544, respectively) were used for performing PCR to convert the cDNA 
into double stranded cDNA, which was then digested with Sfil. Then, the Dralll-cleaved pUC19FL3 vector (Figure 1 ; 
for NT2RM1 , and NT2RP1), or the Dralll-cleaved pME18SFL3 (Figure 1) (GenBank AB009864, expression vector; for 

50 NT2RM2, NT2RM4, NT2RP2, NT2RP3, NT2RP4, BNGH41 , SKNMC1, Y79AA1 , PLACE1 , PLACE2, PLACE3, 
OVARC1 , HEMBA1 , HEMBB1 , MAMMA1 , and THYR01) was used for cloning the cDNA in an unidirectional manner, 
and cDNA libraries were obtained. Then, the nucleotide sequence of the 5'- and 3'- ends of the cDNA clones was 
analyzed with a DNA sequencer (ABI PRISM 377, PE Biosystems) after sequencing reactions were performed with 
the DNA sequencing reagents (Dye Terminator Cycle Sequencing FS Ready Reaction Kit, dRhodamine Terminator 

55 Cycle Sequencing FS Ready Reaction Kit, or BigDye Terminator Cycle Sequencing FS Ready Reaction Kit, from by 
PE Biosystems) according to the instructions. The data were compiled into a database. 

[0140] The full-length-enriched cDNA libraries except those for NT2RM1 and NT2RP1 were constructed using eu- 
karyotic expression vector pME18SFL3. The vector contains SRoc promoter and SV40 small t intron in the upstream 



52 

BNSDOCID: <EP 1 130094 A2_l_> 



EP1 130 094 A2 



of the cloning site, and SV40 polyA added signal sequence site in the downstream. As the cloning site of pME1 8SFL3 
has asymmetrical Dralll sites, and the ends of cDNA fragments contain Sfil sites complementary to the Dralll sites, 
the cloned cDNA fragments can be inserted into the downstream of the SRct promoter unidirectionally. Therefore, 
clones containing full-length cDNA can be expressed transiently by introducing the obtained plasmid directly into COS 
s cells. Thus, the clones can be analyzed very easily in terms of the proteins that are the gene products of the clones, 
or in terms of the biological 

[0141] Herein, the cDNA libraries and the name of each clone are related as shown in Table 2. Therein, "xxxxxx" 
represents the clone number of six digits. Thus, the sequences are named by the library name, the clone number plus 
F- for the 5'-end, or R- for the 3'-end. 

10 

Table 2 

15 



20 



25 



30 



35 



40 



45 



50 
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10 



library: 

clone 5 * -end sequence 3 ' -end se quence 

NT2RM1: 

NT2RM 1 xxxxxx F-NT2RM 1 xxxxxx 
NT2RP1: 

NT2RP1 xxxxxx F-NT2RPlxxxxxx 
NT2RM2: 

NT2RM2xxxxxx F-NT2RM2xxxxxx R-NT2RM2xxxxxx 
15 NT2RM4: 

NT2RM4xxxxxx F-NT2RM4xxxxxx R-NT2RM4xxxxxx 
NT2RP2: 

NT2RP2xxxxxx F-NT2RP2xxxxxx R-NT2RP2xxxxxx 

20 

NT2RP3: 

NT2RP3xxxxxx F-NT2RP3xxxxxx R-NT2RP3xxxxxx 
NT2RP4: 

25 NT2RP4xxxxxx F-NT2RP4xxxxxx R-NT2RP4xxxxxx 

BNGH41: 

BNGH4 1 xxxxxx F-BNGH4 1 xxxxxx R-BNGH4 1 xxxxxx 
SKNMC1: 

30 

SKNMClxxxxxx F-SKNMC1 xxxxxx R-SKNMC1 xxxxxx 
Y79AA1: 

Y79AA 1 xxxxxx F-Y79AA \ xxxxxx R-Y79AA 1 xxxxxx 
35 PLACE1: 

PLACE 1 xxxxxx F-PLACE1 xxxxxx R-PLACE I xxxxxx 
PLACE2: 

PLACE2xxxxxx F-PLACE2 xxxxxx R-PLACE2xxxxxx 

40 

PLACE3: 

PLACE3xxxxxx F-PLACE3xxxxxx R-PLACE3xxxxxx 
OVARC1: 

45 OVARClxxxxxx F-OVARClxxxxxx R-OVARCl xxxxxx 

HEMBA1: 

HEMBA1 xxxxxx F-HEMBA 1 xxxxxx R-HEMB A 1 xxxxxx 
HEMBB1: 

HEMBB 1 xxxxxx F-HEMBB 1 xxxxxx R-HEMBB 1 xxxxxx 
MAMMA 1 : 

MAMMA 1 xxxxxx F- MAMMA 1 xxxxxx R-MAMMA i xxxxxx 
THYROl: 



50 



55 



54 



BNSDOCID: <EP 1 1 30094 A2_l_> 



THYROlxxxxxx 



EP1 130 094 A2 

F-THYRO 1 xxxxxx R-TH YRO 1 xxxxxx 



5 

EXAMPLE 2 

Estimation of the fullness ratio of the 5-ends of the clones contained in the cDNA libraries constructed by the oligo- 
capping method. 

10 

[0142] The fullness ratio at the 5'-end sequences of the 59,823 clones in the human cDNA libraries constructed by 
the oligo-capping method was determined as follows. Of all the clones whose 5'-end sequences were found in those 
of known human mRNA in the public database, a clone was judged to be "full-length", if it had a longer 5'-end sequence 
than that of the known human mRNA, or, even though the 5'-end sequence was shorter, if it contained the translation 
15 initiation codon. A clone which did not contain the translation initiation codon was judged to be "non-full-length". The 
fullness ratio ((the number of full-length clones)/(the number of full-length and non-full-length clones)) at the 5*-end of 
the cDN A clones from each library was determined by comparing with the known human mRNA. As a result, the fullness 
ratio of the 5'-ends was 63.5%. It suggests that the human cDNA clones obtained by the described method have 
complete 5'-ends with high probability. 

20 

EXAMPLE 3 

Assessment of the fullness ratio of the 5'-end of the cDNA by the ATGpr and the ESTiMateFL. 

25 [0143] The ATGpr, developed by Salamov A.A., Nishikawa T, and Swindells M.B. in the Helix Research Institute, is 
a program for prediction of the translation start codon based on the characteristics of the sequences in the vicinity of 
the ATG codon. The results are shown with expectations that an ATG is a true start codon (0.05-0.94). When this 
program is applied to general cDNAs without considering whether or not the ATG codons in the cDNAs are the true 
initiation codons of the cDNAs, both the sensitivity and the specificity of the results are estimated at 66%. Here, the 

30 sensitivity means the ratio of the number of codons judged to be initiation codons by the program to the total number 
of true initiation codons, and the specificity means the ratio of the number of true initiation codons to the number of 
codons judged to be initiation codons by the program. In contrast, when the program was applied to the 5'-end se- 
quences of the clones from the cDNA library that was obtained by the oligo-capping method and that had 65% fullness 
ratio, the sensitivity and specificity of evaluation of a full-length clone (clone containing the N-terminal end of ORF) 

35 were improved to 82-83% by selecting only clones having the ATGprl score 0.6 or higher. 

[0144] Furthermore, the program was used to assess the fullness of 18,959 clones in the human cDNA libraries 
obtained here, which have 5'-ends matched to a known human mRNA. Briefly, the maximal ATGprl score of the clones 
was determined, and then their 5'-end sequence was compared with the known human mRNA to estimate whether 
the clone is full-length or not. The result was summarized in Table 3. Based on the knowledge that known mRNAs, in 

to general, are highly expressed in the cell, the expression levels of genes having a low number in the EST hit, which 
represent mRNAs whose expression levels are relatively low were examined, and the result is shown in Table 4. 
[0145] In the table, the number of full-length clones indicate that of clones containing the N-terminal end of ORF, 
and so does the number of non-full-length clones that of clones without the N-terminal end of ORF. The fullness ratio 
represents (the number of full-length clones)/(the number of full-length clones plus the number of non-full-length 

45 clones). 



Table 3 



50 


The maximal ATGprl score and the fullness ratio of the 5'-end sequences of clones obtained from human cDNA 
libraries constructed by the oligo-capping method; clones having a matched 5'-end with that of a known human 
mRNA. 




maximal ATGprl score 


number of (full-length 
clones plus non-full-length 
clones) 


number of full-length 
clones 


fullness ratio 


55 


>=0.70 
>=0.50 
>=0.30 


11,193 
13,369 
15,489 


9,346 
10,549 
11,340 


83.5% 
78.9% 
73.2% 
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Table 3 (continued) 



The maximal ATGpii score and the fullness ratio of the 5'-end sequences of clones obtained from human cDNA 
libraries constructed by the oligo-capping method; clones having a matched 5'-end with that of a known human 


mRNA. 








maximal ATGprl score 


number of (full-length 
clones plus non-full-length 
clones) 


number of full-length 
clones 


fullness ratio 


>=0.15 


17,394 


11,811 


67.9% 


>=0.00 


18,959 


12,046 


63.5% 



Table 4 



15 


The maximal ATGprl score and the fullness ratio of the 5'-end sequences of the clones obtained from human cDNA 




libraries constructed by the oligo-capping method; clones having 5 EST hits or less among the clones having a 




matched 5'-end with that of a known human mRNA. 








maximal ATGprl score 


number of (full-length 


number of full-length 


fullness ratio 






clones plus non-full- 


clones 




20 




length clones) 








>=0.70 1 


2,801 


1,934 


69.0% 




>=0.50 


3,683 


2,393 


65.0% 




>=0.30 


4,683 


2,707 


57.8% 


25 


>=0.15 


5,559 


2,890 


52.0% 




>=0.00 


6,113 


3,013 


49.8% 



[0146] The ESTiMateFL, developed by Nishikawa and Ota in the Helix Research Institute, is a method for the se- 
lection of a clone with high fullness ratio by comparing with the 5'-end or 3'-end sequences of ESTs in the public 
30 database. 

[0147] By the method, a cDNA clone is judged presumably not to be full-length if there exist any ESTs which have 
longer 5'-end or 3'-end sequences than the clone. The method is systematized for high throughput analysis. A clone 
is judged to be full-length if the clone has a longer 5'-end sequence than ESTs in the public database. Even if a clone 
has a shorter 5'-end, the clone is judged to be full-length if the difference in length is within 50 bases, and otherwise 

35 judged not to be full-length, for convenience. In case of the 5'-end sequence of the clones which matches a known 
mRNA, about 80% of the sequences that were judged to be full-length by comparing with ESTs was judged to be full- 
length by estimating the 5'-end sequence, as well; about 80% of the sequences that were judged to be not full-length 
by comparing with ESTs was judged to be not full-length by estimating the 5'-end sequence, as well. The accuracy of 
the prediction by comparing cDNA clones with ESTs is improved with increasing number of ESTs to be compared. 

40 However, when only a limited number of ESTs are available, the reliability becomes low. Thus, the method is effective 
in excluding clones with high probability of being non-full-length, from the cDNA clones that is synthesized by the oligo- 
capping method and that have the 5'-end sequences with about 60 % fullness ratio. In particular, the ESTiMateFL is 
efficiently used to estimate the fullness ratio at the 3'-end sequence of cDNA of a human unknown mRNA which has 
a significant number of ESTs in the public database. 

45 [01 48] The 1 8,959 clones isolated from human cDNA libraries constructed by the oligo-capping method, which have 
the 5'-end sequence that matches a known human mRNA, were estimated by using the ATGpr and ESTiMateFL. Briefly, 
the 5'-end sequence that matches a known human mRNA of the respective clone was analyzed to obtain the maximal 
ATGprl score, and compared with the ORF of the known human mRNA that matches it to determine whether the clone 
is full-length or not. Then, the 5'-end sequence of the respective clone was analyzed by the ESTiMateFL to judge 

50 whether the clone is full-length or not. Specifically, the 5'-end sequences that match a known human mRNA of the 
18,959 clones constructed by the oligo-capping method were compared with those of ESTs by the ESTiMateFL and 
the clones other than those that are not full-length were selected. Then, the selected clones were used to analyze the 
relationship between the ATGpr and the fullness ratio. The result was summarized in Table 5. Also, among the selected, 
the clones in which the number of the EST hit is not more than 5 were selected and analyzed. The result was summarized 

55 in Table 6, which represents the result of the analysis of mRNA with relatively low abundance. 

[0149] In the Tables, the number of full-length clones, the number of non-full-length clones, and the fullness ratio 
indicate the number of the clones that contain the N-terminus of the ORF, the number of the clones that do not contain 
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the N-terminus of the ORF, and (the number of full-length clones)/(the number of full-length clones) plus (the number 
of non-full-length clones), respectively. 



Table 5 



The maximal ATGprl score and the fullness ratio of the 5'-end sequence in the clones isolated from human cDNA 


libraries constructed by the oligo-capping method, which have the 5'-end sequence that matches a known human 


mRNA, and also other than those being not full-length according to the comparison with ESTs. 


maximal ATGprl score 


number of (full-length 


number of full-length 


fullness ratio 




clones plus non-full- 


clones 






length clones) 






>=0.70 


9,068 


8,349 


92.1% 


>=0.50 


10,345 


9,318 


90.1% 


>=0.30 


11,425 


9,964 


87.2% 


>=0.15 


12,254 


10,335 


84.3% 


>=0.00 


12,785 


10,484 


82.0% 



Table 6 



The maximal ATGprl score and the fullness ratio of the 5'-end sequence in the clones isolated from human cDNA 


libraries constructed by the oligo-capping method, which have the 5'-end sequence that matches a known human 


mRNA, and also other than those being not full-length according to the comparison with ESTs, in which the number 


of the EST hit is not more than 5. 






maximal ATGprl score 


number of (full-length 


number of full-length 


fullness ratio 




clones plus non-full- 


clones 






length clones) 






>=0.70 


1 ,959 


1,510 


77.1% 


>=0.50 


2,469 


1,821 


73.8% 


>=0.30 


2,975 


2,046 


68.8% 


>=0.15 


3,368 


2,164 


64.3% 


>=0.00 


3,661 


2,226 


60.8% 



[0150] According to the above results, it was found that, in case of using clones isolated from human cDNA libraries 
constructed by the oligo-capping method, the fullness ratio of the clones that have low score in the ATGpr can be 
improved by assessing their 5*-end sequence using the combination of the ATGpr and the ESTiMateFL. Therefore, the 
method was applied to select a cDNA clone with high fullness ratio. 



EXAMPLE 4 



Clustering of the 5'-end and 3'-end sequences of cDNA clones. 



[0151] The 5'-end and 3'-end sequences of cDNA clones were obtained, and clustered separately. Briefly, data of 
the single pass sequencing of the determined 5'-end and 3'-end of cDNA clones was subjected to the BLAST search 
between the sequence data of all the clones synthesized in Example 1 , and clones that are supposed to be originating 
from the same gene were clustered into a group. For the 5'-end sequence, those having the consensus sequence of 
95% identity 300 base pairs or more are clustered into the same group. For the 3'-end sequence, those having the 
consensus sequence of 90% identity 200 base pairs or more are clustered into the same group. Among the clusters 
of the 5'-end and 3'-end sequences, the sequence having the longest lead was chosen as the representative sequence 
of the cluster (group). 



EXAMPLE 5 

Characterization of the representative sequences and the sequences of clones 



[01 52] Data of the 5'-end sequences of the representative sequences and clones was characterized by the following 
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methods: 

(1) judging whether it is identical to the sequence of mRNA or ESTs from human by the BLAST search of the 
GenBank or SwissProt, and examining whether it is full-length by comparing with the sequences of known mRNA 

5 and ESTs from human. 

(2) determining the ATGprl score using all the initiation codons contained within the 5'-end sequence by the ATGpr 
which predict fullness ratio. 

(3) predicting the existence of the signal sequence using all the initiation codons contained within the 5'-end se- 
quence by the PSORT which predict signal. 

10 and, 

(4) only with the 5'-end sequences of the representative sequences of the clusters, examining the keywords in the 
top hit data of the homology search of the SwissProt. 

[01 53] Data of the characterized representative sequences and clones was used for the final selection of the clones. 

15 

EXAMPLE 6 

Identity to the human mRNA and human EST, and comparison of the 5'-end length. 

20 [01 54] The clones and the representative sequences of the clusters were judged to be identical to any human mRNA, 
if their 5*-end sequence has a region of 200 nucleotides or longer with 94% or more identity to the mRNA. The clones 
and the representative sequences of the clusters were judged to be identical to any human EST, if their 5'-end sequence 
has a region of 200 nucleotides or longer with 90% or more identity to the EST. 

[01 55] The clones and the representative sequences of the clusters were judged to be full-length in comparison with 
25 human mRNA, if their 5'-end sequence is longer than those of the mRNA, or it contains the translation initiation site. 
The clones and the representative sequences of the clusters were judged to be full-length in comparison with human 
EST in the database, if their 5'-end sequence is longer than those of the EST, or even though it is shorter, the difference 
in length between the two sequences is 50 nucleotides or less, for convenience. Otherwise, the clones and the repre- 
sentative sequences of the clusters were judged to be not full-length. 

30 

EXAMPLE 7 

Prediction of the fullness ratio by the ATGpr. 

35 [01 56] The score in the ATGprl is the expectation to be full-length based on calculations, and the higher score reflects 
the higher fullness ratio as shown in Example 3. Further, the maximal ATGprl score represents the score obtained 
with all the initiation codons contained in the 5'-end sequence of the clones and the representative sequences, and 
are used for the characterization. 

40 EXAMPLE 8 

Prediction of the existence of a signal sequence by the PSORT. 

[0157] Prediction of the existence of a signal sequence by the PSORT was performed on all of the amino acid se- 
45 quences predicted from all the initiation codons in the 5'-end sequence of the clones and the representative sequences 
of the clusters. By analyzing the presence or absence of the sequence which is predicted to be a signal sequence, 
which is characteristics of the N-terminus of many secretory proteins, cDNA clones encoding a secretory protein or 
membrane protein were selected. 

50 EXAMPLE 9 

Prediction of the protein function by the BLAST search. 

[0158] The 5'-end sequence of the representative sequences of the cluster was analyzed by the BLAST homology 
55 search of the SwissProt. The obtained top hit data was classified into those identical to the 5'-end representative 
sequence (identity was 90% or higher), those not identical to the 5'-end representative sequence (identity was 60% or 
lower, and compared sequence was not more than 25 nucleotides), and those similar to the 5'-end representative 
sequence (the rest of the data). 
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[0159] All the keywords in the SwissProt data corresponding to the top hit data were selected, and the 5'-end rep- 
resentative sequences were classified by the keywords relating with functions. 
The keywords relating with a secretory protein or membrane protein are the followings: 

5 growth factor, 

cytokine, 
hormone, 
receptor, 

G -protein coupled receptor, 
10 ionic channel, 

voltage-gated channel, 

calcium channel, 

extracellular matrix, 

transmembrane, and 
15 signal. 

[0160] The keywords relating to glycoprotein is glycoprotein. 

[0161] The keywords relating to signal transduction are the followings: 

20 serine/threonine-protein kinase, 

tyrosine-protein kinase, and 
calmodulin-binding. 

[01 62] The keywords relating to transcription are the followings: 

25 

transcription regulation and activator, 
transcription regulation and repressor, and 
nuclear protein and repressor. 

30 [0163] The keywords relating to diseases are disease mutation, and syndrome. 

[0164] Many keywords overlapped in the respective group (receptor and transmembrane, for example), and some 
keywords overlapped in different groups (secretory or membrane, and diseases, etc.). 

EXAMPLE 10 

35 

Selection of clones by characterization. 

[01 65] From the data obtained by the above characterization , clones encoding a novel secretory protein or membrane 
protein, or proteins with other predicted functions were selected by the combination of the ATGprl score and the 

40 prediction of the signal sequence by the PSORT, or according to the top hit data in the homology search of the SwissProt. 
[0166] In selecting the clones, the 5'-end sequences that are identical to a human mRNA were ignored, whereas 
those that are identical to a human mRNA in part but obviously not identical in the other part were included. Because 
there were clones selected that are identical to a human mRNA in part but obviously not identical in the other part. 
[0167] Also, if the finally selected clones were found to be not full-length compared with the sequences of human 

45 mRNA and ESTs, these clones were discarded. 

EXAMPLE 11 

A method for selection of clones by the combination of the ATGprl score and the prediction of the signal sequence by 
50 the PSORT (a method for selection of secretory proteins and membrane proteins that are novel and full-length). 

[01 68] The sequences of clones and the representative sequences of their clusters were used to obtain the maximal 
ATGprl score and predict the presence of the signal sequence. First, clones were selected based on the representative 
sequences of the clusters. The correspondence between the name and SEQ ID of the representative sequences used 
55 for selection (Table 368), and the correspondence between the name and SEQ ID of the introns (including the repre- 
sentative sequences of the5'-endand 3'-end, and ESTs) used for selection of clones from the representative sequences 
of the groups (Table 369) were shown in the last part of the present specification. Therein, HRIFA and HRIRA indicate 
the representative sequence of the 5'-end group, and that of the 3'-end group, respectively. 
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[0169] In the clusters in which a single clone is contained (the sequence of the 5'-end clone = the representative 
sequence of the 5'-end), selected were the clones that were judged to be full-length in comparison with human mRNA 
and ESTs, having the maximal ATGpM score 0.5 or higher, and predicted to contain the signal sequence, in principle. 
However, in the following cases, a clone having a longer 5'-end was selected: the maximal ATGprl score was less 

5 than 0.5,'the sequence of the 5'-end was not full-length, the clone was obviously shorter although the clone was not 
classified into the same cluster according to the BLAST search of the other clones, or the 5'-end sequence correspond- 
ing to the 3'-end of the other clones in the same cluster in which the 3'-end sequence of the clone was contained was 
found to be longer by assembling. Furthermore, if there were multiple full-length clones in the same cluster and it was 
not successful to determine by assembling which has the longer 5'-end, all the clones were selected. For assembling, 

10 the Sequencher<™> (Hitachi Soft Engineering ) was used. As a result, the signal sequence predicted to be present in 
the representative sequence was not present in some of the selected clones. In some cases, the ATGprl score became 
smaller than 0.5 or 0.3. The fullness ratio in these clones was low, yet still it is possible that the clones are full-length. 
The clones in which the signal sequence predicted to be present in the representative sequence was not present after 
selection were likely to be without the signal sequence, but still it is possible that the clones encode a membrane protein. 

15 [0170] In the clusters comprising multiple clones, in which the representative sequence of the 5'-end was predicted 
to contain the signal sequence, selected were the clones having the longest 5-end sequence among the clones which 
were judged to be full-length compared with human mRNA and ESTs, having the maximal ATGprl score for the 5'-end 
sequence 0.5 or higher, and predicted to contain the signal sequence. However, in the following cases, a clone having 
a longer 5' -end was selected: the maximal ATGprl score was less than 0.5, the sequence of the 5'-end was not full- 

20 length, the clone was obviously shorter although the clone was not classified into the same cluster according to the 
BLAST search of the other clones, or the 5'-end sequence corresponding to the 3'-end of the other clones in the same 
cluster in which the 3'-end sequence of the clone was contained was found to be longer. Furthermore, if there were 
multiple full-length clones in the same cluster and it was not successful to determine by assembling which has the 
longer 5-end, all the clones were selected. As a result, the signal sequence predicted to be present in the representative 

25 sequence was not present in some of the selected clones. In some cases, the ATGprl score became smaller than 0.5 
or 0.3. The fullness ratio in these clones was low, yet still it is possible that the clones are full-length. The clones in 
which the signal sequence predicted to be present in the representative sequence was not present after selection were 
likely to be without the signal sequence at the 5'-end, but still it is possible that the clones encode a membrane protein. 
[0171] Next, in the clusters comprising multiple clones, in which the representative sequence of the 5'-end was 

30 predicted to have no signal sequence, selected were the clones which were judged to be full-length compared with 
human mRNA and ESTs, having the maximal ATGprl score for the 5'-end sequence 0.5 or higher, and predicted to 
contain the signal sequence. 

[0172] The number of the clones selected by the combination of the ATGprl score and the prediction of a signal 
sequence by the PSORT were 254. The number of the clones having the maximal ATGprl score 0.5 or higher, and 

35 predicted to contain a signal sequence were 1 70 (Table 7-10). Among the clones, 1 64 clones were found to have the 
representative sequence of the original cluster that fulfills the same conditions. On the other hand, 5 clones were 
selected from the representative sequences of the 5'-end of the clusters which was predicted to contain a signal se- 
quence while the maximal ATGpM score was lower than 0.5. A clone was selected from the representative sequence 
of the 5'-end of the cluster which was predicted to have no signal sequence. 

40 [01 73] The clones that have the maximal ATGprl score 0.3 or higher and less than 0.5 and predicted to contain the 
signal sequence were 35 clones (Table 11), in which 8 clones were found to have the representative sequence of the 
original cluster that fulfills the same conditions. Twenty-seven clones were selected from the representative sequences 
of the clusters which have the maximal ATGprl score 0.5 or higher and were predicted to have no signal sequence. 
[01 74] The clones that have the maximal ATGprl score less than 0.3 and were predicted to contain a signal sequence 

45 were 41 clones (Table 12). The clones that have the maximal ATGprl score 0.5 or higher and were predicted to have 
no signal sequence were 4 clones (Table 13). The clones that have the maximal ATGprl score 0.3 or higher and less 
than 0.5 and were predicted to have no signal sequence were 2 clones (Table 14). The clones that have the maximal 
ATGprl score less than 0.3 and were predicted to contain a signal sequence were 2 clones (Table 15). The represent- 
ative sequences of the original clusters of all the clones had the maximal ATGprl score 0.3 or higher, and were predicted 

50 to contain a signal sequence. 

[0175] The fullness ratio of the clones having the maximal ATGprl score 0.5 or higher, 0.3 or higher, and 0 or higher 
is expected to be as shown in Table 3, 4, 5, and 6. 

55 Table 7 
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The 170 clones in which the selected clones have the maximal ATGpM score 0.5 or higjer, 
and were predicted to contain a signal sequence by the PSORT 



10 



15 



25 



30 



35 



40 



50 



name of clone 


name of sequence 


maximal s 


signal 


name of representative |maximal 


siqnal 






VTGpM score 




sequence / 


VTGprl score 




HEMBA1000713 


F-HEM3A1000713 


0,67 


Yes 


HRIFA01 7729a 


0.57 


Yes 


HEMBA 1000962 


F-HEMBA100096;> 


0.69 


Yes 


HRIFA000899a 


0.69 


Yes 


HEMBA 100 1272 


F-HEMBA1001272 


0.94 


res 


HRIFA001179a 


0.94 


Yes 


HEMBA1001297 


F-HEMBA1001297 


0.89 


Yes 


HRlFA001201a 


0.89 


Yes 


HEMBA1 002420 


F~HE MBA 1 002420 


0.6 


Yes 


HRIFA002195a 


0.6 


Yes 


HEMBA1003101 


F-HEMBA100310I 


0.67 


Yes 


HRIFA002787a 


0.94 


Yes 


HEMBA 1003399 


F-HEMBA1 00339!) 


0.94 


Yes 


HRIFA002985a 


0.94 


Yes 


HEMBA1 003732 


F-HEMBA1O037312 


0.86 


Yes 


HRIFA003169a 


0.86 


Yes 


HEMBA1004110 


F-HEMBA1004110 


0.59 


Yes 


HRlFA003379a 


0.59 


Yes 


HEMBA 1005430 


F-HEMBA1 005430 


0.69 


Yes 


HRIFA020661a 


0.69 


Yes 


HEMBA1006016 


F-HEMBA1 00601 1> 


0.6 


Yes 


HRIFA020466a 


0.6 


Yes | 


HEMBA1006171 


F-HEMBA100617I 


0.62 


Yes 


HRIFA021399a 


0.62 


Yes ! 


HEMBA1 006311 F-HEMBA1 00631 1 


0.94 


Yes 


HR1FA02 1594a 


0.94 


Yes 


HEMBA 1006335 ! F-HEMBA1 006335 


0.83 


Yes 


HRIFA01 2069a 


0.94 


Yes 


HEMBA 1006357 


F-HEMBA1 006357 


0.67 


Yes 


HRIFA02 1448a 


0.67 


Yes 


HEMBA1O06658 


F-HEMBA1 006658 


0.66 


Yes 


HRIFA021323a 


0.66 


Yes 


HEMBA1 006707 


F-HEMBA1 006707 


0.66 


Yes |HRIFA021499a 


0.94 


Yes 


HEMBA 1006902 


F-HEMBAt 006902 


0.66 


Yes 


HRIFA02 1754a 


0.94 


Yes 


HEMBA1 006960 


F-HEMBA1 006960 


0.94 


Yes 


HR1FA02 1886a 


0.94 


Yes 


HEMBB 1000276 


F-HEMBB1000276 


0.94 


Yes 


HRlFA029577a 


0.94 


Yes 


HEMBB 1000642 


F-HEMBB 1 000642 


0.94 


Yes 


HRlFA029779a 


0.94 


Yes 


HEMBB 1000905 


F-HEMBB 1000905 


0.94 


Yes 


HRIFA009764a 


0.91 


Yes 


HEMBB1001200 


F-HEMBB 1001 200 


0.83 


Yes 


urate A MflDlOa 

HRJF A030o3 3a 


0.81 


Yes 


HEMBB 1001 407 


F-HEMBB1001407 


0.87 


Yes 


HRIFA030981a 


D 87 


Yes 


HEMBB1001530 


F-HEMBB1001530 


0.6 


Yes 


HRIFA03 1062a 




Yes 


HEMBB 1001 547 


F-HEMBB1001547 


0.87 


Yes 


HRIFA03 1075a 


0.87 


Yes 


J-fFMRRinniQ7ft 

n L_rVI E3 D IUU I3/0 


F-HEMBB1001973 


0.7 


Yes 


HRIFA03 1350a 


0.7 


Yes | 


HEMBB1002162 


F-HEMBB1002162 


0.91 


Yes 


HRIFA031472a 


0.91 


Yes 


HEMBB 1002228 


F-HEMBB 1002228 


0.53 


Yes 


HRIFA031510a 


0.53 


Yes 


HEMBB 1002245 


F-HEMBB 1002245 


0.94 


Yes 


HRJFA032984a 


0.94 


Yes 


HEMBB1002427 


F-HEMBB 1002427 


1 0.57 


Yes 


HRIFA005760a 


0.94 


Yes 


HEMBB1002465 


F-HEMBB 100246 5 0.72 


Yes 


HRIFA031672a 


0.72 


Yes 


HEMBB 1002693 


F-HEMBB1002693 ; 0.64 


Yes 


HRIFA031895a 


0.64 


Yes 


MAMMA 1000046 


F-MAMMA1 000046 | 0.7 


Yes 


HRIFA024841a 


0.7 


Yes 


MAMMA1000102 


F-MAMMA 10001 02 ! 0.79 


Yes 


HRJFA026151a 


0.79 


Yes 


MAMMA1000118 


F-MAMMA1000118 0.81 


Yes 


HRIFA026153a 


0.81 


Yes 


MAMMA1000141 


F-MAMMA1000141 


0.8 


Yes 


HRIFA024554a 


0.8 


Yes 


MAMMA 1 000449 


F-MAMMA 1000449 


0.94 


Yes 


HRIFA026203a 


0.94 


Yes 


MAMMA 1 000457 


F-MAMMA 1 000457 


0.78 


Yes 


HRIFA026210a 


0.78 


Yes 


MAMMA1 000652 


F-MAMMA 1 000652 


0.94 


Yes 


HRIFA026346a 


0.94 


Yes 


MAMMA 1000994 


F-MAMMA 1 0009JK 


0.84 


Yes 


HRIFA026735a 


0.84 


Yes 


MAMMA 1001 141 


F-MAMMA1 001141 


0.89 


Yes 


HR[FA027265a 


0.89 


Yes 


MAMMA1001310 


F-MAMMA100131I0 


0.74 


Yes 


HRlFA026899a 


0.74 


Yes 


MAMMA 1001344 


F-MAMMA1001344 


0.71 


Yes 


HRlFA026918a 


0.71 


Yes 


MAMMA1 002070 


F-MAMMA1 002070 


0.6 


Yes 


HRIFA028371a 


0.82 


Yes 


MAMMA 1002087 


F-MAMMA1 002007 


0.68 


Yes 


HRIFA027619a 


0.68 


Yes 


MAMMA1002165 


F-MAMMA 1 0021 (35 


0.57 


Yes 


HRIFA027673a 


0.34 


Yes 


MAMMA1 002205 


F-MAMMA1 002205 


0.74 


Yes 


HRIFA027701a 


0.74 


► Yes 


MAMMA1 002633 


F-MAMMA1 002633 


0.53 


Yes 


HRIFA030461a 


0.94 


* Yes 


NT2RM200024I 


F-NT2RM2000241 


0.94 


Yes 


HRIFA020965a 


0.94 


\ Yes 


NT2RM2000514 


F-NT2RM200051 4 


0.51 


Yes 


HRIFA022106a 


0.51 


Yes 


NT2RM2001643 


F-NT2RM2001643 


0.69 


Yes 


HRIFA028926a 


0.6S 


1 Yes 


NT2RM4000115 


F-NT2RM4000I15 


0.56 


Yes 


HRIFA025792a 


0.5C 


1 Yes 


NT2RM4000997 


F-NT2RM4Q00997 | 0.94 


\ Yes |HRIFA029274a 


0.9< 


I Yes 
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The 170 clones in which the selected clones have the maximal ATGprl score 0.5 or higher, 
and were predicted to contain the signal sequence by the PSORT 



name of clone r 


lame of sequence r 


naximal « 


signal n 


iame of representative 


maximal i 


signal 






VTGprt score 


S 


•equence 


ATGDrt score 




NT2RM4001321 


r-NT2RM4001321 


0.74 1 


Yes 1 


WRIFA024533a 


0.74 ' 


Yes 


NT2RM4001325 1 


--NT2RM4001325 


0.94 


Ves 1 


HRIFA033349a 


0.94 < 


Yes 


NT2RM4001768 


F-NT2RM4001768 


0.73 


res 1 


HRJFA013668a 


0.5 1 


Yes 


NT2RP1 000448 


F-NT2RP 1000448 


0.62 


Yes 


HRIFA005356a 


0.62 ' 


Yes 


NT2RP1001563 


F-NT2RP 1001 563 


0.52 


Yes 


^FA0060l8a 


0.52 ' 


Yes 


IMT2RP2001915 


F-NT2RP2O01915 


0.94 


Yes 


HRIFA007541a 


0.94 ' 


Yes 


NT2RP2002015 


F-NT2RP2Q02015 


0.94 


Yes 


HRIFA007619a 


0.94 ' 


Yds 


NT2RP2002063 


F-NT2RP20020B3 


0.87 


Yes 


HRIFA007659a 


0.94 1 


Yes 


NT2RP2002304 


F-NT2RP20023 , D4 


0.87 


Yes 


HRlFAQ07829a 


0.94 ' 


Yes 


NT2RP2002674 


F-NT2RP20026 74 


0.8 


Yes 


HRIFA008099a \ 


0.8 ' 


Yes 


NT2RP200272I 


F-NT2RP20O2721 


0.56 


Yes 


HRlFA008!31a 


0.56 1 


Yes 


NT2RP2003383 


F-NT2RP20033&3 


0.67 


Yes HRIFA008606a 


0,67 


Yes 


NT2RP2003593 


F-NT2RP2003593 


0.73 


Yes 


HRIFA008252a 


0.94 


T 69 


NT2RP2003599 


F-NT2RP2003599 


0,58 


Yes 


HRIFA008753a 


ft 


T 65 


NT2RP2003655 


F-NT2RP2003655 


n 7ft 

LI. f O 


Yes 


HRlFA008784a 


y.oo 


■ ©s 


NT2RP2004179 


F-NT2RP2004179 


W.Ow 


Yes i 


HRIFA008827a 


ft 


i es 


NT2RP2004495 


F-NT2RP2004495 


U.vO 


Yes 


HRlFA009372a 


n sft 


t es 


NT2RP2004524 


F-NT2RP2004524 


n 7i 

U. / 3 


Yes 


HRIFA009392a 


ft ft9 


*es 


NT2RP2004556 


F-NT2RP2004556 


n m 

U.O 1 


Yes 


HRIFA009414a 


ft fil 

U.O I 


T es 


NT2RP2004837 


F-IMT2RP2004837 


n qa 


Yes 


HRIFA006216a 


ft QQ 


T es 


NT2RP2005027 


F-NT2RP2005027 




Yes 


HRlFA004145a 


ft 0.? 


T es 


NT2RP2005463 


F-NT2RP2005463 


u.y j 


Yes 


HRIFA0 10034a 


n AO 


fMo 


NT2RP2C05514 


F-NT2RP2005514 


U.Oo 


Yes 


HR1FA01 0070a 


ft 

U.OO 


ies 


NT2RP2005887 .F-NT2RP2005887 


ft QA 


Yes 


HRIFA0 10322a 


n OA 


Va- 
les 


NT2RP2O06269 


F-NT2RP2006269 


ft "7Q 

U. to 


Yes 


HRlFA025913a 


ft R7 


Tes 


NT2RP3000169 


F-NT2RP3000169 


0.5J4 


Yes 


HRIFA022262a 


A HA 

0.514 


Yes 


NT2RP3000460 


F-NT2RP3000460 


ft £1 
v.© 1 


Yes 


HRlFA022794a 


ft fil 
U.O 1 


• es 


NT2RP3OO0789 


F-NT2RP3000789 


ft f59 


Yes 


HRIFA023605a 


ft 150 

u.oz 


»es 


NT2RP3QG0818 


F-NT2RP30O0618 


ft 19 


Yes 


HR]FA023619a 


ft RO 


xes 


NT2RP3001012 


F-NT2RP3001012 


ft R7 

U.O / 


Yes 


HRIFA023129a 


ft 99 


t es 


NT2RP3001044 


F-NT2RP3001044 




Yes 


HRJFA007026a 


ft 71 


Yae 
r es 


NT2RP3001560 


F-NT2RP3001560 


0.58 


Yes 


HRIFA030599a 


0.92 


Yes 


NT2RP3001685 


F-NT2RP3001685 


0.5 


Yes 


HRIFA023521a 


0.5 


Yes 


NT2RP3001858 


F-NT2RP300U:58 


0.94 


Yes 


HRIFA026490a 


0.94 


Yes 


NT2RP3002160 


F-NT2RP3002160 


0.61 


Yes 


HRIFA005760a 


0.94 


Yes 


NT2RP3002836 


F-NT2RP3002836 


0.68 


Yes 


HRIFA024392a 


0.72 


Yes 


NT2RP3002958 


F-NT2RP3O02958 


0.54 


Yes 


HRIFA017670a 


0.91 


Yes 


NT2RP3003535 


F-NT2RP3003S35 


0.94 


Yes 


HRIFA025498a 


094 


Yes 


NT2RP3004000 


F-NT2RP3004000 


0.93 


Yes 


HRlFA025276a 


0.93 


Yes 


NT2RP3004321 


F-NT2RP3004321 


0.81 


Yes 


HRlFA025786a 


0.81 


Yes 


NT2RP3004355 


F-NT2RP3004355 


0.6 


Yes 


HRlFA025360a 


0.6 


Yes 


NT2RP3004374 


F-NT2RP3004374 


0.58 


Yes 


HRlFA024533a 


0.74 


Yes 


NT2RP4001001 


F-NT2RP4001001 


0.53 


Yes 


HR]FA009214a 


0.5 


Yes 


NT2RP4002715 


F-NT2RP4002715 


0.94 


Yes 


HRlFA024921a 


0.53 


Yes 


OVARC 1000298 


F-OVARC1000298 


0.61 


Yes 


HRIFA004852a 


0.59 


Yes 


OVARC 1000775 


F-OVARC1 000775 


0.7 


Yes 


HR1FA0 11347a 


0.7 


Yes 


OVARC 10008 11 


F-OVARC1 00081 1 


0.52 


Yes 


HRlFA000974a 


0.39 


Yes 


OVARC 1000853 


F-OVARC100C853 


0.94 


1 Yes 


HRIFA01 1403a 


0.94 


Yes 


OVARC1C01222 


F-OVARC1001222 


0.7S 


Yes 


HRIFA022714a 


0.67 


Yes 


OVARC1 001807 


F-OVARC1001807 


0.52 


! Yes 


HRIFA021069a 


0.52 


Yes 


OVARC1001833 


F-OVARC 1001833 


Oi 


) Yes 


HRIFA021136a 


0.S 


1 Yes 


PLACE 1000231 


F-PLACE 1000231 


0.55 


! Yes 


HRFAO 11802a 


0.52 


Yes 


PLACE 1000560 


F-PLACE1 000560 


0.8* 


J Yes 


HR1FA01 2022a 


0.8€ 


1 Yes 


PLACE1 000740 


F-PLACE 1000740 


0.57 1 Yes 


HRIFA012151e 


0.5*; 


' Yes 
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Table 9 



The 170 clones in which the selected clones have the maximal ATGpri score 0.5 or higher, 
and were predicted to contain the signal sequence by the PSORT 



name of clone r 


leaf lie Ul 9CUUCI * 






dine ui r cjji v^cnicju vc i 




>iyi idt 






VTGprl score 






Mvpl 1 abUIC 




PLACE10009I2 1 


F-PLACc » OOOS 1 Z 


n a 

u.y 


Yes 


rlKlrAUI^/oZa 




i es 


PLACE1000914 


F-PLACE1 00061 4 


0.94 


Yes 


HRIFAOl 2283d 


n Oil 
0.94 


Yes 


PLACE 1000927 


— PLACE! 000927 


0.71 


Yes 


HRIFAOl ZZSOa 


O./ 1 


res 


PLACE1 000986 


F-P LAC El 000986 


0.51 


Yes 


HRIFAOl 2333a 


net 
0.51 


Yes 


PLACE1001100 


F-PLACE1001100 


0.76 


Yes 


HRIFA012417a 


0.76 ' 


Yes 


PLACE1001183 


F-PLACE1001183 


0.69 


Yes 


HRIF AO 12480a 


0.69 


Yes 


PLACE1001229 


F-PLACE 1001 229 


0.65 


Yes 


HRIFAOl 2513a 


0.65 


Yes 


PLACE1001407 


F-PLACE1001407 


0.83 


Yes 


HRIFA01 2069a 


0.94 


Yes 


PLACE1001788 


F-PLACE 1001 788 


0.6 


Yes 


HRJFA012881a I 


0.6 


Yes 


PLACE1002374 


F-PLACE 1002374 


0.68 


Yes 


HRIFA013265a 


0.92 


Yes 


PLACE1002518 


F-PLACE1002518 


0.94 


Yes 


HRIFAOl 88 49 a 


0.78 


Yes 


PLACE1 003839 


F-PLACE10O3K39 


0.67 


Yes 


HRIFAOl 41 78a 


0.6 


Yes 


PLACE1 003845 


F-PLACE 1003&45 


0.92 


Yes 


HRIFAOl 91 85a 


0.92 


Yes 


PLACE1004199 


F-PLACE1004199 


0.94 


Yes 


HRIFA014417a [ 


0.94 


Yes 


PLACE1 004282 


F-PLACE 1 004282 


0.94 


Yes 


HRIFAOl 4467a 


0.94 


Yes 


PLACE1 004305 


F-PLACE 1004305 


0.87 


Yes 


HRIFAOl 4482a 


0.87 


Yes 


PLACE1004637 


F-PLACE1 004637 


0.89 


Yes 


HRIFAOl 4692a 


0.89 


Yes 


PLACE 1005005 


F-PLACE1 005005 


0.55 


Yes 


HRIFAOl 4953a 


0.55 


Yes 


PLACE 1005250 


F-PLACE1 005250 


0.52 


Yes 


HRIFAOl 51 29a 


0.52 


Yes 


PLACE1 005410 


F-PLACE1 005410 


0.61 


Yes 


HRIFAOl 5236a 


0.61 


Yes 


PLACE1 005725 


F-PLACE1 005725 


0.92 


Yes 


HRIFAOl 5443a 


0.92 


Yes 


PLACE 1005768 


F-PLACE1 005768 


0.62 


Yes 


HRlFA015471a 


0.62 


Yes 


PLACE1 005927 


F-PLACE1 005927 


0.66 


Yes 


HRIFAOl 5568a 


0.94 


Yes 


PLACEt 006079 


F-P LACE1 006079 


0.56 


Yes 


HRIFA015671a 


0.56 


Yes 


PLACE1 006093 


F-PLACE 1 006093 


0.59 


Yes 


HRIFA01 5682a 


0.59 


Yes 


PLACE1006219 


F-PLACE1006SH9 


0.94 


Yes 


HRIFAOl 5764a 


0.93 


Yes 


PLACE1 006809 


F-PUkC£1006»09 


0.66 


Yes 


HRIFA01 6129a 


0.66 


Yes 


PLACE1 007040 


F-PLACE1 007040 


0.87 


Yes 


HR1FA01 3288a 


0.87 


Yes 


PLACE1 007096 


F-PLACE1007096 


0.59 


Yes 


HRlFA012167a 


0.82 


Yes 


PLACE1 007626 


F-PLACE1007«26 


0.67 


Yes 


HRIFA01 6623a 


0.67 


Yes 


PLACE1007971 


F-PLACE1 007971 


0.74 


Yes 


HR1FA01 6838a 


0.74 


Yes 


PLACE1 008985 


F-PLACE1 008985 


0.65 


Yes 


HRIFA01 7457a 


0.48 


Yes 


PLACE 1009067 


F-P LACE 1 009067 


0.59 


Yes 


HRIFA01 7509a 


0.59 


Yes 


PLACE1009196 


F-PLACE1009'*96 


0.73 


Yes 


HRIFAO 17594a 


0.73 


Yes 


PLACE1009527 


F-PLACE1009527 


0.58 


Yes 


HRIFAOl 7791a 


0.87 


Yes 


PLACE 1009982 


F-PLACE10O9982 


0.94 


Yes 


HR1FA01 8075a 


0.94 


Yes 


PLACE1011236 


F-PLACE101i:i36 


0.52 


Yes 


HRIFAOl 8827a 


0.66 


Yes 


PLACE2000219 


F-PLACE200OJM9 


0.73 


Yes 


HRlFA034010a 


0.73 


Yes 


SKNMC1 000004 


F-SKNMC 1000004 


0.94 


Yes 


HRIFA030097a 


0.94 


Yes ■ 


THYR0 1000036 


F-THYR0 1000336 


0.83 


Yes 


HRIFA02 7754a 


0.83 


Yes 


THYRO1000099 


F-THYROI 000099 


0.94 


Yes 


HRlFA027803a 


0.94 


Yes 


THY RU 1 UU 1 £6 f 


C-TUYDO 1 flfl 1 017 
X — 1 PI T nU l UU 1 .dO / 




I cs 


MRIFAn^n9dAa 
nni rnwj vttwo 


0.94 


Yes 


THYRO1001327 


F-THYR0 100 1327 


0.93 


Yes 


HRlFA025125a 


0.94 


Yes 


THYR0 100 1495 


F-THYR0 100 1495 


0.89 


Yes 


HRIFA030394a 


0.89 


Yes 


THYR0 1001 523 


F-THYR0 100 1523 


0.71 


Yes 


HRIFA030408a 


0.71 


Yes 


THYRC1001725 


F-THYR0 100 1725 


0.94 


Yes 


HRlFA029107a 


0.94 


Yes 


Y79AA1 000226 


F-Y79AA 1000256 


0.94 


Yes 


HRlFA027874a 


0.94 


Yes 


Y79AA1000521 


F-Y79AA 10005121 


0.92 


Yes 


HRIFA0279618 


0.92 


Yes 


Y79AA1 000776 


F-Y79AA 100077 6 


0.7fi 


Yes 


HRIFA028401a 


0.7fi 


Yes 


Y79AA1 000959 


F-Y79AA1 000&59 


O.S 


Yes 


HRIFA026465a 


O.S 


Yes 


Y79AA1001013 


F-Y79AA1001013 


094 


\ Yes 


HRIFAOl 1193a 


0.94 


\ Yes 


Y79AA1001264 


F-Y79AA1Q01:>.64 


0.9* 


I Yes 


HRIFA028573a 


0.9* 


\ Yes 


Y79AA1001328 


F-Y79AA1 001 328 


0.91 


Yes 


HRIFA028592a 


0.91 


Yes 


Y79AA1001427 


F-Y79AA 100 1427 


0.6! 


) Yes 


HRIFA028652a 


0.65 


> Yes 
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Table 10 



The 170 clones in which the selected clones have the maximal ATGprl score 0.5 or higher, 
and were predicted to contain the signal sequence by the PSORT 



name of clone 


name of sequence 


maximal 


signal 


name of representative 


maximal 


signal 






ATGprl score 




sequence 


ATGprl score 




Y79AA1001430 


F-Y79AA1001430 


0.94 


Yes 


HRIFA028654a 


0.94 


Yes 


Y79AA1001530 


F-Y79AA1 001530 


0.94 


Yes 


HRIFA01 0206a 


0.94 


Yes 


Y79AA1001592 


F-Y79AA1001592 


0.94 


Yes 


HRlFA028708a 


0.94 


Yes 


Y79AA1001793 


F-Y79AA1 001793 


0.89 


Yes 


HRIFA032066a 


0.89 


Yes 


Y79AA1001795 


F-Y79AA1 001795 


0.59 


Yes 


HRIFA032067a 


0.59 


Yes 


Y79AA1001863 


F-Y79AA1 001863 


0.56 


Yes 


HRIFA032097a 


0.15 


Yes 


Y79AA1 002022 


F-Y79AA1 002022 


0.94 


Yes 


HRlFA033718a 


0.94 


Yes 


Y79AA1 002373 


F-Y79AA1 002373 


0.79 


Yes 


HRIFA032271a 


0.79 


Yes 
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Table 11 

The 35 clones in which the selectee! clones have the maximal ATGprt score 0.3 or higher 
5 and less than 0.5, and were predicted to contain the signal sequence by the PSORT 



flail it? \Jl OlUflC 


name of seauence 


iwiAii lien 


ojyi id) 


reDresentative 


■ 1 lOAll 1107 


si ana I 






ATGpM scorG 




seouence 






hemda i uuuyu/ 


c-ucmp a i nnn«3n7 




TcS 


UDTPAnnnfiA^a 

nr%lPMUUUo*r5a 


n oa 


t es 


MCIVIdM 1 UUODU^ 




n 


T co 


MRTPAn^m HQa 


n a^ 


T es i 


UCMQA1 ftfM"T07 

HcMdA I uu*# /y / 


r ntivic3n i uu*t f y / 


n 45 


Vac 
T ©S 


nnlrMUiUOOOa 


n fin 
U.OD 


t es 


UCWDD1 ftftftVlvn 

MtMbD i UUU44 / 


C— Aftft4A7 

I — ntM d a I UUU44 / 


n ^i 

U.o 1 


yes 


UDtCAfifll RCQa 
PlnlrAUU 1 OOOa 


n 

U. 1 0 


Tes 


MAMMA 1 ULHJoy 1 


E-JkA A \A9lA a 1 ftnr icq 1 
r MAMMA 1 UUl'oy 1 




Tes 


rl Mir AUZOoUoa 


n 77 

u. / / 


Yes 


MAMMA lUQOooi 


F— MAMMA I UUUoo I 


n OK 

U.oo 


Yes 


HKlrAUZDob4a 


a fiit 
u.y4 


Yes 


MAMMA1 U0D9oD 


r— MAMMA 1 UUl'SoO 


U.o/ 


Yes 


MKirAUZl O I la 


n 07 


res 


MAMMA 1001 893 


tr k4 A hit J A 1 AH1 ofiO 

F-MAMMAl 00 1 893 


0.44 


Yes 


HRIFA0Z74o5a 


0.9 


Yes 


MAMMA1001957 


F-MAMMA 1 00 1 957 


0.48 


Yes 


rlRJFA02753oa 


0.94 


Yes 


NT2RM2Q01941 


F-NT2RM2001 941 


0.44 


Yes 


HRIFA032011a 


0.94 


Yes 


NT2RP 1000050 


F-NT2RP 1 000050 


0.47 


Yes 


HRJFA005102a 


0.54 


Yes 


NT2RP 1000903 


F— NT2RP1 0O0SIO3 


U.OO 


Yes 


H RIFAOOoooOa 


0.3o 


Yes 


NT2RP2003469 


F-NT2RP2003A69 


0.33 


Yes 


HR1FAUO0601 a 


U.9 


Yes 


NT2RP2003664 


F-NT2RP2003uo4 


0.36 


Yes 


H RIFA00879U8 


0.89 


Yes 


NT2RP2004447 


F-N T ZRP20U4447 


U.OD 


Yes 


m Rir Auuyooya 


u.yo 


Yes 


NT2RP2006042 


F-NT2RP2006042 


0.37 


Yes 


H RIFA0 1 0425a 


A CA 

0.D9 


Yes 


NT2RP3001 1 95 


F— NT2RP30O1 1 9o 


0.44 


Yes 


l_l DTP a #*l 

HRJFA023227a 


U.94 


Yes 


NT ZKPoUUo304 


1 — N 1 ZKPoUUov»04 


U.O 


Yes 


HKir AUUoz 1 


ft R1 
U.O 1 


xes 


NTZRP3003409 


r— N I ^KPoUUo^oy 


U.o 


Vac 

Yes 


nKIr AUZO 1 *Wa 


ft O 
U.O 


Yes 


N 1 ZKPouuoyoo 


I — IN 1 /KPoUUoi'OO 


n aa 
U.*t*» 


Yes 


nKlrAUUoy^ya 


ft AO 


Vac 

Yes 


N i 2RPoUU41 oo 


r IN 1 ^KPoUU«t f OO 


U.OO 


IDS 


rfrilrAUZO /uoa 


ft OA 


xes 


MTODDinn^ono 
N 1 ^KPoUU**oUy 


c^wTOPDQnnA'inQ 

r IN 1 ZnroUU9oU9 


n a 


Vac 

T es 


rlrvlf MvZvl / rod 


n 09 


t es 


OVARC 1000208 


F-O VARC 1 000208 


0.4 


Yes 


HRIFA01 0942a 


0.4 


Yes 


PLACE1001536 


F-PLACE1001536 


0.33 


Yes 


HRIFA012761a 


0.31 


Yes 


PLACE 1003407 


F-PLACE 1003407 


0.48 


Yes 


HRIFA01 3899a 


0.48 


Yes 


PLACE 1003428 


F-PLACE 1003428 


0.37 


Yes 


HRlFA013911a 


0.61 


Yes 


PLACE1 003460 


F-PLACE 1003460 


0.38 


Yes 


HR1FA01 3932a 


0.94 


Yes 


PLACE1 005569 


F-PLACE 1005J569 


0.32 


Yes 


HRIFA015351a 


0.68 


Yes 


PLACE1 006277 


F-PLACE 1 006277 


0.32 


Yes 


HRIFA01 5802a 


0.65 


Yes 


PLACE1010251 


F-PLACE1010251 


0.32 


Yes 


HRJFA01 8238a 


0.62 


Yes 


THYRO1000196 


F-THYR0 10001 96 


0.44 


Yes 


HRIFA029050a 


0.71 


Yes 


THYRO1000795 


F-THYR0 1000795 


0.33 


Yes 


HRIFA029327a 


0.92 


Yes 


THYR0 1000999 


F-THYR0 1000999 


0.4 


Yes 


HRIFA030203a 


0.4 


Yes I 


THYRO1001478 


F-THYR0 100 1478 


0.47 


Yes 


HRIFA030385a 


0.89 


Yes 


Y7 9 AA 1000426 


F-Y79AA1 000426 


0.47 


Yes 


HRIFA027940a 


0.92 


Yes 
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Table 12 



41 clones from which selected clones: have the maximal ATGprl score 0 or higher and less than 0.3, 
and predicted to be containing the signal sequence by the PSQRT 



llCHMt? (Jl OlUI IKS 


name of seauence r 


naximal 


signal r 


epresentative » 


naximal Signal 






VTGpM score 5 


sequence > 


\TGpr1 score 






0.13|Yes » 


-iRIFA000284a 


U. lo 


res 


uckjo a i nn91 fiA 


:_ucuda j nn?i fid 1 

n c ivi d ^ i i u*r | 


0.1 1 ' 


Yes I 


HRIFAQ01972a 


0.74 


yes 


uckJiQ a 1 nnoo*30 i 


P— HPMRAl nn99^Q 


0.17 ' 


fes 1 


^IFA002037a 


0.17 


Yes 


nriin A 1 f\f\OAO \ 

rlbMBAl UUZ*#Z I 


r_ucyp a 1 nn°A9 1 


0.22 ' 


Yes 


nrurnv/uuosto 


0.9 ' 


Yes 


HEMBA1003Z94 


— htMb A I UUo^9*f 


0.15 1 


Yes 


LIDirAn9ni fi**si 


0.15 


Yes 


HEMBA1 006572 


! — HtMBAl UUDO /2 


0.06 


Yes 


LI DTP A n9 1 f\AQo 


0.62 


Yes 


HEMBA10Q7U13 


1 — HtMbA 1 UU /U 1 o 


0.19 ' 


Yes 




0.82 


Yes 


HEMBB 1 000567 


FHHcMddIUUUoo/ 


0.09 


Yes 


UD1P AnoQ*7^n^ 


0.15 


Yes 


HEMBB1 002663 


F-HEMBB1 002663 


0.29 


Yes 


UDlCAftO 1 011 m 

rlKlrAU<JIo/13 


0.29 


Yes 


MAMMA1001043 


F-MAMMA1 001 043 


0.17 


Yes 


HRirA0Z0/04a 


0.81 


Yes 


MAMMA1001284 


F-MAMMA 1 001 284 


0.26 


Yes 


1 1 ntC A rt/i coon. 

HRIFA026oo9a 


0.26 


Yes 


MAMMA1001901 


F-MAMMA 100 1901 


0.17 


Yes 


HRIFA027493a 


0.17 


Yes 


MAMMA1 002224 


F-MAMMA 1002224 


0.13 


Yes 


HRIFA027717a 


0.13 


Yes 


NT2RM2000306 


F-NT2RM200Q3Q6 


0.25 


Yes 


HRIFA021985a 


0.25 


Yes 


NT2RM2000410 


F-NT2RM2000410 


0.22 


Yes 


HRlFA022055a 


0.82 


Yes 


NT2RP2000479 


F-NT2RP2000479 


0.24 


Yes 


HRIFA000822a 


0.12 


Yes 


NT2RP2001495 


F-NT2RP2001495 


0.19 


Yes 


HRIFA007228a 


0.78 


Yes 


NT2RP2001948 


F-NT2RP2001948 


0.29 


Yes 


HRIFA007565a 


0.89 


Yes 


NT2RP3000645 


F-NT2RP3000645 


02 


Yes 


HRIFA022890a 


0.91 


Yes 


NT2RP3003076 


F-NT2RP3003076 


0.23 


Yes 


HRIFA024978a 


0.65 


Yes 


NT2RP4001879 


F-NT2RP4001879 


0.26 


Yes 


HRIFA017818a 


0.79 


Yes 


NT2RP4002451 


F-NT2RP40024IJ1 


0.11 


Yes 


HRIFA01 8447a 


0.34 


Yes 


OVARC1 000439 


F-OVARC1000A39 


0.15 


Yes 


HRIFA01 1105a 


0.21 


Yes 


OVARC 100 1727 


F-OVARC 1001 727 


0.22 


Yes 


HR1FA01 9960a 


0.22 


Yes 


PLACE 1002080 


F-PLACE1 002030 


0.17 


Yes 


HRIFA0 13092a 


0.76 


Yes 


PLACE1 002095 


F-PLACE1 002035 


0.23 


Yes 


HRlFA013103a 


0.61 


Yes 


PLACE1 004028 


F-PLACE1 004028 


0.12 


Yes 


HRIFA01 4303a 


0.12 


Yes 


PLACE1 004482 


F-PLACE1 004432 


0.13 


Yes 


HRIFA0 14590a 


0.57 


Yes 


PLACE1 005383 


F-PLACE1 005383 


0.11 


Yes 


HRlFA015219a 


0.52 


Yes 


PLACET 00OO44 


r rLAUt I UUOOM 


0.08 


Yes 


wpiPAnnQp^^a 
nnirMuusooAo 


0.41 


Yes 


PLACE1 005660 


F-PLACE1 005660 


0.2 


Yes 


HRIFA0 15409a 


0.2 


Yes 


PLACE1 006443 


F-PLACE 1006443 


0.27 


Yes 


HRIFA015902a 


0.89 


Yes 


PLACE1 007296 


F-PLACE1 007296 


0.22 


Yes 


HR1FA01 6430a 


0.27 


Yes 


PLACE 1008469 


F-PLACE 1008469 


0.27 


Yes 


HRIFA017146a 


0.94 


\ Yes 


PLACE1 008984 


F-PLACE1 008984 


0.11 


Yes 


HRIFA01 7456a 


0.74 


\ Yes 


PLACE4000455 


F-PLACE4000455 


0.22 


1 Yes 


HRIFA01 2333a 


0.51 


Yes 


SKNMC1000014 


F-SKNMC 100001 4 


0.15 


> Yes 


HRIFA03O106a 


o.7e 


i Yes 


THYR0 1001 702 


F-THYRO 1001 702 


0.1* 


\ Yes 


HRIFA030511a 




\ Yes 


Y79AA1 000270 


F-Y79AA 1000270 


0.21 


Yes 


HRIFA005644a 


o.6: 


J Yes 


Y79AA1001056 


F-Y79AA1 001056 


0.21 


f Yes 


HRlFA028497a 


0.2" 


1 Yes 


Y79AA1001803 


F-Y79AA1001803 


0.0* 


J Yes 


HRlFA032073a 


0.6( 


J Yes 
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Table 13 

Four clones from which selected clones have the maximal ATGprl score 0.5 or higher, 
5 and predicted to be lacking the signal sequence by the PSORT 



name of clone 


name of sequence r 


maximal 


signal 


name of representative 


maximal 


signal 






TGpM score 




sequence 


ATGprt score 




NT2RP3002281 


F-NT2RP30022B1 


0.81 


No 


HR!FA012999a 


0.61 


Yes 


NT2RP3002721 


F-NT2RP30027.21 


0.94 


No 


HRIFA023305a 


0.57j 


Yes 


NT2RP3004083 


F-NT2RP3004083 


0.94 


No 


HRIFA008387a 


0.76 


Yes 


PLACET 005669 


F-PLACE1 005669 


0.94 


No 


HRIFA012513a 


0.65 


Yes 



Table 14 

Two clones from which selected clones have the maximal ATGprl score 0.3 or higher and less 
than 0.5 and predicted to have no signal sequence by the PSORT 



name of clone 


name of sequence 


maximal 


signal 


representative 


maximal 


signal 






fVTGprl score 




sequence 


ATGprl score 




NT2RP3000481 


F-NT2RP3000481 


0.47 


No 


HRIFA028614a 


0.93 


Yes 


NT2RP3003559 


F-NT2RP3003559 


0.48 


No 


HRlFA025514a 


0.45 


Yes 



Table 15 

Two clones from which selected clorues have the maximal ATGprl score 0 or higher and less than 
0.3, and predicted to have no signal sequence by the PSORT 



name of clone 


name of sequence 


maximal 


signal 


[representative 


maximal 


signal 






VTGpM score 




sequence 


ATGprl score 




PLACE1 005601 


F-PLACE1 005601 


0.12 


No 


HRJFA01 0593a 


0.64 


Yes 


PLACE1006786 


F-PLACE1 006786 


0.22 


No 


HR1FA01 2333a 


0.51 


Yes 



40 EXAMPLE 12 

A method for the selection of clones based on the top hit data in the homology search against the SwissProt (a method 
for the selection of a novel full-length protein that is predicted to have a function based on the top hit data). 

45 [0176] The representative sequences of the clusters were discarded in which the 5'-end sequence is identical (90% 
or more matching), or not similar (the compared part contains a sequence of 25 nucleotides or shorter and the similarity 
is lower than 60%) to the top hit data in the SwissProt. Then, the remaining representative sequences which has 
similarity to the representative sequences of the 5'-ends were classified by a group of the above keywords (some 
representative sequences belong to a group by multiple keywords), and then clones were selected from the clusters. 

50 The names and the corresponding SEQ IDs of the representative sequences, and also the names of the introns (in- 
cluding the representative sequence of the 5'-end or the 3'-end, or ESTs) used for selecting the clones from the rep- 
resentative sequences and the corresponding SEQ IDs are shown in the last part of the present specification (Table 
368 and 369, respectively). HRIFA indicates the representative sequence of the 5'-end group, and HRIRA indicates 
the representative sequence of the 3'-end group. 

55 [0177] In principle, from the clusters containing only a single clone (the 5'-end sequence is the representative se- 
quence of the cluster), the clone was selected. However, in the following cases, the clone containing a longer 5'-end 
was selected: where the maximal ATGprl score was less than 0.5, the 5'-end sequence of the clone to be selected 
was not complete, or the 5'-end of the clone was found to be obviously short nevertheless the clone should not be 
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included in the same cluster based on the BLAST analysis between the other clones, or further, the 5'-end sequence 
of the said clone, which corresponds to the 3'-ends of the other clones belonging to the same cluster in which the 3'- 
end of the said clone was included, was turn out to be longer than those of the other clones by assembling them. When 
there were two clones in the same cluster, judged to be full-length, and it was difficult to determine which clone has 
5 the longer 5'-end even by assembling them, all the clones were selected. As a result, the ATGprl score in some clones 
became less than 0.5 or less than 0.3. The fullness ratio of these clones became lower, but there is still a possibility 
that the clones are full-length. 

[0178] In the case in which multiple clones were contained in a cluster, selected was the clone having the longest 
5'-end in the clones judged to be full-length compared to the human mRNA or human EST. However, in the following 

10 cases, the clone containing a longer 5'-end was selected: where the maximal ATGprl score was less than 0.5, the 5'- 
end sequence of the clone to be selected was not complete, or the 5'-end of the clone was found to be obviously short 
nevertheless the clone should not be included in the same cluster based on the BLAST analysis between the other 
clones, or further, the 5'-end sequence of the said clone, which corresponds to the 3'-ends of the other clones belonging 
to the same cluster in which the 3'-end of the said clone was included, was turn out to be longer than those of the other 

15 clones by assembling them. When there were two clones in the same cluster, judged to be full-length, and it was difficult 
to determine which clone has the longer 5'-end even by assembling them, all the clones were selected. As a result, 
the ATGprl score in some clones became less than 0.5 or less than 0.3. These clones can still be full-length. 
[0179] Based on the top hit data in the SwissProt homology search, 658 clones were selected. Among them, 446 
clones were selected by the keywords, secretion or membrane. Using the keyword, glycoprotein, 243 clones were 

20 selected. 51 clones were selected by the keywords for signal transduction. With the keywords for transcription, 130 
clones were selected. 17 clones were selected by the keywords for disease. 

[0180] Among the 446 clones selected by the keywords, secretion or membrane, 77 clones were overlapped with 
those selected by combining the ATGprl score and prediction by the PSORT for the existence of a signal sequence. 
Also, many clones were overlapped with those selected by the keyword, glycoprotein. Moreover, some clones were 

25 overlapped with the clones selected by the keywords for diseases. 

[0181] Among the 243 clones selected by the keyword, glycoprotein, 53 clones were overlapped with those selected 
by combining the ATGprl score and prediction by the PSORT for the existence of a signal sequence. Also, many clones 
were overlapped with those selected by the keywords, secretion or membrane. Moreover, some clones were overlapped 
with the clones selected by the keywords in diseases. 

30 [0182] Among the clones selected by the top hit data in the homology search on the SwissProt, 532 clones were 
having the maximal ATGprl score 0.5 or higher. 59 clones were having the maximal score 0.3 or higher and less than 
0.5. 67 clones were with the maximal score less than 0.3. 

[0183] When the maximal ATGprl score is 0.5 or higher, 0.3 or higher, no less than 0, the expected fullness ratio is 
as shown in Table 3, 4, 5, and 6, respectively. 

35 



Table 16 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) "growth 


factor", "cytokine", or "hormone", and the selected clones. 


name of clone 


name of representative sequence 


HEMBA1001563 


HRIFA001439a 


H EM BA1 003047 


HRIFA002743a 


HEMBA1 005070 


HRIFA020144a 


HEMBA1 006724 


HRIFA021620a 


HEMBA1006916 


HR1FA02 1855a 


MAMMA1001066 


HRIFA027355a 


MAMMA1001634 


HRIFA027187a 


MAMMA1002165 


HRIFA027673a 


NT2RM4000326 


HRIFA032530a 


| NT2RM4001377 


HRIFA005300a 


NT2RP2000447 


HRIFA006448a 


NT2RP2000663 


HRIFA006609a 


NT2RP2000903 


HRIFA006798a 


NT2RP2002974 


HRIFA027860a 


NT2RP2003369 


HRlFA008596a 


NT2RP2004141 


HRIFA009123a 
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Table 16 


(continued) 




The representative sequences of the most homologous sequences In the SwissProt with the keyword(s) "growth 
factor", "cytokine", or "hormone", and the selected clones. 




name of clone 


name of representative sequence 




NT2RP2005941 


HRIFA010361a 




NT2RP2006099 


HRIFA01 0466a 




NT2RP3000645 


H HI hAO^oyUa 


10 


NT2RP3000838 


HRIFA005300a 


NT2RP4002451 


HRIFA01 8447a 




OVARC1 000275 


HRIFA01 0988a 




OVARC1001030 


HRIFA021061a 




PLACE 1004492 


HRIFA014598a 


ID 


PLACE 1009279 


HRIFA0 17643a 




THYRO1001071 


HRIFA029440a 




Y79AA1 000207 


HRIFA027867a 




Y79AA1 000426 


HRIFA027940a 


20 


Table 17 


25 


The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) "receptor", 
"G-protein coupled receptor", "ionic channel", "voltage-gated channel", or "calcium channel", and the selected 
clones. 




name of clone 


name of representative sequence 




BNGH41 000091 


HRIFA029511a 




HEMBA1001621 


HRIFA001489a 


30 


HEMBA1 003392 


HRIFA002980a 




HEMBA1 005545 


HRIFA020272a 




HEMBA1 007291 


HRIFA022462a 




HEMBA1 007332 


HRIFA022493a 


35 


MAMMA1 000681 


HRIFA026364a 


MAMMA1 000706 


HRIFA026382a 




MAMMA 1001978 


HRIFA027549a 




NT2RM2001939 


HRIFA032009a 




NT2RM2001941 


HRIFA032011a 


40 


NT2RM4002352 


HRIFA00 1337a 




NT2RP2002510 


HRIFA007985a 




NT2RP2002533 


HRIFA008000a 




NT2RP2005181 


HRIFA005409a 


45 


NT2RP3000304 


HRIFA022616a 


NT2RP3001542 


HRIFA028501a 




NT2RP3002409 


HRIFA024197a 




NT2RP3002836 


HRIFA024392a 




NT2RP3003000 


HRIFA024767a 


50 


NT2RP3004552 


HRIFA025904a 




NT2RP4001877 


HRIFA032433a 




NT2RP4002750 


HRIFA028157a 




OVARC1 000090 


HRIFA01 0859a 




OVARC1 000956 


HRIFA01 1484a 


55 


OVARC1001991 


HRIFA01 9498a 




PLACE1001016 


HRIFA012354a 




PLACE1001340 


HRIFA012584a 
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Table 17 (continued) 



10 



20 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) "receptor", 


"G-protein coupled receptor", "ionic channel", "voltage-gated channel", or "calcium channel", and the selected 


clones. 




name of clone 


name of representative sequence 


PLACE1001401 


HRIFA012625a 


PLACE 1001564 


HRIFA012737a 


PLACE1001655 


HRIFA012795a 


PLACE 1002547 


HRIFA013376a 


PLACE 1002967 


HRIFA013620a 


PLACE 1003573 


HRlFA014006a 


PLACE 1003852 


HRIFA014185a 


PLACE1 004441 


HRlFA014561a 


PLACE1 005031 


HRIFA0 14967a 


PLACE 1005878 


HRIFA015536a 


PLACE1 007296 


HRIFA01 6430a 


PLACE 1008469 


HRIFA017146a 


PLACE1010784 


HRIFA031126a 


PLACE1010968 


HRIFA01 8666a 


THYROI 000956 


HRIFA029393a 


Y79AA1001062 


HRIFA023434a 



25 



Table 18 



The representative sequences of the most homologous sequenses in the SwissProt with the keyword(s) 


"extracellular matrix", and the selected clones. 




name of clone 


name of representative sequence 


HEMBA1 000006 


HRIFA027327a 


HEMBA1 000275 


HRIFA000264a 


HEMBA1 000835 


HRIFA000776a 


HEMBA1 000907 


HRIFA000845a 


HEMBA1 002164 


HRIFA001972a 


HEMBA1003101 


HRIFA002787a 


HEMBA1 003230 


HRIFA002891a 


MAMMA1 000403 


HRIFA026465a 


MAMMA1001615 


HRIFA022865a 


MAMMA1001893 


HRIFA027485a 


MAMMA1002128 


HRIFA027644a 


NT2RM4000284 


HRIFA032506a 


NT2RM4000295 


HRIFA032511a 


NT2RM4000587 


HRIFA032696a 


NT2RP2000616 


HRlFA006572a 


NT2RP2000694 


HRIFA006633a 


NT2RP2001562 


HRIFA01 0799a 


NT2RP2001948 


HRIFA007565a 


NT2RP2002409 


HRIFA007909a 


NT2RP2004447 


HRIFA009339a 


NT2RP2004847 


HRIFA005944a 


NT2RP2006004 


HRIFA002766a 


NT2RP3000059 


HRIFA022203a 


NT2RP3000616 


HRIFA022875a 
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Table 18 (continued) 



The representative sequences of the most homologous sequenses in the SwissProt with the keyword(s) 


"extracellular matrix", and the selected clones. 




name of clone 


name of representative sequence 


NT2RP3000871 


HRIFA023048a 


NT2RP3000921 


HRIFA023069a 


NT2RP3002015 


HRIFA01 5995a 


NT2RP3002448 


HRIFA024218a 


NT2RP3002983 


HRIFA02 4473a 


NT2RP3003729 


HRIFA025488a 


NT2RP3004067 


HRIFA02 7327a 


OVARC1001049 


HRIFA022702a 


OVARC1 001222 


HRIFA022714a 


OVARC1 002058 


HRIFA022737a 


PLACE1001114 


HRIFA01 2427a 


PLACE1 002329 


HRIFA01 3235a 


PLACE1004816 


HRIFA014819a 


PLACE1 005383 


HRIFA015219a 


PLACE1 005569 


HRIFA015351a 


PLACE1 006073 


HRIFA003402a 


PLACE1 006277 


HRIFA01 5802a 


PLACE1 008984 


HRIFA01 7456a 


THYR01001102 


HRlFA008174a 


THYRO1001471 


HRIFA030381a 


THYR01 001478 


HRlFA030385a 


Y79AA1 000888 


HRIFA028440a 



Table 19 





The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) 


35 


"transmembrane", and the selected clones (except overlapped with Table 16, 17, and 18) 




name of clone 


name of representative sequence 




BNGH41 000020 


HRIFA030662a 




HEMBA1000121 


HRIFA000116a 


40 


HEMBA1 000349 


HRIFA000327a 




HEMBA1 000477 


HRIFA000446a 




HEMBA1 000940 


HRIFA002384a 




HEMBA1002163 


HRIFA001971a 


45 


HEMBA1 002421 


HRIFA005392a 


HEMBA1 002767 


HRIFA002503a 




HEMBA1 003945 


HRIFA009220a 




HEMBA1 004250 


HRIFA003504a 




HEMBA1 004391 


HRIFA020693a 


50 


HEMBA1 004444 


HRIFA029285a 




HEMBA1 004454 


HRIFA003592a 




HEMBA1 004505 


HRIFA003635a 




HEMBA1 004797 


HRIFA020883a 


55 


HEMBA1 004982 


HRIFA003892a 


HEMBA1 005489 


HR!FA024543a 




HEMBA1 005698 


HRIFA020453a 




HEMBA1 005945 


HRIFA020349a 
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Table 19 (continued) 



10 



20 



25 



30 



35 



40 



45 



50 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) 


"transmembrane", and the selected clones (except overlapped with Table 16, 17, and 18) 


name of clone 


namo nf ron r^Qpntatlvp ^^fiMAnAp 

I 1 dl 1 1 C Ul IcpfvOCI ILClUVC OCljUCIIOC 


H EMBA1 006299 


nnlrnUtO// Id 


H EMBA1 006430 


WniFAfl9191 °.a 


i ini r~> a a A no 

HEMBA1 006482 




ii r— k » I - } A A /-\ /\7n A A 

HEMBA1 007241 


l-l Q I FAn99Z9^a 


HEMBB1 000679 


u dica nononOo 
MnlrAO^boU^a 


HEMBB1001200 


MHIrAUoUooya 


HEMBB1001573 


n nlrAUoi uy i a 


HEMBB1 002427 


|_| D I CA f\ft{\7fiOQ 

nriirMUUO/Dua 


M AMMA1 000204 


U DiFAn9C;QRRa 

nntrMU^oyoDd 


, M AMM A1 000473 


UIQIPAAH 0070.0 

MnlrAUl oo/Ua 


MAMMA1000196 


n nlrA0^b*:4<£a 


M AMM A1 000788 


MHIrAUi odof a 


MAMMA1000814 




MAMMA1001237 


nrilrAU*ibobUa 


MAMMA100141 8 


n ri I r AUii / U4oa 


MAMMA1 002091 




MAMMA1 002095 


rlnlrA02/b<ioa 


MAMMA1 002586 


nHlrAU^:/U l ^a 


NT2RM 1000580 


UDICA A A /I tOQ <-> 

n H I r AUU4o^:oa 


NT2RM 1000855 


MHIhA004byba 


NT2RM 1000858 


UDICA A A "7 H /I c 

HHIrA004/ 1 4a 


NT2RM 1000899 


HHIrA004 /4ba 


NT2RM2000565 


HRIFA022139a 


NT2RM2000582 


U DICA AO ^ 707n 


NT2RM2001126 


UDICA AO/1 AO O 

rlHlrA0^4Uooa 


NT2RM4000198 


UDICAftOO/ICOo 

n H 1 h A0o^4ooa 


NT2RM4000417 


UDICA nOOCQ7o 


NT2RM 4000444 


UDICA AOOCACo 

M n 1 rAUdzibUoa 


NT2RM4000593 


L I DICA AOO/1 QOo 

nHlrAU^:o4oya 


NT2RM4000761 


UDICA AOQQOOra 

n nlrAU^oy<£oa 


NT2RM4000965 


UDICIAAOAH AQo 

nrilrAUoU 1 Uoa 


NT2RM4001735 


n nlrAUU^Uboa 


NT2RP10001 81 


UDICA AARi Q/1q 


NT2RP1 000261 




NT2RP 1000300 


U D | CA finKOKRo 


NT2RP1 000325 


1 i Dl CA A A GO 7 "4 /a 

n nlrAUUo^i / i a 


NT2RP1 000551 


UDICA A AC /I O A o 

n nlrAUUo4^Ua 


NT2RP1 000981 


HRIFA005702a 


NT2RP2000533 


HRIFA006510a 


NT2RP2000649 


HRIFA006596a 


NT2RP2000818 


HRIFA006730a 


NT2RP2001200 


HRIFA007013a 


NT2RP2001495 


HRIFA007228a 


NT2RP2001514 


HRIFA007243a 


NT2RP2001956 


HRIFA007571a 


NT2RP2002063 


HRIFA007659a 


NT2RP2002232 


HRIFA009783a 
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Table 19 (continued) 



10 



20 



30 



35 



45 



50 



55 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) 


"transmembrane", and the selected clones (except overlapped with Table 16, 17, and 18) 


name of clone 


name of representative sequence 


NT2RP2002527 


HRIFA023767a 


NT2RP2002942 


HRIFA008284a 


NT2RP2002976 


HRIFA008314a 


NT2RP2003210 


HRIFA008483a 


NT2RP2003390 


HRIFA008611a 


NT2RP2003469 


HRIFA008661a 


NT2RP2003655 


HRIFA008784a 


NT2RP2003664 


HRIFA008790a 


NT2RP2004205 


HRIFA009171a 


NT2RP2004794 


HRIFA009578a 


NT2RP2005425 


HRIFA01 0005a 


NT2RP2005597 


HRIFA010130a 


NT2RP2005632 


HRIFA01 0152a 


NT2RP2005994 


HRIFA01 0394a 


NT2RP2006269 


HRIFA025913a 


NT2RP2006512 


HRIFA024937a 


NT2RP3000125 


HRIFA022234a 


NT2RP3000171 


HRIFA007722a 


NT2RP3000676 


HRIFA026576a 


NT2RF3000907 


HRIFA025046a 


NT2RP3001061 


HRIFA023154a 


NT2RP3001170 


HRIFA01 0078a 


NT2RP3001195 


HRIFA023227a 


NT2RP3001240 


HRIFA023257a 


NT2RP3001322 


HRIFA023304a 


NT2RP3001388 


HRIFA006926a 


NT2RP3001560 


HRIFA030599a 


NT2RP3001738 


HRIFA025766a 


NT2RP30021 60 


HRIFA005760a 


NT2RP3002324 


HRIFA024884a 


NT2RP3002342 


HRIFA006586a 


NT2RP3002571 


HRIFA024255a 


NT2RP3002900 


HRIFA024423a 


NT2RP3002958 


HRIFA01 7670a 


NT2RP3003532 


HRIFA0 13477a 


NT2RP3003939 


HRIFA025636a \ 


NT2RP3004130 


HRIFA025703a 


N I <£nroUU41 oo 


i_i p|CAnoc7ncQ 
n rilrMU^O / uoa 


NT2RP3004294 


HRIFA025771a 


NT2RP3004406 


HRIFA025800a 


NT2RP3004481 


HRIFA026089a 


NT2RP3004625 


HRIFA026564a 


NT2RP3004647 


HRIFA026576a 


NT2RP4001009 


HRIFA022227a 


NT2RP4001879 


HRIFA017818a 


OVARC1 000003 


HRIFA01 0790a 


OVARC1000105 


HRIFA007493a 
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Table 19 (continued) 





The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) 




"transmembrane", and the selected clones (except overlapped with Table 16, 17, and 18) 


5 


name of clone 


name of representative sequence 




OVARC1000137 


HRIFA010891a 




OVARC1 000307 


HRIFA002919a 




OVARC1 000331 


HRIFA004162a 


10 


OVARC1 000553 


HRIFA011197a 


OVARC1 000873 


HRIFA032478a 




OVARC1001163 


HRIFA032079a 




OVARC1 001260 


HRIFA01 9867a 




OVARC1001336 


HRIFA01 9867a 


15 


OVARC1001607 


HRIFA022729a 




PLACE 1000740 


HRIFA012151a 




PLACE1001123 


HRIFA01 2436a 




PLACE1001231 


HRIFA012515a 


20 


PLACE1 001836 


HRIFA012914a 


PLACE1001949 


HRIFA012990a 




PLACE 1002095 


HRIFA013103a 




PLACE1 002905 


HRIFA013586a 




PLACE1 002911 


HRIFA013589a 




PLACE1003163 


HRIFAO 13744a 




PLACE1 003644 


HRIFA01 4056a 




PLACE1 003737 


HRIFA014111a 




PLACE1 004279 


HRIFA01 4465a 




PLACE 1004450 


HRIFA014568a 


30 


PLACE1 004482 


HRIFA014590a 




PLACE1 004630 


HRIFA014688a 




PLACE1 005544 


HRIFA009852a 




PLACE1 005745 


HRIFAO 17855a 


35 


PLACE1 005927 


HRIFA015568a 




PLACE1 006290 


HRIFA015811a 




PLACE1 007096 


HRIFA012167a 




PLACE1 007845 


HRIFA01 6758a 




PLACE1 007881 


HRIFA01 6240a 


40 


PLACE1 008359 


HRIFA015547a 




PLACE1008716 


HRIFA01 7295a 




PLACE1 008985 


HRIFA01 7457a 




PLACE1 009600 


HRIFA01 7836a 


45 


PLACE1010011 


HRIFA01 8092a 


PLACE1010078 


HRIFA018131a 




PI APFim 


HR1FA01 8238a 




PLACE1010445 


HRIFA01 0736a 




PLACE1010827 


HRIFA01 8580a 


50 


PLACE1011045 


HRIFA01 4500a 




PLACE1011181 


HRIFA01 8794a 




PLACE1 011236 


HRIFA01 8827a 




PLACE1011516 


HRIFA01 8993a 


55 


PLACE3000181 


! HRIFA004112a 


SKNMC1 000082 


HRIFA030147a 




THYRO1000196 


HRIFA029050a 
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Table 19 (continued) 



10 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) 


"transmembrane", and the selected clones (except overlapped with Table 16, 17, and 18) 


name of clone 


name of representative sequence 


THYR01 000400 


HRIFA000564a 


THYR01 000584 


HRIFA029209a 


THYR01 000678 


HRIFA029256a 


THYR01 000776 


HRIFA029317a 


THYR01 000795 


HRIFA029327a 


THYR01 000866 


HRIFA027714a 


THYRO1001113 


HRIFA029460a 


THYRO1001128 


HRIFA029467a 


THYRO1001242 


HRIFA032360a 


THYR01 001 Pfifi 
till nv/ i \J\J i cuu 


HRIFA030264a 


THYRO1001456 


HRIFA030370a 


THYRO1001529 


HRIFA030411a 


THYRO1001702 


HRIFA030511a 


Y79AA1000127 


HRIFA026121a 


Y79AA1 000270 


HRIFA005644a 


Y79AA1001426 


HRIFA028651a 


Y79AA1001787 


HRIFA028790a 


Y79AA1001799 


HRIFA032070a 


Y79AA1002213 


HRIFA032224a 



Table 20 



30 



35 



45 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) "signal", 


and the selected clones (except overlapped with Table 16, 17, 18 and 19) 


name of clone 


name of representative sequence 


BNGH41 000087 


HRIFA029508a 


HEMBA1000128 


HRIFA000123a 


HEMBA1 000443 


HRIFA000415a 


HEMBA1 000590 


HRIFA000553a 


HEMBA1 000634 


HRIFA004780a 


HEMBA1 000745 


HRIFA000695a 


HEMBA1001221 


HRIFA001132a 


HEMBA1001228 


HRIFA001138a 


HEMBA1001390 


HRIFA000071a 


HEMBA1002131 


HRIFA001942a 


HEMBA1002167 


HRIFA00 1975a 


HEMBA1002178 


HRIFA001984a 


HEMBA1 002524 


HRIFA002284a 


HEMBA1 002992 


HRIFA002694a 


HEMBA1 003072 


HRIFA002762a 


HEMBA1003315 


HRIFA000016a 


HEMBA1 003487 


HRIFA003055a 


HEMBA1 003530 


HRIFA003093a 


HEMBA1005145 


HRIFA003946a 


HEMBA1 005337 


HRIFA019651a 


HEMBA1 005449 


HRIFA020707a 


HEMBA1 005522 


HRIFA021398a 
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Table 20 (continued) 



10 



20 



30 



40 



45 



50 



55 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) "signal", 


and the selected clones (except overlapped with Table 16, 17, 18 and 19) 


name of clone 


name of representative sequence 


H EM BA1 006335 


HRIFA01 2069a 


H EM BA1 006572 


HRIFAOP 1543a 

1 II 111 #W t 1 w CI 


HEMBA1 006707 


HRIFA0214Q9a 


HFMBA1 006749 


HRIFAOP 1637a 

i 1 1 1 1 1 nuc. i i a 


H FMBA1 006Q0P 


HRIFAOP 1 754a 
nnirnut i / Jin 


HFMBA1007013 


HRIFA0P1 QOfia 


HFMBA1 007057 


HRIFA0PPQR5a 


HFMBR1 000447 


HRIFA001 55fta 


HFMBB1 000567 


HRIFA0PQ730a 
nnirnvto / owd 


HFMBR1 000881 

1 1 I 1 V 1 1 > 1 ) 1 UUuUU 1 


H R I FA0PQQ3Pa 


hpmrri nm opr 

nulVIDD I UU I U£U 




11 CIVIUD 1 WW 1 VJ*+D 


H R 1 FA0*A0n45a 


HFMRR1 001 flA7 


H R 1 FA0*a "1 P4Qa 


MAMMA1 0001 06 

IVI rAIVI IVI AA 1 UUU 1 WW 


H R 1 FA0P448?a 


MAMMA1 OOOPPfi 

IVI rAI VI 1 VI rA 1 UUUtbU 


HRIFA0P5Q7fla 


MAMMA10005Q1 

IVI rA I VI I VI /A 1 UUU JC7 1 


HRIFAOPR^O^a 


MAMMA1 001 04*3 

IVIrAlVIIVI/A I UU I UfO 


MPIFAHPRTR/la 
n ri I rMU£ D / D*f a 


M AMM A1 001 Q57 

IVIrMVMVI/A I \J\J I c?0 / 


nnlrMUt / OOOd 


iVIrAlVllVI/A 1 UU^UOU 


n ri I rnU I oyood 


M AMM A1 oopp^4 

IVI rAIVI IVI /A 1 UUc.tOH 


HRIFA0P77PPa 
nnirnUt / / Ltd 


MAMMA1 nn?fi^i 

IVI/AIVmVI/A 1 uu^uoo 


HRIFAO'aOARI a 


mammai on^i PR 

IVIrAlVIIVI/A I UUJ I *LW 


H R 1 FAOPQPR^a 


MT9RM 1 C\C\C\AC\0 




NT9RM 1 00054P 
i\ i ^nivi i uuuotc 


W R I P A O O ZLd. Q n 


ntprmpooo4i n 

IN I rilVI^.W W W*+ f w 


WRIFAOPPn55a 
n ni i nuttUjjd 


ntprmpoooap^ 


HRlFAOPPOR5a 


nitprmpooorpp 


HRIFA0PP1 5Ra 


NTPRMP000773 


HRIFAOP'AflQAa 


ntprmpooi rpr 

IN i ^_ 11 1 VI *I W W 1 U£.U 


HRIFA0PRQ1 1 a 

11 11 1 1 /AW^l Oc? 1 Id 


NTPRMP001 R1 ft 

IN 1 l. n 1 VI ^_ W W lulu 


HRIFAOP 1 Q^5a 
nnirnuo i yood 


NTPRM4000R4R 
IN 1 c. n IVI tuu w w*+o 


HRIFA0^P7^0a 
n n i rnvOt / owd 


NTPRM4001 R4S 

IN 1 C- n 1 VI *"+ W W 1 OHu 


HRIFA0P471 fta 
n n i rnvtH / i od 


NTPRP1 000050 
in i t n i i wwwwww 


HRIFA0051 OPa 
n n i rnuuu i w^d 


NTPRP1 001 004 

IN 1 till IWW 1 WW"T 


HRIFA0057P0a 


NTPRPP000 / a'Q4 

IN 1 tnr tUUUOOH 


HRIFA00*iR40a 
n n 1 i /aw uouHUa 


NTPRPP00051 4 
in i tnr t.wwwo 1 1 


HRIFA00R4Q4a 


NTPRPP001 4R0 
in i tnrtuv i tow 


HRIFA007P1 Qa 
i i n 1 1 /a w w / i C7d 


NT2RP2001755 


HRIFA007424a 


NT2RP2001878 


HRIFA007512a 


NT2RP2002188 


HRIFA007745a 


NT2RP2002564 


HRIFA007244a 


NT2RP2002824 


HRIFA008200a 


NT2RP2003042 


HRIFA008362a 


NT2RP2003593 


HRIFA008252a 


NT2RP2003931 


HRIFA008976a 


NT2RP2004606 


HRIFA009451a 


NT2RP2004648 


HRIFA009482a 
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Table 20 (continued) 



10 



20 



30 



35 



40 



45 



50 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) "signal", 


and the selected clones (except overlapped with Table 16, 17, 18 and 19) 


name of clone 


name of representative sequence 


NT2RP2005163 


HRIFA009825a 


NT2RP2005247 


HRIFA009881a 


NT2RP2005378 


HRIFA004919a 


NT2RP2005541 


HRIFA01 0090a 


NT2RP2005883 


HRIFA010319a 


NT2RP2006042 


HRIFA01 0425a 


NT2RP3000063 


HRIFA022528a 


NT2RP3000436 


HRIFA022776a 


NT2RP3000444 


HRIFA022782a 


NT2RP3000481 


HRIFA028614a 


NT2RP3000721 


HRIFA009825a 


NT2RP3001012 


HRIFA023129a 


NT2RP3001159 


HRIFA023212a 


NT2RP3001592 


HRIFA023464a 


NT2RP3001754 


HRIFA007728a 


NT2RP3002311 


HRIFA024718a 


NT2RP3002738 


HRIFA020748a 


NT2RP3002790 


HRIFA026519a 


NT2RP3002887 


HRIFA029278a 


NT2RP3003354 


HRIFA008212a 


NT2RP3003448 


HRIFA025479a 


NT2RP3003473 


HRIFA001413a 


NT2RP3003614 


HRIFA032642a 


NT2RP3004075 


HRIFA010301a 


NT2RP3004090 


HRIFA027329a 


NT2RP3004202 


HRIFA025327a 


NT2RP3004309 


HRIFA025778a 


NT2RP3004345 


HRIFA025353a 


NT2RP3004557 


HRIFA025907a 


NT2RP4001467 


HRIFA01 3276a 


OVARC1000313 


HRIFA011016a 


OVARC1 000410 


HRIFA022691a 


OVARC1 000439 


HRIFA011105a 


OVARC1001086 


HRIFA01 1580a 


OVARC1 001569 


HRIFA022728a 


OVARC1 001670 


HRIFA01 9412a 


PLACE1 001407 


HRIFA01 2069a 


PLACE 100 1464 


U □ I C A H 1 Q07Cq 

MHIrAU i o^/oa 


PLACE1001516 


HRIFA01 2702a 


PLACE1001795 


HRIFA01 2885a 


PLACE1001918 


HRIFA01 2969a 


PLACE1 002080 


HRIFA0130921a 


PLACE1 002153 


HRIFA013135a 


PLACE1 002355 


HRIFA01 3254a 


PLACE1 002374 


HRIFA01 3265a 


PLACE1 002726 


HRIFA01 8688a 


PLACE1 003428 


HRIFA013911a 
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Table 20 (continued) 



10 



20 



30 



35 



40 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) "signal", 


and the selected clones (except overlapped with Table 16, 17, 18 and 19) 


name of clone 


name of representative sequence 


PLACE 1003460 


HRIFA01 3932a 1 


PLACE 1003772 


HRIFA014133a 


PLACE1 004078 


HRIFA01 4336a 


PLACE1 004520 


HRIFA014621a 


PLACF1 004648 


HRIFA01 4702a 


PLACF1 004887 


HRIFA01 4868a 


PLACE 1005426 


HRIFA0 15246a 


PLACE1 006071 


HRIFA01 6639a 


PLACE1 006443 


HRIFA01 5902a 


PLACE1006716 


HRIFA0 16070a 


PL ACF1 006959 


HRIFA01 6214a 


PI ACF1 007077 


HRIFA01 6639a 

1 II III r\\J 1 VJUw^Q 


PLACF1 007081 


HRIFA01 6290a 

1 II 111 f\ \J 1 Ub<7\/Q 


PLACF1 007702 


HRIFA01 6669a 

1 II III rW 1 \J\J\J<7Ck 


PLACF1 008657 


HRIFA01 7257a 

1 1 1 1 1 1 f \\J 1 / £-**J / C4 


PLACF1 008744 


HRIFA01 7312a 

1 1 1 1 1 1 / » W 1 t W 1 


PI ACF1 009546 


HRIFA01 7801a 

i ii ill / a w i # i a 


PI ACFIOHUfi 


HRIFA01 8754a 


PI ACF1 01 1 708 

i LnvL lull/ UO 


HRIFA01 Q1 05a 

1 II 111 f\ W 1 W 1 WW CI 


PI ACF90001 1 8 


H R 1 FA02 4994a 


PLACF^000213 


HRIFA01 5486a 

1 II 111 #W 1 w^T^^C* 


PI ACF4000354 

l L— / L_*-rw^w^ww«J t + 


HRIFA01 5486a 

1 II 111 / * W 1 w/*tUUQ 


THYRH1 onnoRi 
i n t nu i uuuuo i 


HRIFA01 ^P79a 


THYR01 000846 


HRIFA029349a 


THYRO1001063 


HRIFA02 9434a 


THYRO1001608 


HRIFA050456a 


THYRO1001803 


HRIFA030566a 


Y79AA1 000876 


HRIFA030629a 


Y79AA1001090 


HRIFA028511a 


Y79AA1001272 


HRIFA028576a 


Y79AA1001727 


HRIFA006642a 


Y79AA1001803 


HRIFA032073a 


Y79AA1 002376 


HRIFA032820a 



Table 21 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) 


"glycoprotein", and the selected clones 




name of clone 


name of representative sequence 


BNGH41 000087 


HRIFA029508a 


BNGH41 000091 


HRIFA029511a 


HEMBA1 000275 


HRIFA000264a 


HEMBA1 000349 


HRIFA000327a 


HEM BA1 000590 


HRIFA000553a 


HEMBA1 000634 


HRIFA004780a 


HEMBA1 000835 


HRIFA000776a 


HEMBA1 000907 


HRIFA000845a 
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Table 21 (continued) 



10 



20 



30 



35 



45 



50 



55 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) 


"nlvronmtpin" and the selected clones 




name of clone 


name of representative sequence 


HEMBA1001221 


HRIFA001132a 


HEMBA1001228 


HRIFA001138a 


HEMBA1001621 


HRIFA001489a 


HEMBA1002131 


HRIFA001942a 


HEMBA1002164 


HRIFA001972a 


HEMBA1002167 


HRIFA001975a 


HEMBA1002178 


HRIFA001984a 


HEMBA1002316 


HRIFA002102a 


HEMBA1 002421 


HRIFA005392a 


HEMBA1 002767 


HRIFA002503a 


HEMBA1 003047 


HRIFA002743a 


HEMBA1003101 


HRIFA002787a 


HEMBA1003230 


HRIFA002891a 


HEMBA1003392 


HRIFA002980a 


HEMBA1004250 


HRIFA003504a 


HEMBA1004391 


HRIFA020693a 


HEM BA1 004444 


HRIFA029285a 


HEM BA1 004454 


HRlFA003592a 


HEM BA1 004505 


HRIFA003635a 


HEMBA1005449 


HRIFA020707a 


HEMBA1005489 


HRIFA024543a 


HEM BA1 005522 


HRIFA021398a 


HEMBA1 005545 


HRIFA020272a 


HEMBA1 006335 


HRIFA012069a 


HEMBA1 006572 


HRIFA021543a 


HEMBA1 006707 


HRIFA021499a 


HEMBA1 006724 


HRIFA021620a 


HEMBA1 006749 


HRIFA021637a 


HEMBA1 006902 


HRIFA021754a 


HEMBA1 007057 


HRIFA022985a 


HEMBA1 007332 


HRIFA022493a 


HEMBB1 000447 


HRIFA001558a 


HEMBB1 000567 


HRIFA029730a 


HEMBB1 000679 


HRIFA029802a 


HEMBB1000881 


HRIFA029932a 


HEMBB1001048 


HRIFA030045a 


HEMBB1 002427 


HRIFA005760a 


MAMMA1000106 


HRIFA024482a 


MAiVIIVlA i UUUAUo 


n ri I rnUtOtDOd 


MAMMA1 000591 


HRIFA026303a 


MAMMA1 000681 


HRIFA026364a 


MAMMA1 000706 


HRIFA026382a 


MAMMA1001043 


HRIFA026764a 


MAMMA1001237 


HRIFA026860a 


MAMMA1001615 


HRIFA022865a 


MAMMA1001893 


HRIFA027485a 


MAMMA1001978 


HRIFA027549a 
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Table 21 (continued) 



10 



20 



25 



30 



35 



45 



50 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) 


"glycoprotein", and the selected clones 




name of clone 


name of representative sequence 


MAMMA1 002070 

1 V 1 #\ 1 V 1 1 V 1 w\ 1 WWbW* w 


HRIFA028371a 


MAMMA1001091 

1 V 1 #\ 1 V 1 1 V 1 § \ I WW 1 WW 1 


HRIFA027622a 


MAMMA1002128 

1 V 1 #\ 1 V 1 1 V 1 /» 1 W W C— 1 W 


HRIFA027644a 


MA MM A 1002586 


HRIFA027012a 


MAMMA1 0031 26 


HRIFA029263a 


NT2RM 1000462 

IN 1 CI 1IVI 1 WV^Wfc- 


HRIFA004426a 


NT2RM1 000542 

1 >i 1 c_ 1 1 IV 1 1 W w VW~Lp 


HRIFA004490a 


NT2RM1 000580 

1 1 CI 1IVI 1 WV^fc^V 


HRIFA004523a 


NT2RM2000423 


HRIFA022065a 


NT2RM2001626 


HRIFA028911a 


NT2RM2001 792 

111 1 CI llVlbvv 1 * £— 


HRIFA029002a 


NT2RM2001818 

IM 1 C_ 1 1 \WC\J\J IU IU 


HRIFA031935a 


i NT2 R M200 1 939 

IM 1 CI llVlbW 1 JuC 


HRIFA032009a 


NT2RM2001 941 


HRIFA032011a 


NT2RM4000198 


HRIFA032453a 


NT2RM4000284 

1 N 1 CI llVI*TwuW£.UT 


HRIFA032506a 


NTPRM4000417 


HRIFA032587a 


NT?RM4000 ( 587 


HRIFA032696a 


NT? R M4000648 
in i tnivi'tuyuuto 


HRIFA032730a 


NT2RM4001843 

IN 1 CI 1 )VI"vv 1 


HRIFA024718a 


NT2RM40 02352 
in i tnivi'TUUtojt. 


HRIFA001337a 


NT2RP1 000002 

IN 1 CI 1 1 1 WWVC 


HRIFA005072a 


ntprpi nnoo^o 

IN 1 crif I *JvWOW 


HRIFA005102a 


IN 1 cril IUUUU IO 


HRIFA005462a 


IN 1 crii 1 VJU I 


HRIFA005702a 


NT2RP1001004 

IN 1 CI 11 1 w \J I W~ 


HRIFA005720a 


NT2RP2000394 

IN 1 CI II CwWw^T 


HRIFA003640a 


NT2RP2000514 

IN 1 CI 11 CWVw IT 


HRIFA006494a 


| NT2RP2000616 

IN 1 C- ill C-\J\J\J\-j I \J 


HRIFA006572a 


NT2RP2001 480 

in I c n i c v \j i *tu w 


HRIFA007219a 


NT2 R P200 1 562 


HRIFA01 0799a 


NT2RP2001755 

IN 1 CI \\ C\J\J 1 / w 


HRIFA007424a 


NT2RP2001878 

1 1 b 1 1 1 W W 1 W f W 


HRIFA007512a 


NT2RP2002188 

1 M 1 ^ 111 t_ w V-/ 1 V ^ 


HRIFA007745a 


mto R P2002304 

IN 1 CI 11 C^\J\J C—y*J \J~ 


HRIFA007829a 


NT2RP2002409 

IM f ^1 11 ^WWfc,"TWw 


HRIFA007909a 


NT2RP2002510 

IN 1 111 C— w w 1 w 


HRIFA007985a 


NT2 R P2002533 

1 M f CI 11 Cww^www 


HRIFA008000a 


NT2RP2002564 


HRIFA007244a 


NT2RP2002942 


HRIFA008284a 


NT2RP2003042 


HRIFA008362a 


NT2RP2003469 


HRIFA008661a 


NT2RP2003931 


HRIFA008976a 


NT2RP2004205 


HRIFA009171a 


NT2RP2004447 


HRIFA009339a 


NT2RP2004606 


HRIFA009451a . 


NT2RP2004648 


HRIFA009482a 



BNSD0CID: <EP 1 1 30094 A2_l_> 



80 



EP 1 130 094 A2 



Table 21 (continued) 



20 



30 



35 



40 



50 



55 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) 


"glycoprotein", and the selected clones 




name of clone 


name of representative sequence 


NT2RP2004847 


HRIFA005944a 


NT2RP2005181 


HRIFA005409a 


NT2RP2005247 


HRIFA009881a 


NT2RP2005541 


HRIFA01 0090a 


NT2RP2005597 


HRIFA010130a 


NT2RP2005632 


HRIFA01 0152a 


NT2RP2005883 


HRIFA010319a 


NT2RP2006004 


HRIFA002766a 


NT2RP2006042 


HRIFA01 0425a 


NT2RP2006269 


HRIFA025913a 


NT2RP3000059 


HRIFA022203a 


NT2RP3000063 


HRIFA022528a 


NT2RP3000125 


HRIFA022234a 


NT2RP3000304 


HRIFA022616a 


NT2RP3000481 


HRIFA028614a 


NT2RP3000616 


HRIFA022875a 


NT2RP3000871 


HRIFA023048a 


NT2RP3000921 


HRIFA023069a 


NT2RP3001012 


HRIFA023129a 


NT2RP3001061 


HRIFA023154a 


NT2RP3001159 


HRIFA023212a 


NT2RP3001542 


HRIFA028501a 


NT2RP3001560 


HRIFA030599a 


NT2RP3001754 


HRIFA007728a 


NT2RP3002015 


HRIFA01 5995a 


NT2RP3002160 


HRIFA005760a 


NT2RP3002311 


HRIFA024718a 


NT2RP3002448 


HRIFA024218a 


NT2RP3002738 


HRIFA020748a 


NT2RP3002836 


HRIFA024392a 


NT2RP3002958 


HRIFA01 7670a 


NT2RP3002983 


HRIFA024473a 


NT2RP3003000 


HRIFA024767a 


NT2RP3003076 


HRIFA024978a 


NT2RP3003354 


HRIFA008212a 


NT2RP3003532 


HRIFA0 13477a 


NT2RP3003729 


HRIFA025488a 


NT2RP3004130 


HRIFA025703a 


IN I tnrOUU 1 * IOO 


HRIFA025706a 


NT2RP3004309 


HRIFA025778a 


NT2RP3004481 


HRIFA026089a 


NT2RP3004552 


HRIFA025904a 


NT2RP3004625 


HRIFA026564a 


NT2RP3004640 


HRIFA030250a 


NT2RP4000108 


HRIFA001341a 


NT2RP4001467 


HRIFA01 3276a 


NT2RP4001877 


HRIFA032433a | 
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Table 21 (continued) 



10 



20 



30 



35 



40 



45 



50 



55 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) 


"glycoprotein", and the selected clones 




name of clone 


name of representative sequence 


NT2 R P4002750 


HRIFA028157a 


OVARC1 000003 


HRIFA01 0790a 


OVARC1 000090 


HRIFA01 0859a 


OVARC1 00031 3 


HRIFA011016a 


OVARP1 000467 


HRIFA011128a 

1 IP 111 t \ w III \J tJ. 


OVARP1 000553 


HRIFA011197a 


OVARC1 000873 


HRIFA032478a 

1 II 111 r \\J £—^T i \J l_4 


OVARC1 000Q56 


HRIFA011484a 


OVARC1 001 04Q 


HRIFA022702a 

1 II 111 1 V \J £— £— / W U 


OVARP1001086 


HRIFA01 1580a 

1 II III t WS 1 1 W uuu 


OVARCinOIPfiO 
V— / vnnVj I uu i^uu 


HRIFA01 9867a 


OVARP1 001 33fi 


HRIFA01 9867a 

1 II 111 rV v 1 <-/ U / u 


OV/ARP1 001 5fiQ 


HRIFA022728a 

1 II 111 / £-wU 


OVAROin01^70 


HRIFA01 9412a 


OVARD1 001 R07 
vj vnno i uu i ou/ 


HRIFA022729a 

t II III / V v £_ / C- w U 


OVARP1 001 QQ1 


HRIFA01 9498a 

I ii ill / » i v/"T<Jwa 


PVARP1 00P05R 
\j VMriw i uu£U jo 


HRIFA022737a 


PI APF1 000740 


HRIFA012151a 

1 1 1 1 1 1 f\\S 1 t_ 1 w 1 d 


PI APP1 001 m R 


HRIFA01 2354a 


PI APF1 001114 


HRIFA0 12427a 


PI APF10011P3 


HRIFA01 2436a 


PI APF1001P31 


HRIFA012515a 


PI APF10014.07 


HRIFA01 2069a 


PI APF10014R4 


HRIFA013276a 


PI APF1 001 51 R 


HRIFA01 2702a 


PI APF1 001 5fi4 


HRIFA0 12737a 

1 II III i 1W I ^ / w / f 


PI APF1001R55 


HRIFA01 2795a 

1 1 1 1 1 1 I # <7 W C4 


PI APF1001R3R 


HRIFA012914a 

1 II III / » V ■ *— w 1 TU 


PI APF100POQ5 


HRIFA013103a 

1 1 | 1 1 1 / » w 1 w I VWU 


PI APF100P^PQ 


HRIFA01 3235a 

1 II 111 / \ W 1 Ot.\J<JU 


PI APF100P355 


HRIFA01 3254a 

1 1 1 II 1 r\w 1 v^w~W 


PI APF100P374 


HRIFA0 13265a 

1 II III fiw 1 VtWwU 


PI APF100PQ05 


HRIFA01 3586a 

1 11 111 V 1 w w W w 1-* 


PI ACF1 002Q11 


HRIFA01 3589a 


PI APF1 0031 R3 


HRIFA0 13744a 

1 1 1 1 1 1 # » v t w # i ■ 


PI APF10034PR 


HRIFA013911 a 


PI APF100343R 


HRIFA013919a 


PLACE1 003573 
i lau i i uuuj # o 


HRIFA01 4006a 


PLACE1 003737 


HRIFA014111a 


PLACE1 003852 


HRIFA014185a 


PLACE1 004441 


HRIFA014561a 


PLACE1 004450 


HRIFA014568a 


PLACE1 004520 


HRIFA014621a 


PLACE1 004630 


HRIFA014688a 


PLACE1004816 


HRIFA014819a 


PLACE1 005003 


HRIFA014951a 


PLACE1 005383 


HRIFA015219a 
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Table 21 (continued) 



30 



40 



45 



50 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) 


"glycoprotein", and the selected clones 




name of clone 


name of representative sequence 


PLACE 1005426 


HRIFA01 5246a 


PLACE 1005539 


HRIFA029425a 


PLACE 1005544 


HRIFA009852a 


PLACE1 005569 


HRIFA015351a 


PLACE1 006071 


HRIFA0 16639a 


PLACE1 006073 


HRIFA003402a 


PLACE 1006277 


HRIFA01 5802a 


PLACE1 006290 


HRIFA015811a 


PLACE1 006443 


HRIFA01 5902a 


PLACE1006716 


HRIFA0 16070a 


PLACE1 007077 


HRIFA01 6639a 


PLACE1 007081 


HRIFA01 6290a 


PLACE1 007845 


HRIFA01 6758a 


PLACE1 008469 


HRIFA017146a 


PLACE1008716 


HRIFA01 7295a 


PLACE1 008744 


HRIFA017312a 


PLACE1 008984 


HRIFA01 7456a 


PLACE1 008985 


HRIFA01 7457a 


PLACE1 009527 


HRIFA017791a 


PLACE1010251 


HRIFA01 8238a 


PLACE1010784 


HRlFA031126a 


PLACE1010968 


HRIFA01 8666a 


PLACE1011116 


HRIFA01 8754a 


PLACE1011708 


HRIFA019105a 


PLACE2000118 


HRIFA024994a 


PLACE3000181 


HRIFA004112a 


PLACE3000213 


HRIFAO 15486a 


PLACE4000354 


HRIFA015486a 


SKNMC1000014 


HRIFA030106a 


THYRO1000196 


HRIFA029050a 


THYROI 000584 


HRIFA029209a 


THYR0 1000956 


HRIFA029393a 


THYRO1001102 


HRIFA008174a 


THYRO1001128 


HRIFA029467a 


THYRO1001266 


HRIFA030264a 


THYRO1001803 


HRIFA030566a 


Y79AA1000127 


HRIFA026121a 


Y79AA1 000207 


HRIFA027867a 


Y79AA1 000270 


HRIFA005644a 


Y79AA1 000426 


HRIFA027940a 


Y79AA1 000888 


HRIFA028440a 


Y79AA1001062 


HRIFA023434a 


Y79AA1 001272 


HRlFA028576a 


Y79AA1001426 


HRIFA028651a 


Y79AA1001523 


HRIFA030642a 


Y79AA1001727 


HRIFA006642a 


Y79AA1001863 


HRIFA032097a 
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Table 22 



10 



25 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) "serine/ 


threonine-protein kinase", "tyrosine-protein kinase", or "calmodulin-binding", and the selected clones 


name of clone 


name of representative sequence 


HEMBA1001878 


HRIFA001712a 


HEMBA1002195 


HRIFA01 7703a 


HEMBA1 002227 


HRIFA019136a 


HEMBA1 002551 


HRlFA002309a 


HEMBA1 005084 


HRIFA020184a 


HEMBA1005913 


HRIFA029866a 


HEMBA1 005929 


HRIFA020335a 


HEMBB1 000668 


HRIFA029792a 


MAM MA 1000881 


HRIFA026659a 


MAMMA1001150 


HRIFA026813a 


MAMMA1002142 


HRIFA027656a 


NT2RM2000589 


HRIFA021794a 


NT2RM2001902 


HRIFA031986a 


NT2PP1001020 


HRIFA005728a 


NT2RP1 001031 


HRIFA005732a 


NT2RP2001469 


HRIFA028061a 


NT2RP2001529 


HRIFA007256a 


NT2RP2001769 


HRIFA007435a 


NT2RP2003179 


HRIFA008459a 


NT2RP2003545 


HRlFA008717a 


NT2RP2004670 


HRIFA028468a 


NT2RP3000011 


HRlFA022177a 


NT2RP3000022 


HRIFA022182a 


NT2RP3000172 


HRIFA022265a 


NT2RP3000201 


HRIFA022546a 


NT2RP3000820 


HRIFA0 18262a 


NT2RP3003527 


HRIFA025492a 


NT2RP3003849 


HRIFA025250a 


NT2RP3003874 


HRIFA025261a 


NT2RP4000634 


HRIFA029866a 


NT2RP4000962 


HRlFA027681a 


OVARC1 000255 


HRIFA01 0975a 


OVARC1 000529 


HRIFA011179a 


OVARC1000916 


HRIFA01 1449a 


OVARC1001338 


HRIFA01 9869a 


PLACE1003135 


HRIFA01 3726a 


PLACE1005519 


HRIFA01 5070a 


PLACE1 005736 


HR1FA01 5453a 


PLACE1 008282 


HRIFA01 6654a 


PLACE1 008297 


HRIFA017031a 


PLACE1010081 


HRIFA018134a 


PLACE1011364 


HRIFA0 18904a 


PLACE1011824 


HRIFA019175a 


THYRO1001205 


HRIFA030237a 


THYROI 001457 


HRIFA030371a 


THYRO1001593 


HRIFA030448a 
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Table 22 


(continued) 




The representative sequences of the most homologous sequences in the Swiss Prot with the keyword(s) "serine/ 
threonine-protein kinase", "tyrosine-protein kinase", or "calmodulin-binding", and the selected clones 


5 


name of clone 


name of representative sequence 


10 


THYRO1001700 
THYRO1001770 
Y79AA1 000777 
Y79AA1 000967 
Y79AA1 002381 


HRIFA030509a 
HRIFA030545a 
HRIFA028402a 
HRIFA028468a 
HRIFA032275a 



Table 23 



25 



35 



45 



50 



55 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) 
"transcription regulation" and "activator", "transcription regulation" and "repressor", or "nuclear protein" and 
"repressor", and the selected clones 


name of clone 


name of representative sequence 


HEMBA1 000462 


HRIFA000432a 


HEMBA1 000671 


HRIFA000631a 


HEMBA1 000875 


HRIFA000814a 


HEMBA1 001184 


HRIFA001099a 


HEMBA1 001296 


HRIFA00 1200a 


HEMBA1 001886 


HRIFA00 1720a 


HEMBA1 002048 


HRIFA001866a 


HEMBA1 002985 


HRIFA002689a 


HEMBA1 003120 


HRIFA002805a 


HEMBA1 003497 


HRIFA003063a 


HEMBA1 004007 


HRIFA021040a 


HEMBA1 004067 


HRIFA003340a 


HEMBA1 004085 


HRIFA003357a 


HEMBA1 004785 


HRIFA020862a 


HEMBA1 004952 


HRIFA01 9532a 


HEMBA1 004971 


HRIFA003883a 


HEMBA1 005230 


HRIFA004006a 


HEMBA1 005246 


HRIFA01 9490a 


HEMBA1 005267 


HRIFA004034a 


HEMBA1 006276 


HRIFA021224a 


HEMBA1006517 


HRIFA021445a 


HEMBA1 006544 


HRIFA021494a 


HEMBA1 006770 


HRIFA021651a 


HEMBA1 006912 


HRIFA022335a 


HEMBA1 007063 


HRIFA022348a 


HEMBA1 007226 


HRIFA022411a 


HEMBB1000106 


HRIFA028262a 


HEMBB1 000309 


HRIFA029602a 


HEMBB1 000407 


HRIFA029649a 


HEMBB1 000542 


HRIFA029715a 


HEMBB1001959 


HRIFA031336a 


HEMBB1 002039 


HRIFA031395a 


HEMBB1 002041 


HRIFA031397a 


HEMBB1 002051 


HRIFA026351a 


HEMBB1 002120 


HRIFA031438a 
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Table 23 (continued) 



5 



10 



15 



20 



25 



30 



35 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) 


"transcription regulation" and "activator", "transcription regulation" and "repressor", or "nuclear protein" and 


"repressor", and the selected clones 




name of clone 


name of representative sequence 


HEMBB1 002302 


HRIFA009136a 


HEMBB1 002661 


HRIFA031869a 


MAMMA1 000528 


HRIFA026265a 


MAMMA1000614 


HRIFA026316a 


MAMMA1 000810 


HRIFA026615a j 


MAMMA1001094 


HRIFA026789a 


MAMMA1001532 


HRIFA027125a 


MAMMA1001609 


HRIFA027173a I 


NT2RM 1000407 


HRIFA004401a 


NT2RM 1000789 


HRIFA004663a 


NT2RM2001558 


HRIFA028804a 


NT2RM2001738 


HRIFA028867a 


NT2RM2001767 


HRIFA028983a 


NT2RM4000100 


HRIFA032389a 


NT2RP1 000239 


HRlFA005214a 


NT2RP1 000271 


HRIFA005240a 


NT2RP1 000465 

INI 111 1 w W^FWW 


HRIFA005369a 


NT2RP1 000468 


HRIFA005372a 


NT2RP1 000679 


HRIFA005500a 


NT2RP1 000740 


HRIFA005540a 


NT2RP2000092 


HRIFA006183a 


NT2RP2000178 


HRIFA006250a 


NT2RP2000240 


HRIFA006298a 


NT2RP2000610 


HRIFA006566a 


NT2RP2000712 


HRIFA006649a 


NT2RP2000739 


HRIFA006667a 


NT2RP2001223 


HRIFA007032a 


NT2RP2001276 


HRIFA007068a 


NT2RP2001388 


HRIFA007152a 


NT2RP2001538 


HRIFA007262a 


NT2RP2001662 


HRIFA007352a 


NT2RP2001817 


HR!FA007463a 


NT2RP2001921 


HRIFA007547a 


NT2RP2003138 


HRIFA008426a 


NT2RP2003302 


HRIFA008547a 


NT2RP2003940 


HRIFA008981a 


NT2RP2003950 


HRIFA008989a 


NT2RP2004069 


HRIFA009071a 


NT2RP2004108 


HRIFA009101a 


NT2RP2005069 


HRIFA009762a 


NT2RP2005391 


HRIFA009983a 


NT2RP2005535 


HRIFA010085a 


NT2RP2005666 


HRIFA010176a 


! NT2RP2005774 


HRIFA015063a 


NT2RP2006092 


HR I FA0 10460a 


NT2RP2006134 


HRIFA010490a 
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Table 23 


(continued) 




The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) 




"transcription regulation" and "activator 11 , "transcription regulation" and "repressor", or "nuclear protein" and 


5 


"repressor", and the selected clones 






\ 1 

name of clone 


noma Af rAArocAntotk/o connon^o 
lictrilc Ul l cfJ 1 cocl UcUIVfci ooLjUcfMOcr 




N 1 2HP300U14B 


n rl 1 hAU2224y a 




NT2RP3000232 


M H 1 hAU22bb4a 


10 


NT2RP3000378 


hi H 1 hAU22b / 1 a 


NT2RP3000427 


n n 1 hA0250ooa 




NT2RP3000652 


H H 1 hA022895a 




NT2nP300067/ 


n H 1 rAU^oUU / a 




NT2RP3001271 


n H 1 r A02obo4a 


15 


NT2RP3001650 


rl H 1 rA02b92oa 




NT2RP3001976 


n H 1 rA02b49 ba 




NT2 R P3002286 


M H 1 rA024 1 85a 




NT2RP3002353 


i_i r~> i r~ A r\o /I nnA n 

HRIFA024893a 


20 


NT2 R P3002664 


hi R 1 FA024305a 


NT2 R P3004025 


n H 1 rA02o290a 




NT2RP300411 9 


n n 1 rA02bb9ba 




O VARC 1 000995 


hi RIFA01 1512a 




OVARC1 001132 


l_| r— > ■ r— » Ari07A7/> 

H R 1 FA022707a 


25 


OVARC1 001596 


HRIFA01 9437a 




OVARC1 001 725 


HRIFA01 9958a 




OVARC1 001 952 


i inirA a <iaa- 

HRIFA01 9466a 




OVARC 1002 178 


HnlhA021 007a 




PLACE1 000258 


1 1 nil — f\ f\ A A OOrt<-» 

HRIFA01 1 820a 


30 


PLACE 1000442 


LJDICArt4 A r\ A~? 

HnlhAOl 1 947a 




PLACE1 000907 


HRIFA0 12278a 




PLACE1 003529 


MHIhA01o9o0a 




PLACE1 003598 


M H 1 r A0 1 4024a 


35 


PLACE1 0041 66 


MnlhAO l 4o9ba 




ni a r~ a r\f\ a a 

PLACE1004168 


UIDICTAOI >1QQ7a 

MnlhAU l4oy /a 




PLACE1 00451 9 


UDICAAH A COAo 

n H 1 hAO 1 4b20a 




PLACE1 005239 


UDICAAH CH 00/~i 

MHIhA01o122a 




PLAGbl 005682 


UDICAAH C/IOOo 

hi n 1 hAO 1 o42oa 


40 


r> ■ a C h A AO 

PLAObl 006208 


UDICAAH C7CCn 

MnlhAUib/oba 




PLAObl UUbbl o 


n H I h au i oy4 / a 




rLAUbl UU/U2o 


UQI PA Hi ftOCCa 




PLAObl 007591 


UQI CAAH fiCQQo 

hiMihAU i boyya 


45 


PLAObl 008549 


UQI CTA OH 7H QAo 

MMihAUi / 1 yua 


PLAObl 009 /oo 


UDICAAH 7QOH q 

hi n 1 h AU i / y^ i a 




PLACE1011407 


HRIFA018931a 




PLACE1011978 


HRIFA01 9262a 




THYR01 000580 


HRIFA029208a 


50 


THYR01 000964 


HRIFA029398a 




THYRO1001641 


HRIFA030472a 




Y79AA1 000030 


HRIFA025936a 




179AA 1000750 


HRIFA028187a 


55 


Y79AA1001212 


HRIFA005296a 


Y79AA1 002058 


HRIFA032161a 




Y79AA1002121 


HRIFA032186a 
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Table 23 (continued) 



The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) 
"transcription regulation" and "activator", "transcription regulation" and "repressor", or "nuclear protein" and 
"repressor", and the selected clones 


name of clone 


name of representative sequence 


Y79AA1002129 
Y79AA1 002334 
Y79AA1 002378 


HRIFA011926a 
HRIFA032257a 
HRIFA032274a 



Table 24 





The representative sequences of the most homologous sequences in the SwissProt with the keyword(s) "disease 


15 


mutation", or "syndrome", and the selected clones 






name of clone 


name of representative sequence 




HEMBA1 000732 


HRIFA000683a 




HEMBA1 000835 


HRlFA000776a 


20 


HEMBA1 004391 


HRIFA020693a 




MAMMA1001623 


HRIFA027179C 




NT2RM2000497 


HRIFA021781a 




NT2RM2000632 


HRIFA022166a 


25 


NT2RP1 000579 


HRIFA005438a 


NT2RP2001903 


HRIFA007532a 




NT2RP2005878 


HRIFA008186a 




NT2RP3002411 


HRIFA005781a 




NT2RP3002737 


HRIFA024132a 


30 


NT2RP4002187 


HRIFA030342a 




PLACE1 000033 


HRIFA01 1659a 




PLACE1 001500 


HRIFA012692a 




PLACE1005815 


HRIFA01 5506a 




PLACE1 008657 


HRIFA01 7257a 


35 


PLACE1010713 


HRIFA024504a 



Table 25 



40 


The clones selected by the keyword (s) of the top hit data in the SwissProt, and having the maximal score in the 






ATGprl 0.5 or higher. 






name of clone 


name of sequence 


maximal ATGprl score 




BNGH41 000020 


F-BNGH41 000020 


0.94 


45 


BNGH41 000087 


F-BNGH41 000087 


0.57 




BNGH41 000091 


F-BNGH41000091 


0.81 




HEMBA1000121 


F-HEMBA1 000121 


0.94 




HEMBA1000128 


F-HEMBA1000128 


0.81 




HEMBA1 000275 


F-HEMBA1 000275 


0.83 


50 


HEMBA1 000349 


F-HEMBA1 000349 


0.52 




HEMBA1 000443 


F-HEMBA1 000443 


0.56 




HEMBA1 000462 


F-HEMBA1 000462 


0.75 




HEMBA1 000477 


F-HEMBA1 000477 


0.55 


55 


HEMBA1 000590 


F-HEMBA1 000590 


0.75 




HEMBA1 000634 


F-HEMBA1 000634 


0.94 




HEMBA1 000671 


F-HEMBA1 000671 


0.65 



88 
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Table 25 (continued) 



10 



20 



30 



35 



40 



45 



50 



55 



The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the maximal score in the 




ATGpii 0.5 or higher. 




name of clone 


name of sequence 


maximal ATGprl score 


HEMBA1 000745 


F-HEMBA1 000745 


0.78 


HEMBA1 000835 


F-HEMBA1 000835 


0.64 


HEMBA1 000907 


F-HEMBA1 000907 


0.94 


HEMBA1 000940 


F-HEMBA1 000940 


0.86 


HEMBA1001184 


F-HEMBA1001184 


0.54 


HEMBA1001221 


F-HEMBA1 001221 


0.89 


HEMBA1001228 


F-HEMBA1 001228 


0.94 


HEMBA1001390 


F-HEMBA1 001390 


0.90 


HEMBA1001621 


F-HEMBA1001621 


0.94 


HEMBA1001878 


F-HEMBA1001878 


0.92 


HEMBA1 002048 


F-HEMBA1 002048 


0.71 


HEMBA1 002131 


F-HEMBA1002131 


0.94 


HEMBA1002164 


F-HEMBA1002164 


0.74 


HEMBA1002167 


F-HEMBA1002167 


0.94 


HEMBA1002178 


F-HEMBA1002178 


0.91 


HEMBA1002316 


F-HEMBA1002316 


0.73 


HEMBA1 002421 


F-HEMBA1 002421 


0.90 


HEMBA1 002524 


F-HEMBA1 002524 


0.80 


HEMBA1 002551 


F-HEMBA1 002551 


0.60 


HEMBA1 002767 


F-HEMBA1 002767 


0.94 


HEMBA1 002985 


F-HEMBA1 002985 


0.90 


HEMBA1 002992 


F-HEMBA1 002992 


0.76 


HEMBA1 003047 


F-HEMBA1 003047 


0.70 


HEMBA1 003072 


F-HEMBA1 003072 


0.94 


HEMBA1003101 


F-HEMBA1003101 


0.94 


HEMBA1 003230 


F-HEMBA1 003230 


0.77 


HEMBA1 003315 


F-HEMBA1003315 


0.76 


HEMBA1 003392 


F-HEMBA1 003392 


0.94 


HEMBA1 003487 


F-HEMBA1 003487 


0.90 


HEMBA1 003497 


F-HEMBA1 003497 


0.61 


HEMBA1 003530 


F-HEMBA1 003530 


0.94 


HEMBA1 003945 


F-HEMBA1 003945 


0.94 


HEMBA1 004085 


F-HEMBA1 004085 


0.59 


H EM BA1 004250 


F-HEMBA1 004250 


0.83 


HEMBA1 004391 


F-HEMBA1 004391 


0.94 


HE MBA 1004444 


F-HEMBA1 004444 


0.94 


H EM BA1 004454 


F-HEMBA1 004454 


0.50 


HEM BA1 004505 


F-HEMBA1 004505 


0.94 


HFMRA1 nf)d.7R^ 


F-HFMBA1 004785 


0.89 


HEMBA1 004797 


F-HEMBA1 004797 


0.66 


HEMBA1 004982 


F-HEMBA1 004982 


0.55 


HEMBA1 005070 


F-HEMBA1 005070 


0.94 


HEMBA1 005084 


F-HEMBA1 005084 


0.89 


HEMBA1005145 


F-HEMBA1005145 


0.85 


HEMBA1 005337 


F-HEMBA1 005337 


0.62 


HEMBA1 005449 


F-HEMBA1 005449 


0.91 


HEMBA1 005489 


F-HEMBA1 005489 


0.70 
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Table 25 (continued) 



10 



20 



25 



30 



40 



50 



The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the maximal score in the 




ATGprl 0.5 or higher. 




name of clone 

1 1 C*l 1 lw w 1 W 1 W 1 IV [ 


name of sequence 


maximal ATGprl score 


HFMRA1 005522 
n uivi un i uujjtt. 


F-HEMBA1 005522 


0.73 


HFMRA1 005545 


F-HEMBA1 005545 


0.94 


HFMRA1 005RQR 


F-HEMBA1 005698 


0.68 


HFMRA1 005Q2Q 


F-HEMBA1 005929 


0.72 


MPMRA1 005Q4R 

il CIVI DM 1 UUDOHu 


F-HEMBA1 005945 


0.80 


HPMRA1 OOR97R 
n CIVI DM I UUOc / o 


F-HEMBA1 006276 


0.50 


HPMRA1 OOR9QQ 

PICIVIDM I \J\J\j£.W 


F-HEMBA1 006299 


0.94 


n C I VI DM I UUOOOJ 


F-HEMBA1 006335 


0.94 


MPMRA1 OORA^O 

lICIVIDM I UUDHJU 


F-HEMBA1 006430 


0.93 


MPMRA1 OOR4R9 

n CIVI DM I UUOHOt 


F-HEMBA1 006482 


0.59 


WPMRA1 nfiR51 7 
ri CIVI DM I UUOO i / 


F-HEMBA1 00651 7 

1 1 ILIVILTV 1 w www 1 # 


0.68 


n CIVI DM I UUDOH4 


F-HEMBA1 006544 


0.94 


MPMRA1 OORR79 
ri CIVI DM I UUDO / ^ 


F-HEMBA1 006572 


0.62 


MPMRA1 00R707 
i n CIVI DM I UUD / u/ 


F-HEMBA1 006707 


0.94 


HPMRAmnR794 
n CIVI DM I UUD f C.H 


F-HEMBA1 006724 

1 1 1 ^ IVI LJr\ 1 \J\J\J w t-~ 


0.80 


WPMRA1 OnR7ilQ 

ri civi dm i uuo / *+y 


F-HFMBA1 006749 

I 1 II IVI un 1 U VU / *T W 


0.94 


n cm dm i uuoyut 


F-HFMRA1 006902 

1 [ IL IVI UAA 1 UUUC/Ut. 


0.94 


n cm dm i uuoy i o 


F-HFMRA1 00RQ1 6 

1 1 1 L__ 1 V 1 LJ/ \ 1 wVUv7 1 \J 


0.80 


MPMRA1 nn7m ^ 

n CIVI DM1 UU / U 1 o 


F-HFMRA1 00701 3 

I I 1 1 1 V 1 L-fr \ 1 w w * \J 1 w 


0.82 


n C (VI DM 1 UU / uo / 


F-HFMBA1 007057 

1 1 II IVI Ur\ 1 ww / ww / 


0.94 


n CM DM I UU / £.CX1 


F-HFMRA1 007226 


0.50 


n C M DM I UU / ^*fr I 


F-HFMBA1 007241 

I 1 1 LL IVI U^A 1 ww 1 C-"T 1 


0.94 


ncMDDI UUU1 UD 


F-HFMRR1 0001 06 


0.94 


! nCM DD 1 UUUH'f / 


F-HFMRR1 000447 


0.73 


mcmrr-i nnriRRR 

rICMDDl UUUDDO 


F-HFMRR1 000668 

1 1 lUIVIUU 1 UvvuUU 


0.50 


nCM DDI UUUD / y 


F-HFMBB1 000679 

1 | II IVI 1 — 1 1 — > 1 W W w w # w 


0.91 


riCIVIDD 1 UUUOO 1 


F-HEMBB1 000881 

1 1 II — IVI U 1 — 1 1 W W W W W 1 


0.77 


MPMRR1 001 09R 
riCIVIDD I UU I UzlO 


F-HEMBB1 001 026 

1 1 11 IVI I— J 1 vv 1 s./ C— W 


0.94 


wpyRRi nm oar 

riCIVIDD I UU I U*tO 


F-HFMRB1 001048 

1 1 1 L_IVI UU 1 \J\J 1 w" w 


0.88 


MPMRR1 001 200 
nCIVI DD I UU I iUU 


F-HFMBB1 001 200 


0.81 


MFMRR1 nri"! R7^ 
n CM DDI UU I o/o 


F-HFMRR1 001573 

1 I II IVI 1 — 1 LU 1 w w 1 w / w 


0.80 


WCMRR1 nm ft/17 
rlCMDD 1 UU 1 0*+/ 


F-HFMBB1 001 847 

1 1 II IVIUU 1 W w 1 § 


0.81 


MPMRR1 001 Q5Q 

riCIVIDD I UU 1 s3Z>& 


F-HEMBB1001959 


0.94 


HFMRR1009041 


F-HEMBB1 002041 


0.79 


ury rri nnonRi 

rICMDDl UUtUO 1 


F-HFMRB1 002051 

I 1 11 — IVI \—> LJ 1 w \JC— \J^J 1 


0.60 


UPMRR1 f\r\o'*r\o 
McM DDI UU<iOU*i 


F-HFMRR1 002302 

l l 1 C IVI UU 1 uUl. JUt 


0.89 


MPMRR1 009497 
n CIVI DD 1 UU&*+^ / 


F-HEMBB1 002427 

1 1 II — IVI \—> 1 — ' 1 WWt-~Tt-# 


0.94 


MPMRR1 009RR1 
ri CIVI DD I UUtDO I 


F-HEMBB1 002661 

1 1 IL.IVIUU 1 W W^ W W 1 


0.94 


MAMMA1 000106 


F-MAMMA1000106 


0.78 


MAMMA1 000204 


F-MAMMA1 000204 


0.94 


MAMMA1 000226 


F-MAMMA1 000226 


0.94 


MAMMA1 000403 


F-MAMMA1 000403 


0.59 


MAMMA1 000473 


F'M AMMA1 000473 


0.86 


MAMMA1 000496 


F-MAMMA1 000496 


0.70 


MAMMA1 000591 


F-MAMMA1 000591 


0.77 


MAMMA1 000681 


F-MAMMA1 000681 


0.94 


MAMMA1 000788 


F-MAMMA1 000788 


0.83 
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Table 25 (continued) 
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30 



40 



45 



50 



55 



The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the maximal score in the 




ATGprl 0.5 or higher. 




name of clone 


name of sequence 


maximal mi apn score 


MAMMA1 000814 


f— m. M A h II 1 A d AAAO J A 

F-M AMMA1 00081 4 


0.94 


M A MMA1 000881 


F-M AM MA 1 000881 


U.O I 


k j A fc i ft A A J Jl rt A f~\ 

MAMMA1001043 


F-M AMMA1 001 043 


A 


MAMMA1001094 


I— mm A & A ft A A J AA J /"\ ^ >i 

F-MAMMA1 001 094 


0.80 


MAMMA1001150 


F-MAMMA1 001 1 50 


0.91 


MAMMA1 001237 


r— II A kHllll A J AA4 AA"7 

F-MAMMA1 001 237 


0.52 


MAMMA1001532 


r" ft m A ft 1 k i A J /-\ jr»v ^ r* Art 

F-MAMM A1 001 532 


0.52 


MAMMA1001615 


1- IIAIIIIAJ AA4 A^ r 

F-MAMMA1 001 615 


rt ft/1 

0.94 


MAMMA1001634 


r — IIAUUA4 AA4 AA/I 

F-MAMMA1 001 634 


0.94 


MAMMA1001893 


i — mm a 1 Jli A j S\ S\ J 

F-MAMMA1 001 893 


0.90 


MAMMA1001957 


F-M AMMA1 001 957 


0.94 


MAMMA1 002070 


f ft J A ft Aft ft A 4 AArtA*"7A 

F-MAMMA1 002070 


0.82 


MAMMA1 002080 


r— 4 j A ft ft ft Jl A mi AAAAA A 

F-M AMMA1 002080 


0.72 


MAMMA1 002091 


r* ftjAftjiftiiAJ a Art rtrt J 

F-MAMMA1 002091 


0.70 


MAMMA1 002095 


r — liAIJIJAJ rt rt rt rt rt ^ 

F-MAMM A1 002095 


0.85 


MAMMA1002128 


F-MAMMA1002128 


0.79 


MAMMA1 002234 


F-MAMM A1 002234 


0.94 


MAMMA1 002586 


F-MAMMA1 002586 


0.67 


MAMMA1 002633 


F-M AMMA1 002633 


0.94 


MAMMA1003126 


F-M AMMA1 0031 26 


0.94 


NT2RM1 000407 


F-NT2RM1 000407 


0.94 


NT2RM1 000462 


k t-r^*. ft j ^ Art A jI rt rt 

F-NT2RM1 000462 


0.94 


NT2RM1 000542 


F-NT2RM1 000542 


0.94 


NT2RM1 000580 


F-NT2RM1 000580 


0.94 


NT2RM 1000789 


i— ft, i^r rt r"%ft J ^ aaa "rnA 

F-NT2RM1 000789 


0.82 


NT2RM 1000855 


^ a l^^rt m^> A J ^ rtrt A f\ t~ r~ 

F-NT2RM1 000855 


0.94 


NT2RM 1000858 


f" a n~rt n ft j ^ rtrt a a c o 

F-NT2RM 1 000858 


0.50 


NT2RM 1000899 


f— MTAnHIJAAAAAA 

F-NT2RM 1 000899 


0.78 


NT2RM2000410 


A l*^rt ft J A rt rt A >i -1 A 

F-NT2RM200041 0 


0.82 


NT2RM2000423 


a i*t*A r^> ft j rt rt rt a a rtrt 

F-NT2RM2000423 


0.66 


NT2RM2000565 


F-NT2RM2000565 


0.56 


NT2RM2000582 


F-NT2RM2000582 


r\ 7q 
U./O 


NT2RM2000589 


F-NT2RM2000589 


U.ob 


NT2RM2000622 


F-NT2RM2000622 


u.»4 


NT2RM2000632 


r— |l |*T~rt r^*fc ft 1 rtrt rtrt rtrt rt 

F-NT2RM2000632 


0.73 


NT2RM2000773 


r— ft. i^rrt f"> A JrtrtrtrtTTrt 

F-NT2RM2000773 


0.64 


NT2RM2001126 


F-NT2RM2001126 


0.0/ 


NT2RM2001 558 


F-NT2RM2001 558 


u.y4 


NT2RM2001626 


F-NT2RM2001626 


0.68 


NT2RM2001738 


F-NT2RM2001 738 


0.94 


NT2RM2001767 


F-NT2RM2001767 


0.82 


NT2RM2001818 


F-NT2RM2001818 


0.70 


NT2RM2001 902 


F-NT2RM2001 902 


0.69 


NT2RM2001 939 


F-NT2RM2001939 


0.55 


NT2RM2001941 


F-NT2RM2001941 


0.94 


NT2RM4000100 


F-NT2RM4000100 


0.74 


NT2RM4000198 


F-NT2RM4000198 


0.85 
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Table 25 (continued) 



5 



10 



20 



30 



40 



45 



50 



The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the maximal score in the 




ATGprl 0.5 or higher. 




name of clone 


name of sequence 


maximal ATfinrl <zmr(* 

l 1 1 CIA 11 1 iai » \ 1 v_J 1 | OOUI c 


NT2RM4000284 


F-NTPRM4000PR4 

1 IN 1 cniVIHUUWtOH 


O AQ 

u.oy 


NT2RM40002Q5 


F-NTPRM4000PQR 
i in I £Iiivi < -hjuu£c7o 




NT2RM4000417 


F-NIT2RM400041 7 

1 IN 1 fcniVIHUUU't 1 / 


O flP 

U.O£ 


NT2 R M4000444 


F-NITP RM4000444 

1 IN 1 £l IiVI'tUUU't'tH 


O QA 


NT2RM4000587 


F-NTPRM4000RR7 

i IN 1 £.rilVl t +UUUOO / 


n qa 


NT2RM400064R 


F-NTPRM4000R4R 


U.oo 


NT2RM4000Q65 


F-NTPRMdOOOQRR 
r In 1 £,rilVI < +UUU;700 


U.bU 


NT2RM4001 377 

IN 1 t_ 1 1 IVItUV 1 W / / 


F-NJTPRM4001 °,77 
i ~in i dUiivituu i o/ / 


U.O£ 


NT2RM4001 735 


F-NTPRM4001 73R 

i IN 1 £ n IVI HUL* 1 / oo 


u.y^ 


NT2RM4002352 


F-NTPRM400P°,RP 


u.oo 


NT2RP1 000O0P 

IN 1 C— 1 11 1 \Jw\^WW£ 


F-MTPRP1 OOOOOP 
r in i £.111 i uuuuut 


U./o 


NT2RP1 OOOflRO 

IN 1 till 1 UuvUJiJ 


F-MTPRP1 OOOOf^O 

r-iN i £n~ i uuuuou 


U.o4 


NT2RP1 0001 R1 

IN 1 till 1 \J\J\J 1 O 1 


F-MTPRP1 0001 P.1 
r-lN I tnr I UUU l o I 


U./o 


NT2RP1 OOOP^Q 

IN 1 £.111 1 uUUil J j 


F-MTPRP1 OOOP^Q 
i in i £rif i uuu^oy 




NT2RP1 000261 


F-NTPRP1 000PR1 

I IN 1 £ 11 1 1 VJUVJ£D 1 


u.o / 


NT2RP1 000300 

in i li i \j \j yj o \j kj 


F-MTPRP1 OOO^OO 
i IN I £ n 1 1 uuuouu 


u.y^ 


NT2RP1 0004RR 

IN 1 £.111 1 UUU4UJ 


P.MT9RP1 0004««; 
r-l\ I £rir^ I UUUtOO 


u.y^ 


NT2RP1 0004RR 

In ( tnr 1 UUU4DO 


r-lN I £ri" I UUUhDO 


U.y4 


NT2RP1 000^R1 

In 1 £ n 1 I UUUOO 1 


r-iM 1 £r1n 1 UUUOO 1 


r\ r\ a 

u.y4 


NT2RP1 000R7Q 

In 1 tnr 1 UUUJ/ 57 


F-MTPRP1 000<^7Q 

r-iN i £in" i uuuo/y 


u.y4 


NT2RP1 000R1 3 
in i cnr i i o 


F-MTPRP1 OOOR1 Q 
r-iN i £n" i uuud i o 


u.yu 


NT2RP1 000R7Q 

IN 1 t. 1 II 1 UUUU/ C7 


F-MTPRP1 OOOR7Q 

r-iN i £.n~ i uuuo/y 


C\ GO 
U.OO 


NTPRP1 000740 
in I cnr i uuu/ H-vj 


r-lN I tnr I UUU/ HU 


r» on 
U.oU 


NTPRP1 000QR1 


r-iN i £ fir i uuuyo i 


U.y4 


NTPRP1 001 004 

IN I tnr I UU 1 UUH- 


r-IN 1 £.rir^ 1 UU1 UU4 


r\ -j a 

U.74 


NT2RP1 001 npn 

in i £ n i i uvj i l/£v 


F.MT9RP1 001 OOO 

r-iN i £nn luui U£U 


U./U 


NT2RP1 001 0^1 

IN I £ 1 1 1 1 UU 1 \J\J 1 


P-MTPRP1 001 0Q1 
r -In I tnr I UU I UO J 


u.oy 


NT2RP20000Q? 

IN 1 £— 1 irc.UUUUC7£. 


F-KJTPRPPOnnOQP 
i IN I tnr £UUUUc?£ 


U.OO 


NT2RP90003Q4 
in i tnrcuyuoci 


P.MTORPonnnQQ/i 

r-IN I ^nr^UUUoy4 


U.94 


NTPRPP000447 

IN 1 £ li I £ \j\J\J t -r'-r 1 


P.MTORPOOOO/l^T 
r-IN I ttnr^^UUU*!-^/ 


U.OU 


NT2RP?000^1 4 


F.MT9RP9 nnn^i a 

r-IN I tnrtUUUOl^ 


U.O£ 


NT2RP20005^3 


F-MTPRPPOOORQQ 
r-iN i £n"£uuuooo 


u.y4 


NT2RP2000610 

IN 1 i— 1 II t.UWUU 1 W 


F-NTPRPP000R1 0 

I -IN 1 £il~£LfU\JD 1 \J 




NT2RP200061R 

IN 1 tl 1 1 t v 1 U 


F-ISJTPRPPOOOR1 R 
i -IN 1 cnrtUUUO 1 D 


U.OU 


NT2RP2000R4Q 


P-WTPRPPOOOR4Q 
r - iN i £nn£.uuuD £ fi7 


U.Oo 


NT2RP2000RR3 

IN 1 C— 1 1 1 £WvWUUO 


F-NTPRPPOOORR^ 
i -IN 1 tnrtUUUOOJ 


U.oo 


NT2RP20006Q4 

IN 1 t_ 1 If CVi/V/UUO'Y 


F-MTPRPP000RQ4 

i IN 1 cnr £UUUD57*+ 


n 7/1 
U. / ^ 


NT2RP2000R1 R 

IN 1 t— 1 1 1 i-UUUU I U 


F-NTPRPP000R1 ft 

i -IN 1 tnrcUUUO 1 O 


U.O'f 


NT2RP2000903 


F-NT2RP2000903 


0.59 


NT2RP2001200 


F-NT2RP2001200 


0.88 


NT2RP2001223 


F-NT2RP2001223 


0.92 


NT2RP2001276 


F-NT2RP2001276 


0.59 


NT2RP2001480 


F-NT2RP2001480 


0.85 


NT2RP2001495 


F-NT2RP2001495 


0.78 


NT2RP2001514 


F-NT2RP2001514 


0.78 


NT2RP2001529 


F-NT2RP2001529 


0.94 


NT2RP2001538 


F-NT2RP2001538 


0.89 
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Table 25 (continued) 



20 



35 



40 



50 



The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the maximal score in the 




ATGph 0.5 or higher. 




name of clone 


name of sequence 


maximal mi upn score 


NT2RP2001662 


F-NT2RP2001 662 


0.94 


NT2RP2001755 


F-NT2RP2001 755 


U.y4 


NT2RP2001769 


F-NT2RP2001 769 


0.66 


NT2RP2001878 


F-NT2RP2001 878 


IJ.DO 


NT2RP2001921 


F-NT2RP2001 921 


0.61 


NT2RP2001948 


F-NT2RP2001 948 


0.89 


NT2RP2001956 


F-NT2RP2001 956 


0.74 


NT2RP2002063 


F-NT2RP2002063 


0.94 


NT2RP2002188 


F-NT2RP20021 88 


0.78 


NT2RP2002232 


F-NT2RP2002232 


0.90 


NT2RP2002304 


F-NT2RP2002304 


0.94 


NT2RP2002409 


F-NT2RP2002409 


0.94 


NT2RP2002527 


F-NT2RP2002527 


0.58 


NT2RP2002533 


1— ' & in"Ar^ r^AAAAT AA 

F-NT2RP2002533 


0.87 


NT2RP2002564 


F-NT2RP2002564 


0.94 


NT2RP2002942 


F- NT2 R P2002942 


0.66 


NT2RP2002976 


F-NT2RP2002976 


0.94 


NT2RP2003042 


F-NT2RP2003042 


0.93 


NT2RP2003179 


F-NT2RP2003179 


0.94 


NT2RP2003210 


F- NT2 R P20032 1 0 


0.61 


NT2RP2003302 


F-NT2RP2003302 


0.79 


NT2RP2003369 


F-NT2RP2003369 


0.93 


NT2RP2003390 


F-NT2RP2003390 


0.79 


NT2RP2003469 


F-NT2RP2003469 


0.90 


NT2RP2003545 


F-NT2RP2003545 


0.55 | 


NT2RP2003593 


F-NT2RP2003593 


0.94 


NT2RP2003655 


1 — MTAHHAAAA ATT 

F-NT2RP2003655 


0.83 


NT2RP2003664 


F-NT2RP2003664 


0.89 


NT2RP2004069 


F-NT2RP2004069 


0.76 


NT2RP2004108 


F-NT2RP20041 08 


0.91 


NT2RP2004141 


F-NT2RP20041 41 


0.53 


NT2RP2004447 


F-NT2RP2004447 


0.9o 


NT2RP2004606 


F-NT2RP2004606 


0.94 


NT2RP2004648 


F-NT2RP2004648 


0.94 


NT2RP2004670 


F-NT2RP2004670 


0.94 


NT2RP2004794 


F-NT2RP2004794 


0.65 


NT2RP2004847 


F- NT2 R P2004847 


0.94 


NT2RP2005069 


F- IMT2 R P2005069 


0.89 


NT2RP2005163 


F-NT2RP2005163 


0.79 


NT2RP2005181 


F-NT2RP2005181 


0.87 


NT2RP2005247 


F-NT2RP2005247 


0.77 


NT2RP2005425 


F-NT2RP2005425 


0.77 


NT2RP2005535 


F-NT2RP2005535 


0.51 


NT2RP2005597 


F-NT2RP2005597 


0.74 


. NT2RP2005632 


F-NT2RP2005632 


0.87 


NT2RP2005666 


F-NT2RP2005666 


0.77 


NT2RP2005774 


F-NT2RP2005774 


0.87 
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Table 25 (continued) 



yo 



20 



30 



35 



40 



45 



50 



55 



The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the maximal score in the 




ATGprl 0.5 or higher. 




name of clone 


name of sequence 


maximal ATGprl score 


NT2RP2005878 


F-NT2RP2005878 


0.70 


NT2RP2005883 


F-NT2RP2005883 


0.94 


NT2RP2005941 


F-NT2RP2005941 


0.81 


NT2RP2005994 


F-NT2RP2005994 


0.62 


NT2RP2006004 


F-NT2RP2006004 


0.61 


NT2RP2006042 


F-NT2RP2006042 


0.69 


NT2RP2006099 


F-NT2RP2006099 


0.65 


NT2RP2006512 


F-NT2RP2006512 


0.94 


NT2RP3000011 


F-NT2RP3000011 


0.93 


NT2RP3000022 


F-NT2RP3000022 


0.55 


NT2RP3000059 


F-NT2RP3000059 


0.74 


NT2RP3000063 


F-NT2RP3000063 


0.78 


NT2RP3000171 


F-NT2RP3000171 


0.72 


NT2RP3000172 


F-NT2RP3000172 


0.93 


NT2RP3000201 


F-NT2RP3000201 


0.50 


NT2RP3000232 


F-NT2RP3000232 


0.61 


NT2RP3000304 


F-NT2RP3000304 


0.94 


NT2RP3000378 


F-NT2RP3000378 


0.56 


NT2RP3000436 


F-NT2RP3000436 


0.65 


NT2RP3000444 


F-NT2RP3000444 


0.94 


NT2RP3000616 


F-NT2RP3000616 


0.77 


NT2RP3000645 


F-NT2RP3000645 


0.91 


NT2RP3000676 


F-NT2RP3000676 


0.94 


NT2RP3000721 ■ 


F-NT2RP3000721 


0.82 


NT2RP3000838 


F-NT2RP3000838 


0.94 


NT2RP3000871 


F-NT2RP3000871 


0.94 


NT2RP3000907 


F-NT2RP3000907 


0.59 


NT2RP3000921 


F-NT2RP3000921 


0.64 


NT2RP3001061 


F-NT2RP3001061 


0.72 


NT2RP3001159 


F-NT2RP3001159 


0.94 


NT2RP3001170 


F-NT2RP3001170 


0.70 


NT2RP3001195 


F-NT2RP3001195 


0.94 


NT2RP3001240 


F-NT2RP3001240 


0.83 


NT2RP3001322 


F-NT2RP3001322 


0.62 


NT2RP3001388 


F-NT2RP3001388 


0.94 


NT2RP3001560 


F-N12RP3001560 


0.94 


NT2RP3001592 


F-NT2RP3001592 


0.74 


NT2RP3001650 


F-NT2RP3001650 


0.73 


NT2RP3001738 


F-N12RP3001738 


0.94 


NT2RP3002015 


F-NT2RP3002015 


0.93 


NT2RP3002160 


F-NT2RP3002160 


0.65 


NT2RP3002286 


F-NT2RP3002286 


0.82 


NT2RP3002311 


F-NT2RP3002311 


0.94 


NT2RP3002324 


F-NT2RP3002324 


0.92 


NT2RP3002342 


F-NT2RP3002342 


0.94 


NT2RP3002353 


F-NT2RP3002353 


0.76 


NT2RP3002411 


F-NT2RP3002411 


0.74 
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20 
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35 
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45 
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The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the maximal score in the 




ATGpii 0.5 or higher. 




name of clone 


name of sequence 


maximal m i opri score 


NT2RP3002448 


F-NT2RP3002448 


0.87 


NT2RP3002571 


F-NT2RP3002571 


0.61 


NT2RP3002664 


F-NT2RP3002664 


0.82 


NT2RP3002738 


F-NT2RP3002738 


0.81 


NT2RP3002790 


F-NT2RP3002790 


0.94 


NT2RP3002836 


F-NT2RP3002836 


0.72 


NT2RP3002887 


F-NT2RP3002887 


0.94 


NT2RP3002900 


F-NT2RP3002900 


0.88 


NT2RP3002958 


F-NT2RP3002958 


0.91 


NT2RP3002983 


F-NT2RP3002983 


0.92 


NT2RP3003000 


F-NT2RP3003000 


0.80 


NT2RP3003076 


F-NT2RP3003076 


0.65 


NT2RP3003354 


F-NT2RP3003354 


0.66 


NT2RP3003448 


F-NT2RP3003448 


0.61 


NT2RP3003473 


F-NT2RP3003473 


0.94 


NT2RP3003527 


F-NT2RP3003527 


0.94 


NT2RP3003532 


F-NT2RP3003532 


0.93 


NT2RP3003614 


F-NT2RP3003614 


0.81 


NT2RP3003729 


F-NT2RP3003729 


0.90 


NT2RP3003849 


F-NT2RP3003849 


0.93 


NT2RP3003939 


F-NT2RP3003939 


0.67 


NT2RP3004025 


F-NT2RP3004025 


0.83 


NT2RP3004067 


F-NT2RP3004067 


0.74 


NT2RP3004075 


F-NT2RP3004075 


0.77 


NT2RP3004090 


F-NT2RP3004090 


0.94 


NT2RP3004119 


F-NT2RP3004119 


0.57 


NT2RP3004130 


F-NT2RP30041 30 


0.66 


NT2RP3004133 


F-NT2RP30041 33 


0.94 


NT2RP3004202 


F-NT2RP3004202 


0.53 


NT2RP3004294 


F-NT2RP3004294 


0.71 


NT2RP3004309 


F-NT2RP3004309 


0.92 


NT2RP3004345 


F-NT2RP3004345 


0.73 


NT2RP3004406 


F-NT2RP3004406 


0.62 


NT2RP3004481 


F-NT2RP3004481 


vJ./b 


NT2RP3004552 


F-NT2RP3004552 


0.78 


NT2RP3004557 


F-NT2RP3004557 


0.78 


NT2RP3004625 


F-NT2RP3004625 


0.87 


NT2RP3004640 


F-NT2RP3004640 


A OO 

0.82 


NTPRP^004R47 

IN 1 1 1 1 JUUHU't / 


F-NT2RP3004647 

I 1 » 1 III W^T V # 


0.94 


NT2RP4000108 


F-NT2RP4000108 


0.94 


NT2RP4000634 


F-NT2RP4000634 


0.69 


NT2RP4000962 


F-NT2RP4000962 


0.67 


NT2RP4001009 


F-NT2RP4001009 


0.56 


NT2RP4001467 


F-NT2RP4001467 


0.94 


NT2RP4001877 


F-NT2RP4001877 


0.94 


NT2RP4001879 


F-NT2RP4001879 


0.82 


NT2RP4002187 


F-NT2RP4002187 


0.7 
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The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the maximal score in the 



10 



15 



20 



25 



30 



35 
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50 



55 



j ATGpM 0.5 or higher. 


j name of clone | 


name ui bcv-juciiLrc 


maximal ATGprl score 


j NT2RP4002451 


F-N I ^Hr4UU^Ol 


0.53 


I NT2RP4002750 


r— MTODD/rtft07Cn i 

F-NT2nr4UU*i/oU 


0.67 


j OVARC1 000003 


r-UVAHU 1 OOUOUO 


0.62 


OVARC1000105 


F-OVAHUi 0001 UO 


0.62 


I OVARC1000137 


F-OVARC1 0001 3/ 


0.72 


I OVARC1 000255 


F-OVAHU1 OOO^oo 


0.78 


I OVARC1 000307 


F-OVARC1 00030/ 


0.94 


OVARC1 000313 


F-OVAHU 1 00031 o 


0.94 


I OVARC1 000331 


F-OVAHOl 0003J1 


0.57 


I OVARC1 000410 


F-OVAHOl 00041 U 


0.79 


I OVARC1 000467 


F-OVARC1 0004b/ i 


0.83 


j OVARC1 000529 


F-OVARCiOOuo^y | 


0.94 


I OVARC1 000553 


F-OVAnOlOOOooo I 


0.94 


j OVARC1 000873 


F-OVARC1 000873 


0.88 


j OVARC1000916 


F-OVARC1 00091 b 


0.94 


I OVARC1 000956 


F-O VAnO 1 OOOyob 


0.92 


j OVARC1001030 


F-OVARC1 001 030 


0.94 


J OVARC1001049 


F-OVARC1 001 049 


0.94 


OVARC1001086 


F-OVARC1001086 1 


0.73 


OVARC1001132 


F-OVARC1001132 1 


0.94 


OVARC1001163 


F-OVARC1 0011 b3 


0.75 


OVARC1001222 


F-OVARC1 001 222 


0.67 


I OVARC1001336 


F-OVARC1 001 336 


0.92 


I OVARC1001338 


! F-OVARC1001338 


i o.89 


OVARC1001570 


F-OVARC1001 570 I 


j 0.94 


OVARC 1001 607 


1 r— /^-\\ i a n h Ar\H c^r\~7 

F-OVARC1 001 60/ 


1 0.86 


OVARC1001725 


F-OVARC1 001 725 


1 0.81 


OVARC1001952 


1 F-OVARul 001 yo<i 


I 0.66 


OVARC1001991 


F-OVARC1 001 991 


0.94 


| OVARC1 002058 


I F-OVARC1 002058 


! o.79 


| PLACE1 000442 


[ F-PLAObl 00044*£ 


! 0.93 


PLACE 1000740 


j F-PLACbl 000/40 


! 0.57 


| PLACE1001016 


[ F-PLAObl 001 01 b 


0.92 


| PLACE1001114 


| F-rLAObl 001 114 


0.94 


PLACE1001123 


F-PLACE1 001123 


0.89 


PLACE1001231 


F-PLACE1 001231 


] 0.81 


PLACE1001340 


F-PLAObl 001 340 


0.77 


PLACE 1001401 


j F-PLACE1001401 


0.87 


PLACE1 001407 


I F-PLACE1001407 


0.94 


PLACE1 001464 


| F-PLACE1001464 


0.91 


PLACE1001500 


j F-PLACE1001500 


0.77 


PLACE1001516 


I F-PLACE1001516 


0.89 


PLACE1 001564 


| F-PLACE1001564 


0.52 


PLACE1001655 


j F-PLACE1001655 


0.56 


j PLACE1 001795 


F-PLACE1001795 


0.91 


I PLACE1001836 


F-PLACE1001836 


0.81 


I PLACE1001918 


F-PLACE1001918 


I 0.76 
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The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the maximal score in the 




ATGprl 0.5 or higher. 




name of clone 


name of sequence 


maximal ATGprl score 


PLACE1001949 


F-PLACE1001949 


0.94 


PLACE1 002080 


F-PLACE1 002080 


0.76 


PLACE 1002095 


F-PLACE1 002095 


0.61 


PLACE1002153 


F-PLACE1002153 


0.94 


PLACE1 002329 


F-PLACE1 002329 


0.94 


PLACE1 002355 


F-PLACE1 002355 


0.57 


PLACE1 002374 


F-PLACE1 002374 


0.92 


PLACE1 002547 


F-PLACE1 002547 


0.87 


PLACE1 002726 


F-PLACE1 002726 


0.83 


PLACE1 002905 


F-PLACE1 002905 


0.94 


PLACE1 002911 


F-PLACE1 002911 


0.73 


PLACE1003135 


F-PLACE1003135 


0.69 


PLACE1003163 


F-PLACE1003163 


0.61 


PLACE 1003428 


F-PLACE1 003428 


0.61 


PLACE1 003438 


F-PLACE1 003438 


0.93 


PLACE1 003460 


F-PLACE1 003460 


0.94 


PLACE1 003573 


F-PLACE1 003573 


0.78 


PLACE1 003598 


F-PLACE1 003598 


0.57 


PLACE1 003644 


F- PLACE 1003644 


0.93 


PLACE1 003737 


F-PLACE1 003737 


0.88 


PLACE 1003772 


F-PLACE1 003772 


0.80 


PLACE1 003852 


F-PLACE1 003852 


0.82 


PLACE1 004078 


F-PLACE1 004078 


0.94 


PLACE1004166 


F-PLACE1004166 


0.92 


PLACE1004168 


F-PLACE1004168 


0.58 


PLACE1 004279 


F-PLACE1 004279 


0.64 


PLACE1 004441 


F-PLACE1 004441 


0.90 


PLACE1 004450 


F-PLACE1 004450 


0.85 


PLACE 1004482 


F-PLACE1 004482 


0.57 


PLACE 1004492 


F-PLACE1 004492 


0.85 


PLACE1004519 


F-PLACE1004519 


0.74 


PLACE1 004520 


F- PLACE 1004520 


0.94 


PLACE1 004630 


F- PLACE 1004630 


0.76 


PLACE1 004648 


F- PLACE 1004648 


0.59 


PLACE1004816 


F- PLACE 10048 16 


0.94 


PLACE1 004887 


F-PLACE1 004887 


0.94 


PLACE1 005003 


F-PLACE1 005003 


0.80 


PLACE1 005031 


F-PLACE1 005031 


0.88 






0.94 


PLACE1 005383 


F-PLACE1 005383 


0.52 


PLACE1 005426 


F-PLACE1 005426 


0.52 


PLACE1005519 


F-PLACE1005519 


0.69 


PLACE1 005544 


F-PLACE1 005544 


0.59 


PLACE 1005569 


F-PLACE1 005569 


0.68 


PLACE 1005682 


F-PLACE1 005682 


0.64 


PLACE 1005736 


F-PLACE1 005736 


0.67 


PLACE1005815 


F-PLACE1005815 


0.94 
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Table 25 (continued) 



The clones selected by the keyword(s) 



of the top hit data in the SwissProt, and having the maximal score in the 
ATGpii 0.5 or higher. 



name of clone 



name of sequence 



maximal ATGprl score 
092 



PLACE1 005878 
PLACE1 005927 
PLACE1 006073 
PLACE1 006208 
PLACE1 006277 
PLACE1 006290 
PLACE1 006443 
PLACE1006716 
PLACE 1006959 
PLACE1 007028 
PLACE1 007081 
PLACE1 007096 
PLACE1 007702 
PLACE1 006282 
PLACE1 008297 
PLACE1 008469 
PLACE1 008549 
PLACE1 008657 
PLACE1008716 
PLACE1 008744 
PLACE1 008984 
PLACE1 009279 
PLACE1 009527 
PLACE1 009546 
PLACE1 009600 
PLACE1010011 
PLACE1010078 
PLACE1010081 
PLACE1010251 
PLACE1010445 
PLACE1010713 
PLACE1010827 
PLACE1010968 
PLACE1011045 
PLACE1011116 
PLACE1011181 
PLACE1011236 
PLACE1011364 
PLACE1011407 
PLACE1011516 
PLACE1011708 
PLACE1011824 
PLACE3000181 
SKNMC1000014 
SKNMC1 000082 
THYRO1000196 
THYRQ1 000400 



F-PLACE1 005878 
F-PLACE1 005927 
F-FLACE1 006073 
F-PLACE1 006208 
F-PLACE1 006277 
F-PLACE1 006290 
F-PLACE1 006443 
F-PLACE1006716 
F-PLACE1 006959 
F-PLACE1 007028 
F-PLACE1 007081 
F-PLACE1 007096 
F-PLACE1 007702 
F-PLACE1 008282 
F-PLACE1 008297 
F-PLACE1 008469 
F- PLACE 1008549 
F-PLACE1 008657 
F-PLACE1008716 
F- PLACE 1008744 
F-PLACE1 008984 
F-PLACE1 009279 
F-PLACE1 009527 
F-PLACE1 009546 
F-PLACE1 009600 
F-PLACE1010011 
F-PLACE1010078 
F-PLACE1010081 
F-PLACE1010251 
F-PLACE1010445 
F-PLACE1010713 
F-PLACE1010827 
F-PLACE1010968 
F-PLACE1011045 
F-PLACE1011116 
F-PLACE1011181 
F-PLACE1011236 
F-PLACE1011364 
F-PLACE1011407 
F-PLACE1011516 
F-PLACE1011708 
F-PLACE1011824 
F-PLACE3000181 
F-SKNMC1 000014 
F-SKNMC1 000082 
F-THYRO1000196 
F-THYRQ1 000400 



0.94 

0.94 

0.75 

0.65 

0.94 

0.89 

0.63 

0.89 

0.94 

0.77 

0.84 

0.51 

0.70 

0.64 

0.94 

0.52 

0.94 

0.79 

0.94 

0.74 

0.60 

0.87 

0.80 

0.76 

0.94 

0.86 

0.92 

0.62 

0.94 

0.62 

0.88 

0.51 

0.64 

0.69 

0.78 

0.66 

0.94 

0.64 

0.83 

0.94 

0.94 

0.74 

0.76 

0.74 

0.71 

0.73 
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The clones selected by the keyword(s) of the top hit data in the Swiss Prot, and having the maximal score in the 




ATGprl 0.5 or higher. 


. 


name of clone 


name of sequence 


maximal ATGprl score 


THYR01 000584 


F-THYROI 000584 


0.73 


THYROI 000678 


F-THYROI 000678 


0.86 


THYROI 000776 


F-TH YROI 000776 


0.91 


THYROI 000795 


F-THYROI 000795 


0.92 


THYROI 000846 


F-TH YROI 000846 


0.78 


THYROI 000866 


F-TH YROI 000866 


0.56 


THYROI 000956 


F-TH YROI 000956 


0.94 


THYROI 000964 


F-TH YROI 000964 


0.80 


THYRO1001063 


F-THYRO1001063 


0.87 


THYRO1001071 


F-THYRO1001071 


0.94 


THYRO1001102 


F-THYRO1001102 


0.90 


THYRO1001113 


F-THYRO1001113 


0.74 | 


THYRO1001128 


F-THYRO1001128 


0.79 


THYRO1001205 


F-THYRO1001205 


0.94 


THYRO1001242 


F-THYRO1001242 


0.94 


THYRO1001266 


F-THYRO1001266 


0.94 


THYRO1001456 


F-THYRO1001456 


0.69 


THYRO1001457 


F-THYRO1001457 


0.88 


THYRO1001471 


F-THYRO1001471 


0.91 


THYRO1001478 


F-THYRO1001478 


0.89 


THYROI 001529 


F-THYRO1001529 


0.55 


THYRO1001593 


F-THYRO1001593 


0.94 


THYRO1001608 


F-THYRO1001608 


0.94 


THYRO1001641 


F-THYRO1001641 


0.94 


THYRO1001700 


F-THYRO1001700 


0.76 


THYRO1001702 


F-THYRO1001702 


0.80 


THYRO1001770 


F-THYRO1001770 


0.73 


THYRO1001803 


F-THYRO1001803 


0.94 


Y79AA1 000030 


F-Y79AA1 000030 


0.88 


Y79AA1 000270 


F-Y79AA1 000270 


0.63 


Y79AA1 000426 


F-Y79AA1 000426 


0.92 


Y79AA1 000750 


F-Y79AA1 000750 


0.94 


Y79AA 1000777 


F-Y79AA1 000777 


0.94 


Y79AA1 000876 


F-Y79AA1 000876 


0.94 


Y79AA1 000888 


F-Y79AA1 000888 


0.85 


Y79AA1 000967 


F-Y79AA1 000967 


0.92 


Y79AA1001090 


F-Y79AA1001090 


0.74 


Y79AA1001212 


F-Y79AA1001212 


0.93 


Y7QA A1 nm 


F-Y7QAA1 001 4PR 


0.82 


Y79AA1001523 


F-Y79AA1001523 


0.94 


Y79AA1001727 


F-Y79AA1001727 


0.94 


Y79AA1001787 


F-Y79AA1001787 


0.75 


Y79AA1001799 


F-Y79AA1001799 


0.60 


Y79AA1001803 


F-Y79AA1001803 


0.68 


Y79AA1 002058 


F-Y79AA1 002058 


0.89 


Y79AA1002121 


F-Y79AA1002121 


0.66 


Y79AA1002213 


F-Y79AA1002213 


0.86 
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The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the maximal score in the 




ATGprl 0.5 or higher. 




name of clone 


name of sequence 


maximal ATGprl score 


Y79AA1 002378 


F-Y79AA1 002378 


0.82 


Y79AA1 002381 


F-Y79AA1 002381 


0.89 


Table 26 


The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the maximal score in the 


ATGprl 0.3 or higher and less than 0.5. 




name of clone 


name of sequence 


maximal ATGprl score 


HEMBA1 000732 


F-HEMBA1 000732 


0.32 


HEMBA1001886 


F-HEMBA1001886 


0.46 


HEMBA1002163 


F-HEMBA1002163 


0.44 


HEMBA1002195 


F-HEMBA1002195 


0.41 


HEMBA1003120 


F-HEMBA1003120 


0.44 


HEMBA1 004007 


F-HEMBA1 004007 


0.31 


HEMBA1 004067 


F-HEMBA1 004067 


0.49 


HEMBA1 005267 


F-HEMBA1 005267 


0.37 


HEMBA1 006770 


F-HEMBA1 006770 


0.40 


HEMBB1 000407 


F-HEMBB1 000407 


0.41 


HEMBB1 000542 


F-HEMBB1 000542 


0.47 


HEMBB1002120 


F-HEMBB1002120 


0.33 


MAMMA1 000810 


F-MAMMA1 000810 


0.43 


MAMMA1001609 


F-MAMMA1001609 


0.32 


MAMMA1001978 


F-MAMMA1001978 


0.32 


MAMMA1002142 


F-MAMMA1002142 


0.34 


MAMMA1002165 


F-MAMMA1002165 


0.34 


NT2RM2001792 


F-NT2RM2001792 


0.37 


! NT2RM4001843 


F-NT2RM4001843 


0.44 


NT2RP1 000271 


F-NT2RP 1000271 


0.41 


NT2RP2000739 


F-NT2RP2000739 


0.39 


NT2RP2001388 


F-NT2RP2001388 


0.47 


NT2RP2001562 


F-NT2RP2001562 


0.41 


NT2RP2001903 


F-NT2RP2001903 


0.46 


NT2RP2003138 


F-NT2RP2003138 


0.41 


NT2RP2003931 


F-NT2RP2003931 


0.44 


NT2RP2004205 


F-NT2RP2004205 


0.37 


NT2RP2005378 


F-NT2RP2005378 


0.43 


NT2RP2005541 


F-NT2RP2005541 


0.31 


NT2RP2006092 


F-NT2RP2006092 


0.47 


NT2RP2006269 


F-NT2RP2006269 


0.41 


NT2RP3000148 


F-NT2RP3000148 


0.44 


NT2RP3000427 


F-NT2RP3000427 


0.38 


NT2RP3000820 


F-NT2RP3000820 


0.44 


NT2RP3001754 


F-NT2RP3001754 


0.30 


NT2RP3001976 


F-NT2RP3001976 


0.46 


NT2RP3002409 


F-NT2RP3002409 


0.31 


NT2RP3002737 


F-NT2RP3002737 


0.33 


NT2RP3003874 


F-NT2RP3003874 


0.34 
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Table 26 (continued) 



10 



20 



The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the maximal score in the 


ATGprl 0.3 or higher and less than 0.5. 




name of clone 


name of sequence 


maximal ATGprl score 


OVARC1 000275 


F-0VARC1 000275 


0.44 


OVARC1 000995 


F-OVARC1 000995 


0.34 


OVARC1001569 


F-OVARC1001569 


0.30 


OVARC1001596 


F-OVARC1001596 


0.36 


PLACE1 000907 


F-PLACE1 000907 


0.34 


PLACE1 002967 


F-PLACE1 002967 


0.38 


PLACE1 003529 


F-PLACE1 003529 


0.31 


PLACE1 006071 


F-PLACE1 006071 


0.38 


PLACE1006515 


F-PLACE1006515 


0.48 


PLACE1 007881 


F-PLACE1 007881 


0.43 


rLAOtl UUooOb 


c di Arcmnfl^RQ 
r-rLnUt i uuoooy 


0.47 


PLACE 1008985 


F-PLACE 1008985 


0.48 


PLACE 1009735 


F-PLACE1 009735 


0.37 


PLACE1010784 


F-PLACE1010784 


0.44 


PLACE1011978 


F-PLACE1011978 


0.39 


THYR01 000061 


F-THYR01 000061 


0.38 


THYR01 000580 


F-THYR01 000580 


0.48 


Y79AA1000127 


F-Y79AA1000127 


0.32 


Y79AA1001272 


F-Y79AA1001272 


0.47 


Y79AA1002129 


F-Y79AA1002129 


0.36 



Table 27 
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45 



55 



The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the maximal score in the 


ATGprl 0 or higher and less than 0.3. 




name of clone 


name of sequence 


maximal ATGprl score 


HEMBA1 000006 


F-HEMBA1 000006 


0.14 


HEMBA1 000875 


F-HEMBA1 000875 


0.12 


HEMBA1001296 


F-HEMBA1001296 


0,08 


HEMBA1001563 


F-HEMBA1001563 


0.17 


HEMBA1002227 


F-HEMBA1 002227 


0.05 


HEMBA1 004952 


F-HFMBA1 004952 


0.05 


HEMBA1 004971 


F-HEMBA1004971 


0.24 


HEMBA1 005230 


F-HEMBA1 005230 


0.14 


HEMBA1 005246 


F-HEMBA1 005246 


0.17 


HEMBA1005913 


F-HEMBA1005913 


0.12 


HEMBA1006912 


F-HEMBA1006912 


0.11 


HEMBA1 007063 


F-HEMBA1 007063 


0.14 


HEMBA1 007291 


F-HEMBA1 007291 


0.14 


HEMBA1 007332 


F-HEMBA1 007332 


0.23 


HEMBB1 000309 


F-HEMBB1 000309 


0.15 


HEMBB1 000567 


F-HEMBB1 000567 


0.15 


HEMBB1 002039 


F-HEMBB1 002039 


0.15 


MAM MA 1000528 


F-MAMMA1 000528 


0.11 


MAMMA1000614 


F-MAMMA1000614 


0.23 


MAM MA1 000706 


F-MAMMA1 000706 


0.26 


MAMMA1001066 


F-MAMMA1001066 


0.28 
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Table 27 (continued) 



10 



25 



The clones selected by the keyword(s) of the top hit data in the SwissProt, and having the maximal score in the 


ATGprl 0 or higher and less than 0.3. 






name of clone 


name of seouence 


maximal ATGprl score ! 


MAM MA 100 141 o 


F-MAMMA1 001 41 8 


0.12 


MAMMA 1 001 o^o 


F-MAMMA1 001 623 


0.23 


NT2RM2000497 


F-NTPRMP000497 


0.17 


NT2RM4000326 


F-NTPRM4000326 

1 IN 1 tniVI'rUUUOtU 


0.23 


NT2RM4000593 


F-NTPRM4000593 


0.16 


NT2RM4000761 


F-NTpRM40007fii 


0.13 


NT2RP 1000325 


r IN 1 tnr i vjuvjo^o 


0.29 


NT2RP2000178 


F-NTPRPP0001 78 


0.28 


NT2 R P2000240 


F-NTPRPP000P40 
i ~1N I tnifcUwyt'Tw 


0.16 


NT2RP200071 2 


F-NTPRP200071 2 


0.15 


NT2RP2001469 


F-NT9RPP001 46Q 
r IN 1 tnrtuv ihuo 


0.28 


NT2RP2001817 


F NT9RPP001R17 
r-IN I tnr tUU IOI / 


0.15 


NT2RP2002510 


P MT9RP9009R1 0 


0.26 


NT2RP2002824 


F-NT9RPP00PR94 


0.14 


NT2RP2002974 


P MT9RPP00PQ74 

i "IN 1 tnitUUto/H 


0.05 


NT2RP2003940 


P NT9RPP00*3Q40 


0.25 


NT2RP2003950 


r-lN I ^ri"c.uuot70w 


0.07 


NT2RP2005391 


p ntprppoor^QI 


0.19 


NT2RP2006134 


n-lN I <lrlr cUUD lot 


0.10 


NT2RP3000125 


p MTonp^nnni pr 


0.26 


NT2RP3000481 


P NT9RP'3n004R1 


0.11 


NT2RP3000652 


p-NTpRP^nnofi^2 

i "IN 1 tnrouuuojt 


0.24 


NT2RP3000677 


r-»N 1 tnrOUUUD/ / 


0.11 


NT2RP3001012 


p MTORPQnmmp 
r-IN 1 ^nrouu iu it 


0.22 


NT2RP3001271 


P MTORP^nfH 971 
r-lN I cnrOUU I c. 1 1 


0.29 


NT2RP3001542 




0.28 


OVARC1 000090 




0.21 


OVARC1 000439 




0.21 


OVARC1001260 




0.10 


OVARC1002178 


P OVARP1 78 


0.12 


PLACE1 000033 




0.20 


PLACE1 000258 


p pi Appmnnp^fi 


0.21 


PLACE 1 005539 


F-Pl AHF1 005539 


0.27 


PLACE1 005745 


i P- PI APP 1005745 


0.29 


PLACE 1007077 


P.PI APF1 007077 


0.21 


PLACE1 007296 


F PI APF1007PQR 


0.27 


PLACE1 007591 


F PI APF1007*SQ1 


0.20 


PLACE1 007845 


F-PLACE1 007845 


0.21 


PLACE2000118 


F-PLACE2000118 


0.23 


PLACE3000213 


F-PLACE3000213 


0.21 


PLACE4000354 


F-PLACE4000354 


0.20 


Y79AA1 000207 


F-Y79AA1 000207 


0.21 


Y79AA1001062 


F-Y79AA1001062 


0.28 


Y79AA 100 1863 


F-Y79AA1001863 


0.15 


Y79AA 1002334 


F-Y79AA1 002334 


0.23 


Y79AA1 002376 


F-Y79AA1 002376 


0.29 
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EXAMPLE 13 

Selection of cDNA clone NT2RP2036580 

5 [0184] Clone NT2RP2006580 as well as clone HEMBA1000121 was selected from the representative sequences 
belonging to HRIFA000116a cluster of the most homologous sequence in the SwissProt with the keywoods "trans- 
membrane". Although each of the clones, HEMBA1000121 and NT2RP2006580, was assembled with other clones for 
5* extension, any other clones did not extend the clones toward the 5' direction. Accordingly, it is possible that both 
clones are full-length cDNA clones. The maximal ATGpM score of F-NT2RP2006580 is 0.37, and therefore, the fullness 

10 ratio is low. However, it is still possible for the sequence to cover the full-length. 

[0185] Thus, the total number of selected clones is 830. Based on the top matching data resulted from Swiss-Prot 
homology search, 659 clones were selected. From them, 447 clones were selected by the keywords of "secretion" and 
"membrane". Among the clones selected based on the top matching data, 60 clones exhibited the maximal ATGprl 
score of 0.3 or higher and less than 0.5. 

15 [0186] The sequences of F-NT2RP2006580 and R-NT2RP2006580 are shown in SEQ ID NO: 2545 and SEQ ID 
NO: 2546, respectively. 

EXAMPLE 14 

20 Full-length sequence analysis and homology search 

[01 87] Full-length sequence was determined for each selected cDNA clones. The nucleotide sequence determination 
was performed mainly by the dye-terminator method using custom synthesized DNA primers according to the primer 
walking procedure (custom synthesized DNA primers were used for sequencing; sequencing reaction was performed 

25 with DNA sequencing reagent supplied by PE Biosystems according to the supplier's manual; and the samples were 
analyzed in an automatic sequencer made by the same supplier). Sequence determination of some clones was carried 
out in the same manner but using a Licor DNA sequencer. Overlapping partial nucleotide sequences, which were 
obtained by the above-described method, were assembled together to determine a full-length nucleotide sequence. 
Amino acid sequences were then deduced from the determined full-length nucleotide sequences. However, amino acid 

30 sequence is not shown for a clone of which coding region was hard to be deduced or of which amino acid sequence 
has less than 1 00 amino acid residues. SEQ ID NOs corresponding to the respective clones are indicated in Table 370. 
[0188] GenBank, Swiss-Prot and UniGene were searched for the determined nucleotide sequences by BLAST anal- 
ysis. Matching data of cDNA clone which exhibits higher homology and of which functions are easily predicted based 
on the nucleotide sequences and the deduced amino acid sequences are selected from the BLAST analysis matching 

35 data with P value of 10~ 4 or less. The matching data selected are listed herein. However, there are some clones that 
did not match the criteria for judgment and such matching data of BLAST analysis are not shown herein. The results 
of homology search indicated in the last part of this specification are as follows. 

[0189] Homology search result 1 : data obtained by the homology search of Swiss-Prot database for representative 
sequences of the 5'-end cluster 
40 [0190] Homology search result 2: homology of representative sequences of the 5'-end cluster to the data in Swiss- 
Prot database; the P value is 10-" 10 or less 

[0191] Homology search result 3: homology of representative sequences of the 5'-end cluster to the data in Swiss- 
Prot database; the P value is higher than 1 0" 10 and 1 0" 4 or less 

[0192] Homology search result 4: homology of representative sequences of the 5'-end cluster to the data in Swiss- 
es Prot database; the P value is higher than 1 0" 4 and 1 or less 

[01 93] Homology search result 5: data obtained by the homology search of Swiss-Prot database for 5'-end sequences 
of cDNA clone 

[0194] Homology search result 6: data obtained by the homology search of GenBank database (http:/lwww.ncbi.nlm. 
nih.gov/web/GenBank/) except for EST and STS sequence data for 5'-end sequences of cDNA clone 
so [0195] Homology search result 7: data obtained by the homology search of GenBank database (http://www.ncbi.nlm. 
nih.gov/web/GenBank/) except for EST and STS sequence data for 3'-end sequences of cDNA clone 
[0196] Homology search result 8: data obtained by the homology search of Human UniGene database (http://www. 
ncbi.nlm.nih.gov/Unigene) for 5'-end sequences of cDNA clone 

[0197] Homology search result 9: data obtained by the homology search of Human UniGene database (http://www. 
55 ncbi.nlm.nih.gov/Unigene) for 3'-end sequences of cDNA clone 

[0198] Homology search result 10: result obtained by the homology search for full-length nucleotide sequences and 
deduced amino acid sequences 

[01 99] The P value indicates similarity between two sequences as a score by considering the probability that the two 
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sequences are accidentally similar. In general, as the value is lower, the similarity is higher. In general, as the value is 
lower the homology is higher (Altschul, S.F., Gish, W., Miller, W., Myers, E.W. & Lipman, D.L. (1990) "Basic local 
alignment search tool." J. Mol. Biol. 21 5:403-41 0; Gish, W. & States, D.J. (1 993) "Identification of protein coding regions 
by database similarity search." Nature Genet. 3:266-272). 

5 

Example 15. Gene expression analysis with hybridization using high density DNA filter 

[0200] Nylon membrane for DNA spotting was prepared according to the following procedure. E. coli was cultured 
in each well of a 96-well plate (in a LB medium at 37. for 16 hours). A sample of each culture was suspended in 10 . 

10 1 of sterile water in a well of a 96-well plate. The plate was heated at 100. for 10 minutes. Then, the boiled samples 
were analyzed by PCR. PCR was performed in a 20 .1 solution by using TaKaRa PCR Amplification Kit (Takara) ac- 
cording to the supplier's protocol. Primers used for the amplification of an insert cDNA in a plasmid were a pair of 
sequencing primers, ME761 FW (5' tacggaagtgttacttctgc 3V SEQ ID NO: 3591 ) and ME1 250RV (5 1 tgtgggaggttttttctcta 
37 SEQ ID NO: 3592), or a pair of primers, M13M4 (5' gttttcccagtcacgac 37 SEQ ID NO: 3593) and M13RV (5' cag- 

15 gaaacagctatgac 3" / SEQ ID NO: 3594). PCR was performed using a thermal cycler, GeneAmp System 9600 (PE 
Biosystems) at 95. for 5 minutes; at 95. for 1 0 seconds and at 68. for 1 minute for 10 cycles; at 98. for 20 seconds and 
at 60 for 3 minutes for 20 cycles; and at 72. for 1 0 minutes. After the PCR, the 20 .1 reaction solution was loaded onto 
a 1% agarose gel and fractionated by electrophoresis. DNA on the gel was stained with ethidium bromide to confirm 
the amplification of cDNA. When cDNAs were not amplified by PCR, plasmids containing the corresponding insert 

so cDNAs were prepared by the alkali-extraction method (J. Sambrook, E.F., Fritsh, & T. Maniatis, "Molecular Cloning, A 
laboratory manual/ 2nd edition, Cold Spring Harbor Laboratory Press, 1989). 

[0201] Preparation of DNA array was carried out by the following procedure. A sample of a DNA solution was added 
in each well of a 384-well plate. DNA was spotted onto a nylon membrane (Boehringer) by using a 384-pin tool of 
Biomek 2000 Laboratory Automation System (Beckman-Coulter). Specifically, the 384-well plate containing the DNA 

25 was placed under the 384-pin tool. The independent 384 needles were simultaneously dipped into the DNA solution 
for DNA deposition. The needles were gently pressed onto a nylon membrane and the DNA deposited at the tips of 
needles was spotted onto the membrane. Denaturation of the spotted DNA and immobilization of the DNA on the nylon 
membrane were carried out according to standard methods (J. Sambrook, E.F., Fritsh, & T. Maniatis, "Molecular Clon- 
ing A laboratory manual/ 2nd edition, Cold Spring Harbor Laboratory Press, 1989). 

30 [0202] A probe for hybridization was radioisotope-labeled first strand cDNA. Synthesis of the first strand cDNA was 
performed by using Thermoscript<™> RT -PCR System (GIBCO). Specifically, the first strand cDNA was synthesized 
by using 1 5 g of mRNAs from various human tissues (Clontech), 1 .1 of 50.M Oligo(dT)20 and 50.Ci [MpjdATP 
according to an attached protocol. Purification of a probe was earned out by using ProbeQuant*™) G-50 micro column 
(Amersham-Pharmacia Biotech) according to an attached protocol. In the next step, 2 units of E. coli RNase H were 

35 added to the reaction mixture. The mixture was incubated at room temperature for 10 minutes, and then, 100.g of 
human COT-1 DNA (GIBCO) was added thereto. The mixture was incubated at 97. for 1 0 minutes and then was allowed 
to stand on ice to give hybridization probe. 

[0203] Hybridization of the radioisotope-labeled probe to the DNA array was performed according to standard meth- 
ods (J Sambrook, E.F., Fritsh, & T. Maniatis, Molecular Cloning, A laboratory manual/ 2nd edition, Cold Spring Harbor 

40 Laboratory Press, 1 989). The membrane was washed as follows: the nylon membrane was washed 3 times by incu- 
bating it in Washing solution 1 (2xSSC, 1% SDS) at room temperature (about 26.) for 20 minutes; then the membrane 
was washed 3 times by incubating it in Washing solution 2 (O.lxSSC, 1% SDS) at 65. for 20 minutes. 
[0204] Autoradiography was performed by using an image plate for BAS2000 (Fuji Photo Film Co., Ltd.). Specifically, 
the nylon membrane with probe hybridized thereon was wrapped with a piece of Saran Wrap and brought into tight 

45 contact with the image plate on the light-sensitive surface. The membrane with the image plate was placed in an 
imaging cassette for radioisotope and allowed to stand in dark place for 4 hours. The radioactivity recorded on the 
image plate was analyzed by using BAS2000 (Fuji Photo Film Co., Ltd.). The activity was subjected to electronic 
conversion and recorded as an image file of autoradiogram. The signal intensity of each DNA spot was analyzed by 
using Visage High Density Grid Analysis Systems (Genomic Solutions Inc.). The signal intensity was converted into 

so numerical data. The data were taken in duplicate. The reproducibility was assessed by comparing the signal intensities 
of the corresponding spots on the duplicated DNA filters that were hybridized to a single DNA probe (Figure 2). In 95% 
of entire spots, the ratio between the corresponding spots falls within a range of 2 or less, and the correlation coefficient 
is r=1 .97. Thus, the reproducibility is satisfactory. 

[0205] The detection sensitivity in gene expression analysis was estimated by examining increases in the signal 
55 intensity of probe concentration-dependent spot in hybridization using a probe complementary to the DNA spotted on 
the nylon membrane. DNA used was PLACE 1008092 (the same as DNA deposited in GenBank under an Accession 
No AF1 07253). The DNA array with DNA of PLACE 1 008092 was prepared according to the above-mentioned method. 
The probe used was prepared as follows: mRNA was synthesized in vitro from the clone, PLACE1 008092. By using 
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this mRNA as a template, radioisotope-labeled first strand cDNA was synthesized in the same manner as described 
above, and the cDNA was used as the probe. In order to synthesize mRNA from PLACE1 008092 in vitro, a plasmid 
in which the 5 1 end of the cDNA PLACE1 008092 was ligated to the T7 promoter of pBluescript SK(-) was constructed. 
Specifically, the PLACE 1 008092 insert was cut out from pME1 8SFL3 carrying the cDNA at a Dralll site thereof by Xhol 
digestion. The resulting PLACE1 008092 fragment was ligated to Xhol-predigested pBluescript SK(-) by using DNA 
ligation kit ver.2 (Takara). The in vitro mRNA synthesis from PLACE1 008092 inserted into pBluescript SK(-) was carried 
out by using Ampliscribe*™* T7 high yield transcription kit (Epicentre technologies). Hybridization and the analysis of 
signal intensity of each DNA spot were performed by the same methods as described above. When the probe con- 
centration is 1x10 7 .g/ml or less, there was no increase of signal intensity proportional to the probe concentration. 
Therefore, it was assumed to be difficult to compare the signals with one another in this concentration range. Thus, 
the spots with the intensity of 40 or less were uniformly taken as low level signals (Figure 3). Within a concentration 
of the probe ranging from 1x10 7 .g/ml to 0.1 .g/ml, the signal was found to increase in a probe concentration-dependent 
manner. The detection limit represented as the ratio of the expression level of test mRNA to that of total mRNA in a 
sample was 1 : 100,000. 

[0206] Tables 28-184 (also containing clones without description in Examples) show the expression of each cDNA 
in human normal tissues (heart, lung, pituitary gland, thymus, brain, kidney, liver and spleen). The expression levels 
are indicated with numerical values of 0-10,000. Genes that were expressed in at least a single tissue are indicated 
below by the corresponding clone names: 

clone: BNGH41 000020, BNGH41 000087, BNGH41 000091 , 
HEMBA1 000300, H EM BA1 000443, H EM BA1 000462, HEMBA1 000477, 
HEMBA1 000835, HEMBA1 000875, HEMBA1 000940, HEMBA1 000962, 



HEMBA1001390, 
HEMBA1002164, 
HEMBA1002316, 
HEMBA1 002992, 
HEMBA1 003294, 
HEMBA1 003945, 
HEMBA1 004444, 
HEMBA1 005084, 
HEMBA 1005449, 
HEMBA1005016, 
HEMBA1 006430, 
HEMBA1 006749, 
HEMBA1007013, 
HEMBB1000309, 
HEMBB1 000567, 
HEMBB1001530, 
HEMBB1 002041, 
HEMBB1 002465, 
MAMMA1000106, 
MAMMA1 000457, 
MAMMA1 000681, 
MAMMA1 000986, 
MAMMA1001150, 
MAMMA1001609, 
MAMMA1 002070, 
MAMMA1 002205, 
NT2RM1 000542, 
NT2RM2000410, 
NT2RM2000589, 
NT2RM2001941, 
NT2RM4000965 
NT2RM4001377 
NT2RP1 000271, 
NT2RP1 000903, 
NT2RP2000479, 
NT2RP2001200, 
NT2RP2001529, 



HEMBA1001563, 
HEMBA1002167, 
HEMBA1 002421, 
HEMBA1 003047, 
HEMBA1003315, 
HEMBA1 004007, 
HEMBA1 004454, 
HEMBA1005145, 
HEMBA1 005489, 
HEMBA1006171, 
HEMBA1 006482, 
HEMBA1 006770, 
HEMBA1 007057, 



HEMBA1001621, 
HEMBA1002178, 
HEMBA1 002524, 
HEMBA1 003072, 
HEMBA1003392, 
HEMBA1004067, 
HEMBA1 004505, 
HEMBA1 005230, 
HEMBA1 005545, 
HEMBA1 006276, 
HEMBA1006517, 
HEMBA1 006902, 
HEMBA1 007063, 



HEMBB1 000447, HEMBB1 000542, 
HEMBB1 000642, HEMBB1 000905, 
HEMBB1001573, 
HEMBB1 002051, 
HEMBB1002661, 
MAMMA1000118, 
MAMMA1 000473, 
MAMMA1 000706, 
MAMMA1 000994, 
MAMMA1001284, 
MAMMA1001615, 



MAMMA1 002091, 
MAMMA1 002224, 
NT2RM 1000789, 
NT2RM2000423, 
NT2RM2000622, 
NT2RM4000198, 



HEMBB1001847, 
HEMBB1002162, 
HEMBB1 002663, 
MAMM A1 000204, 
MAMMA1 000528, 
MAMMA1000788, 
MAMMA1001043 : 
MAMMA1001310, 
MAMMA1001634, 
MAMMA1 002095, 
MAMMA1 002586, 
NT2RM 1000855, 
NT2RM2000497, 
NT2RM2000773, 



HEMBA1 002048, 
HEMBA1002195, 
HEMBA1 002551, 
HEMBA1003101, 
HEMBA1 003399, 
HEMBA1001085, 
HEMBA1004797, 
HEMBA 1005246, 
HEMBA1 005698, 
HEMBA1006311, 
HEMBA1 006544, 
HEMBA1006912, 
HEMBA1 007291, 

HEMBB1001026, 
HEMBB1001959, 
HEMBB1 002228, 
HEMBB1 002693, 
MAMMA1 000226, 
MAMMA1 000591, 
MAMMA1 000810, 
MAMMA1001066, 
MAMMA1001344, 
MAMMA1001893, 
MAMMA1002128, 
MAMMA1003126, 
NT2RM1 000858, 
NT2RM2000514, 
NT2RM2001126, 
NT2RM4000444, 



NT2RM4000295, 
NT2RM4000997, NT2RM4001321 , NT2RM4001325, 
NT2RM4001 735, NT2RM4001 768, NT2RM4001 843 
NT2RP1 000325, 
NT2RP2000092, 
NT2RP2000610, 
NT2RP2001388, 
NT2RP2001562, 



NT2RP1000300, 
NT2RF1 000981, 
NT2RP2000533, 
NT2RP2001223, 
NT2RP2001538, 



NT2RP 1000465, 
NT2RP2000178, 
NT2RP2000616, 
NT2RP2001469, 
NT2RP2001662, 



HEMBA1000121, 
HEMBA1 000634 
HEMBA1001228 
HEMBA1002131 
HEMBA1 002227 
HEMBA1 002767 
HEMBA1003120 
HEMBA1 003487 
HEMBA1004110 
HEMBA1 004952 
HEMBA1 005337 
HEMBA1 005929 
HEMBA1 006335 
H EM BA1 006658 
HEMBA1006916 
HEMBA1 007332 

HEMBB1001048 
HEMBB1001978 
HEMBB1 002302 
MAMM A1 000046, 
MAMMA1 000403 
MAMMA1000614 
MAMMA1000814 
MAMMA1001094 
MAMMA1001418 
MAMMA1001901 
MAMMA1002142 
NT2RM 1000407 
NT2RM2000241 
NT2RM2000565 
NT2RM2001626 
NT2RM4000593 

NT2RP1 000002 
NT2RP1 000468 
NT2RP2000240 
NT2RP2000694 
NT2RP2001480 
NT2RP2001878 



HEMBA1 000275, 
HEMBA1000713, 
HEMBA1001296, 
HEMBA1002163, 
HEMBA1 002239, 
HEMBA1 002985, 
HEMBA1 003230, 
HEMBA1 003530, 
HEMBA1 004391, 
HEMBA1 005070, 
HEMBA1 005430, 
HEM BA1 005945, 
HEMBA1 006357, 
HEMBA1 006707, 
HEMBA1 006960, 
HEMBB1000106, 

HEMBB1001407, 
HEMBB1 002039, 
HEMBB1 002427, 
MAMMA1000102, 
MAMMA1 000449, 
MAMMA1 000652, 
MAMMA1 000881, 
MAMMA1001141, 
MAMMA1001532, 
MAMMA1001957, 
MAMMA1002165, 
NT2RM1 000462, 
NT2RM2000306, 
NT2RM2000582, 
NT2RM2001792, 
NT2RM4000761, 

NT2RP1000181, 
NT2RP1 000740, 
NT2RP2000447, 
NT2RP2000739, 
NT2RP2001514, 
NT2RP2001903, 
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NT2RP2001921 

NT2RP2002409 

NT2RP2002824 

NT2RP2003302 

NT2RP2003599 

NT2RP2004141 

NT2RP2004606 

NT2RP2005069 

NT2RP2005425 

NT2RP2005666 

NT2RP2006042 

NT2RP3000059 

NT2RP3000201 

NT2RP3000645 

NT2RP3000818 

NT2RP3001159 

NT2RP3001592 

NT2RP3002015 

NT2RP3002409 

NT2RP3002900 

NT2RP3003469 

NT2RP3003874 

NT2RP3004090 

NT2RP3004309 

NT2RP3004552 

NT2RP4000634 

OVARC1 000090 

OVARC1 000331 

OVARC1 000775 

OVARC1001030 

OVARC1001569 

PLACE1 000231 

PLACE1001016 

PLACE1001407 

PLACE1 002080 

PLACE1 002547 

PLACE1 003407 

PLACE1 003644 

PLACE1004166 

PLACE1 004441 

PLACE 1004648 

PLACE1 005410 

PLACE1 005736 

PLACE 1006073 

PLACE1 007077 

PLACE1 009067 

PLACE 101 1045 

PLACE1011708 

PLACE4000455 



NT2RP2001956, 

NT2RP2002510, 

NT2RP2002942, 

NT2RP2003369, 

NT2RP2003655, 

NT2RP2004179, 

NT2RP2004648, 

NT2RP2005163, 

NT2RP2005463, 

NT2RP2005774, 

NT2RP2006092, 

NT2RP3000063, 

NT2RP3000232, 

NT2RP3000652, 

NT2RP3000820, 

NT2RP3001170, 

NT2RP3001685, 

NT2RP3002160, 

NT2RP3002411, 

NT2RP3002958, 

NT2RP3003473, 

NT2RP3003939, 

NT2RP3004119, 

NT2RP3004321 , 

NT2RP3004557, 

NT2RP4001877, 

OVARC1000105, 

OVARC1 000410, 

OVARC 1000853, 

OVARC1001049, 

OVARC1 001570, 

PLACE1 000258, 

PLACE1001100, 

PLACE1001500, 

PLACE1002095, 

PLACE1 002726, 

PLACE 1003428, 

PLACE1 003772, 

PLACE1004168, 

PLACE1 004482, 

PLACE1004816, 

PLACE1 005426, 

PLACE1 005768, 

PLACE1 006079, 

PLACE1 007096, 

PLACE1 009527, 

PLACE1011116, 

PLACE1011978, 



NT2RP2002015, 
NT2RP2002527, 
NT2RP2002974, 
NT2RP2003383, 
NT2RP2003940, 
NT2RP2004205, 
NT2RP2004794, 
NT2RP2005181, 
NT2RP2005535, 
NT2RP2005878, 
NT2RP2006099, 
NT2RP3000125, 
NT2RP3000304, 
NT2RP3000676, 
NT2RP3000838, 
NT2RP3001195, 
NT2RP3001738, 
NT2RP3002281, 
NT2RP3002721, 
NT2RP3003000, 
NT2RP3003532, 
NT2RP3003963, 
NT2RP3004130, 
NT2RP3004355, 
NT2RP3004625, 
NT2RP4001879, 
OVARC 1000137, 



NT2RP2002063, 
NT2RP2002533, 
NT2RP2003138, 
NT2RP2003390, 
NT2RP2003950, 
NT2RP2004447, 
NT2RP2004837, 
NT2RP2005247, 
NT2RP2005541, 
NT2RP2005887, 
NT2RP2006269, 
NT2RP3000148, 
NT2RP3000378, 
NT2RP3000677, 
NT2RP3000907, 
NT2RP3001271, 
NT2RP3001754, 
NT2RP3002311, 
NT2RP3002737, 
NT2RP3003076, 
NT2RP3003614, 
NT2RP3004025, 
NT2RP3004133, 
NT2RP3004374, 
NT2RP3004640, 
NT2RP4002187, 
OVARC1 000208, 



OVARC1 000439, OVARC1 000467, 
OVARC1 000873, OVARC1 00091 6, 



OVARC1001086, 
OVARC1001596, 
PLACE1 000442, 
PLACE1001114, 
PLACE1001516, 
PLACE1002153, 
PLACE1 002905, 
PLACE1 003438, 
PLACE1 003839, 
PLACE1004199, 
PLACE1 004492, 
PLACE1 004887, 
PLACE1 005539, 
PLACE1005815, 
PLACE1 006277, 
PLACE1 007626, 
PLACE1 009982, 
PLACE1011181, 
PLACE2000118, 



OVARC1001163, 
OVARC1001807, 
PLACE1 000560, 
PLACE1001183, 
PLACE1001655, 
PLACE 1002329, 
PLACE1002911, 
PLACE1 003460, 
PLACE 1003845, 
PLACE1 004279, 
PLACE 1004520, 
PLACE1 005005, 
PLACE1 005544, 
PLACE1 005878, 
PLACE 1006443, 
PL ACE 1007702, 
PLACE1010078, 
PLACE1011236, 
PLACE2000219, 



SKNMC1 00001 4, THYRQ1 000061 , THYRQ1 000099, 



THYR0 1 000866, THYROI 000999, THYR01 001 063, THYR01 001 1 1 3, 
THYR01 001237, THYROI 001242, THYROI 001456, THYROI 001457, 



THYROI 001 523, THYROI 001 529, 
THYROI 001 725, THYROI 001 770, 
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Y79AA1 000270, 
Y79AA1 000967, 
Y79AA1001427, 
Y79AA1001787, 



Y79AA1 000426, 
Y79AA1001013, 
Y79AA1001430, 
Y79AA1001793, 



THYROI 001 593, THYROI 001 608, 

THYROI 001 803, Y79AA1 0001 27, 

Y79AA1 000521 , Y79AA1 000776, 

Y79AA1 001 090, Y79AA1 001 272, 

Y79AA1 001 523, Y79AA1 001 530, 

Y79AA1 001 799, Y79AA1 001 803, 



NT2RP2002188, 
NT2RP2002564, 
NT2RP2003179, 
NT2RP2003469, 
NT2RP2004069, 
NT2RP2004524, 
NT2RP2004847, 
NT2RP2005378, 
NT2RP2005597, 
NT2RP2005941, 
NT2RP3000011, 
NT2RP3000171, 
NT2RP3000436, 
NT2RP3000721, 
NT2RP3000921, 
NT2RP3001388, 
NT2RP3001858, 
NT2RP3002324, 
NT2RP3002738, 
NT2RP3003354, 
NT2RP3003729, 
NT2RP3004067, 
NT2RP3004202, 
NT2RP3004406, 
NT2RP3004647, 
NT2RP4002715, 
OVARC1 000255, 
OVARC1 000529, 
OVARC1 000956, 
OVARC1001260, 
OVARC1001833, 
PLACE1000912, 
PLACE1001229, 
PLACE1001836, 
PLACE1 002374, 
PLACE1 002967, 
PLACE1 003529, 
PLACE1 003852, 
PLACE1 004282, 
PLACE 1004630, 
PLACE1 005031, 
PLACE1 005569, 
PLACE1 005927, 
PLACE1006716, 
PLACE1 008469, 
PLACE1010251, 
PLACE1011364, 
PLACE3000181, 
THYROI 000584, 
THYRO1001128, 
THYRO1001478, 
THYRO1001700, 
Y79AA1 000207, 
Y79AA1 000777, 
Y79AA1001328, 
Y79AA1001592, 
Y79AA1001863, 



NT2RP2002232, 
NT2RP2002721, 
NT2RP2003210, 
NT2RP2003593, 
NT2RP2004108, 
NT2RP2004556, 
NT2RP2005027, 
NT2RP2005391, 
NT2RP2005632, 
NT2RP2006004, 
NT2RP3000022, 
NT2RP3000172, 
NT2RP3000460, 
NT2RP3000789, 
NT2RP3001044, 
NT2RP3001560, 
NT2RP3001976, 
NT2RP3002353, 
NT2RP3002836, 
NT2RP3003448, 
NT2RP3003849, 
NT2RP3004083, 
NT2RP3004294, 
NT2RP3004481, 
NT2RP4000108, 
NT2RP4002750, 
OVARC1000313, 
OVARC1 000553, 
OVARC1 000995, 
OVARC1001336, 
OVARC1001991, 
PLACE1000927, 
PLACE1001340, 
PLACE1001918, 
PLACE1002518, 
PLACE1003163, 
FLACE1 003598, 
PLACE1 004078, 
PLACE1 004305, 
PLACE1 004637, 
PLACE1 005383, 
PLACE1 005725, 
PLACE1 006071, 
PLACE1 006809, 
PLACE1 008985, 
PLACE1010445, 
PLACE1011516, 
PLACE4000354, 
THYROI 000795, 
THYRO1001205, 
THYRO1001495, 
THYRO1001702, 
Y79AA1 000226, 
Y79AA1 000888, 
Y79AA1001426, 
Y79AA1001727, 
Y79AA1 002022, 



Y79AA1002213, Y79AA1 002373, Y79AA1 002376, Y79AA1 002381 . 
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[0207] Genes that were expressed in all the tissues tested are indicated below by the corresponding clone names: 
clone: BNGH41 000020, HEMBA1000300, HEMBA1001390, HEMBA1002239, HEMBA1 00231 6, HEMBA1 004007, 
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HEMBA1 004067, HEMBA1 005145, HEMBA1 005230, HEMBA1 005929, 
HEMBB1 000567, HEMBB1001 847, 



HEMBA1 006357, HEMBA1 006482, 
MAMMA1 000652, MAM MA1 00081 0, 



NEMBB1 001 978, MAMMA1 00061 4, 
MAMMA1000814, MAMMA1 001 066, MAMMA1 001 094, MAMMA1 001284, MAMMA1001310, MAMMA1 001 634, 
MAMMA1 0021 65, M AMM A1 002205, MAMMA1 002224, NT2RM1 000462, 

NT2RM4000997, 



NT2RM2000423, 
NT2RP2001538, 
NT2RP2002510, 
NT2RP2005163, 
NT2RP3001271, 
NT2RP3004647, 
OVARC1001049, 
PLACE1 003598, 
THYRO1001128, 



NT2RM4000761, 
NT2RP2001662, 
NT2RP2002533, 
NT2RP2005535, 
NT2RP3001754, 
OVARC 1000090, 
PLACE1 000231, 
PLACE1 004648, 
THYRO1001205, 



NT2RP2001903, 
NT2RP2004556, 
NT2RP2006269, 
NT2RP3003076, 
OVARC1 000208, 
PLACE1 000258, 
PLACE1 006443, 
THYRO1001242, 



NT2RP1 000271, 
NT2RP2002015, 
NT2RP2004794, 
NT2RP3000171, 
NT2RP3003354, 
OVARC1 000553, 
PLACE1001516, 
PLACE1 008469, 



NT2RM1 000855, NT2RM1 000858, 
NT2RP1 000325, NT2RP1 000465, 



NT2RP2002188, 
NT2RP2004847, 
NT2RP3000645, 
NT2RP3003614, 
OVARC1 000995, 
PLACE 1002080, 
PLACE1011708, 



THYRQ1 001 803 , Y79AA1 000207, 



NT2RP2002409, 
NT2RP2005069, 
NT2RP3000838, 
NT2RP3004640, 
OVARC1001030, 
PLACE1 002911, 
PLACE2000118, 
Y79AA1001013, 



Y79AA1001272, Y79AA1001328, Y79AA1 001 793, Y79AA1 001863, Y79AA1 002022, Y79AA1 002376. 

[0208] Genes that were expressed at low levels in any of the tissues tested are indicated below by the corresponding 

clone names: clone: HEMBA1000006, HEMBA1000128, HEMBA1 000349, HEMBA1000590, HEMBA1000671 , 



HEMBA1 000732 
HEMBA1001297 
HEMBA1 003732 
HEMBA1 005522 
HEMBB1 000276 
HEMBB1 001547 



25 MAMMA1001623, MAMMA1 001 978, MAMMA1 002080, MAMMA1 002087 



NT2RM 1000580 
NT2RM2001939 
NT2RM4000587 
NT2RP1 000448 
NT2RP1001020 
NT2RP2000663 
NT2RP2001755 
NT2RP2002674 
NT2RP2004495 
NT2RP2006134 
NT2RP3000871 
NT2RP3002286 
NT2RP3002887 
NT2RP3004075 
NT2RP4002451 
OVARC1001132 
OVARC1 002058 
PLACE1001123 
PLACE1001788 
PLACE1 003737 
PLACE1 005250 
PLACE1 005745 
PLACE1 006786 
PLACE1 007591 
PLACE1 008359 
PLACE1009196 
PLACE1 009279 
PLACE1010713 
PLACE3000213 
THYROI 000580 
THYRO1001102 



HEMBA1 000745, HEMBA1 000907, HEMBA1 001 1 84 

HEMBA1 001 878, HEM BA1 001 886, H EMBA1 002420 

HEMBA1 004250, HEM BA1 004785, H EMBA1 004971 
HEMBA1 006299 



HEMBA1005913 
HEMBB1 000407 
HEMBB1 0021 20, HEMBB1 002245, MAMMA1 0001 41 



HEMBA1 006572 
HEMBB1 000668, HEMBB1 000679 



NT2RM1 000899, 
NT2RM4000100, 
NT2RM4000648, 
NT2RP 1000551, 
NT2RP1001031, 
NT2RP2000712, 
NT2RP2001769, 
NT2RP2002976, 



NT2RM2000632, 
NT2RM4000115, 
NT2RM4002352, 
NT2RP1 000579, 
NT2RP1001563, 
NT2RP2000818, 
NT2RP2001817, 
NT2RP2003042, 



NT2RM2001643 
NT2RM4000284 
NT2RP1 000050 
NT2RP1000613 
NT2RP2000394 
NT2RP2000903 
NT2RP2001915 
NT2RP2003545 



NT2RP2004670, NT2RP2005514, NT2RP2005883, NT2RP2005994, 



NT2RP2006512, 
NT2RP3001012, 
NT2RP3002342, 
NT2RP3002983, 
NT2RP3004345, 
OVARC1 000003, 
OVARC1001222, 
OVARC1002178, 
PLACE1001231, 
PLACE 1001 795, 
PLACE 1004028, 
PLACE 100551 9, 
PLACE 1006093, 
PLACE 1006959, 
PLACE1 007845, 
PLACE1 008549, 



PLACE1 009546, 
PLACE1010784, 
SKNMC1000004, 
THYROI 000678, 
THYRO1001266, 



NT2RP3000169, 
NT2RP3001061, 
NT2RP3002448, 
NT2RP3003527, 
NT2RP4000962, 
OVARC1 000275, 
OVARC1001338, 
PLACE1 000033, 
PLACE1 001401, 
PLACE1001949, 
PLACE1 004450, 
PLACE1 005601, 
PLACE1 006208, 
PLACE1 007028, 
PLACE1 007881, 
PLACE1008657, 

PLACE1009600, 
PLACE1010827, 



NT2RP3000444 
NT2RP3001240 
NT2RP3002571 
NT2RP3003535 
NT2RP4001001 
OVARC1 000298 
OVARC1 001607 ; 
PLACE 1000740 
PLACE1001464 
PLACE 1002355 
PLACE 100451 9 
PLACE1 005660 
PLACE 100621 9 
PLACE 1007040 
PLACE1 007971 
PLACE1008716 

PLACE1 009735 
PLACE1010968 



HEMBA1001221 
HEMBA1 003497 
HEMBA1 004982 
H EM BA1 006724 
HEMBB1 000881 
MAMMA1 000496 
MAMMA1 002234 
NT2PM2001818 
NT2RM4000326 
NT2RP 1000239 
NT2RP1 000679 
NT2RP2000514 
NT2RP2001276 
NT2RP2001948 
NT2RP2003664 



NT2RP3000481 
NT2RP3001322 
NT2RP3002664 
NT2RP3003559 
NT2RP4001009 
OVARC1 000307 
OVARC1 001725 
PLACE1 000914 
PLACE1001536 
PLACE1003135 
PL ACE 1005003 
PLACE1 005669 
PLACE1 006290 
PLACE1 007081 
PLACE1 008282 
PLACE 1008744 



SKNMC1 000082, THYROI 000036 
THYROI 000776, THYROI 000846 
THYROI 001 327, THYROI 001 471 
Y79AA1001056, Y79AA1 001 062, Y79AA1 001264, Y79AA1 001 795. 

[0209] Genes exhibiting characteristic features in the expression thereof were selected by statistical analysis of these 



PLACE1010011 
PLACE1011407 
THYRO1000196 
THYROI 000956 
Y79AA1 000876 



HEMBA1001272, 
HEMBA1 003602, 
HEMBA1 005267, 
HEMBA1 007241, 
HEMBB1001200, 
MAMMA1001237, 
MAMMA1 002633, 
NT2RM2001902, 
NT2RM4000417, 
NT2RP1 000261, 
NT2RP1001004, 
NT2RP2000649, 
NT2RP2001495, 
NT2RP2002304, 
NT2RP2003931, 

NT2RP3000616, 
NT2RP3001542, 
NT2RP3002790, 
NT2RP3004000, 
NT2RP4001467, 
OVARC1 000811, 
OVARC1001727, 
PLACE1 000986, 
PLACE1001564, 
PLACE1 003573, 
PLACE1 005239, 
PLACE1 005682, 
PLACE1006515, 
PLACE1 007296, 
PLACE1 008297, 
PLACE1 008984, 

PLACE1010081, 
PLACE1011824, 
THYROI 000400, 
THYRO1001071, 
Y79AA1 000959, 
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data. Two examples are shown below to describe the selection of genes of which expression is varied greatly among 
tissues. The .-actin gene is used frequently as a control in gene expression analysis. Genes of which expression is 
varied greatly among tissues as compared that of the .-actin gene were determined as follows. Specifically, sum of 
squared deviation was calculated in the signal intensity of .-actin observed in each tissue, which was divided by 7 
5 degrees of freedom to determine a variance S a 2 . Next, sum of squared deviation was calculated in the signal intensity 
of a compared gene in each tissue, which was divided by 7 degrees of freedom to determine a variance S b 2 . By taking 
variance ratio F as F=S b 2 /S a 2 , genes with a significance level of 5% or more were extracted in the F distribution. Genes 
extracted are indicated below by the corresponding clone names: clone: BNGH41 000020, NT2RM4000761 , 
Y79AA1 002376. 

10 [0210] Gene of OVARC1 000037{heterogeneous nuclear ribonucleoprotein (hnRNP)} which expression is varied little. 
Genes of which expression is varied greatly among tissues as compared that of the OVARC1 000037 gene were de- 
termined as follows. Specifically, sum of squared deviation was calculated in the signal intensity of .-actin observed in 
each tissue, which was divided by 7 degrees of freedom to determine a variance S a 2 . Next, sum of squared deviation 
was calculated in the signal intensity of a gene to be compared observed in each tissue, which was divided by 7 degrees 

15 of freedom to determine a variance S b 2 By taking variance ratio F as F=S b 2 /S a 2 , genes with a significance level of 5% 
or more were extracted in the F distribution. Genes extracted are indicated below by the corresponding clone names: 
clone: BNGH41 000020, H E MBA 1 000300, OVARC1 001 030, NT2RM 4000761 , PLACE1 000231 , HEMBA1 00231 6, 
NT2RP1000325, NT2RP1 000271 , PLACE1 004648, HEMBA1 005145, H EM BA1 005929, NT2RP200251 0, 
NT2RP2001538, NT2RP2002409, NT2RP20021 88, NT2RP2001 903, NT2RP2002533, NT2RP200201 5, 

20 NT2RP2006269, NT2RP2004837, NT2RP2004205, NT2RP2005378, HEMBA1006357, HEMBB1 000567, 
NT2RP2003940, NT2RP2004794, HEMBA1 006912, NT2RP2004556, NT2RP20051 63, NT2RP3000838, 
NT2RP3001271, PLACE2000118, NT2RP3000645, NT2RP3003076, HEMBB1 002693, MAMMA1 000046, 
NT2RP3003354, THYR01 001205, MAMMA1000614, MAMMA1 000652, MAMMA1 00081 0, THYROI 001242, 
MAMMA1001066, MAMMA1 002224, MAMMA1 001 634, MAMMA1001094, MAMMA1 002205, NT2RM1 000855, 

25 NT2RM1 000858, Y79AA1 002376, NT2RM2000423. 

[021 1 ] Thus, characteristic features in the expression of a gene are illustrated by comparing and statistically analyzing 
the expression of many genes. 

Analysis of disease-associated genes 

30 

[021 2] Non-enzymic protein glycation reaction is believed to be a cause of a variety of chronic diabetic complications. 
Accordingly, genes of which expression is elevated or decreased in a glycated protein-specific manner in the endothelial 
cells are associated with diabetic complications caused by glycated proteins. Vascular endothelial cells are affected 
with glycated proteins present in blood. Reaction products of non-enzymic protein glycation include amadori compound 

35 (glycated protein) as a mildly glycated protein and advanced glycation endproduct as a heavily glycated protein. Hence, 
a survey was carried out for genes of which expression levels are varied depending on the presence of these glycated 
proteins in endothelial cells. The mRNAs were extracted from endothelial cells that were cultured in the presence or 
absence of glycated protein. The mRNAs were converted into radiolabeled first strand cDNAs for preparing probes. 
The probes were hybridized to the above-mentioned DNA array. Signal of each DNA spot was detected by BAS2000 

40 and analyzed by ArrayGauge (Fuji Photo Film Co., Ltd.). 

[0213] Advanced glycation endproduct of bovine serum albumin was prepared as follows: bovine serum albumin 
(BSA; Sigma) was incubated in a phosphate buffer solution containing 50 mM glucose at 37 for 8 weeks; and the 
resulting brownish BSA was dialyzed against a phosphate buffer solution. 

[0214] Human normal pulmonary arterial endothelial cells (Cell Applications) were cultured in an Endothelial Cell 
45 Growth Medium (Cell Applications). The culture dish (Farcon) with the cells were incubated in a C0 2 incubator (37., 
5% C0 2 , in a humid atmosphere). When the cells were grown to be confluent in the dish, 250.g/ml of bovine serum 
albumin (sigma), glycated bovine serum albumin (Sigma) or advanced glycation endproduct of bovine serum albumin 
was added thereto and the cells were incubated for 33 hours. The mRNA was extracted from the cells by using a 
FastTack<™) 2.0 kit (Invitrogen). The labeling of hybridization probe was carried out by using the mRNA according to 
50 the same procedure as described above. 

[0215] Table 185 shows the expression level of each cDNA in human pulmonary arterial endothelial cells cultured 
in a medium containing bovine serum albumin (sigma), glycated bovine serum albumin (Sigma) or advanced glycation 
endproduct of bovine serum albumin. Genes of which expression was detected in the endothelial cell are as follows: 
BNGH41 000020, BNGH41 000087, HEMBA1 000275, HEMBA1 000300, HEMBA1 000477, HEMBA1 000634, 
55 HEMBA1000671, HEMBA1000713, HEMBA1 000745, HEMBA1 000835, HEMBA1 000875, HEMBA1 000940, 
HEMBA1001390, HEMBA1 002131 , HEMBA1 0021 63, HEMBA1 0021 64, HEMBA1 0021 95, HEMBA1 002227, 
HEMBA1002239, HEMBA1 002420, HEMBA1 002767, HEMBA1 002992, HEMBA1 003047, HEMBA1003120, 
HEMBA1003294, HEMBA1 00331 5, HEMBA1 003602, HEMBA1 003945, HEMBA1 004007, HEMBA1 004067, 
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HEMBA1 004971, 
HEMBA1 005945, 
HEMBA1 006482, 
HEMBA1 007063, 

5 HEMBB1001573, 
HEMBB1 002693, 
MAMMA1000614 
MAMMA1001066 
MAMMA1001893 

10 MAMMA1 002205 
NT2RM1 000789 
NT2RM2000241 
NT2RM2000622 
NT2RM4000587 

15 NT2RM4001377 
NT2RP1 000271 
NT2RP2000092 
NT2RP2000649 
NT2RP2001480 

20 NT2RP2001903 
NT2RP2002409 
NT2RP2002824 
NT2RP2003593 
NT2RP2004108 

25 NT2RP2004606 
NT2RP2005069 
NT2RP2005541 
NT2RP2005878 
NT2RP3000171 

30 NT2RP3000652 
NT2RP3000907 
NT2RP3001592 
NT2RP3002353 
NT2RP3002836 

35 NT2RP3003532 
NT2RP3004075 
NT2RP3004294 
NT2RP3004640 
NT2RP4001467 

40 OVARC1 000003 
OVARC1000313 
OVARC1 000853 
OVARC1001049 
OVARC1001222 

45 OVARC1001607 
PLACE1 000740 
PLACE1001229 
PLACE1001918 
PLACE1002547 : 

50 PLACE1 003407 
PLACE1 003839 
PLACE1 004279 
PLACE1 004887 
PLACE1005519 

55 PLACE1 005745 
PLACE1 006290 
PLACE1 007626 
PLACE1009196 



HEMBA1 005145, HEMBA1 005267, 
HEMBA1006171, HEMBA1 006299, 
HEMBA1 006658, HEMBA1 006724, 
HEMBB1 000447, HEMBB1 000642, 
HEMBB1 001847, HEMBB1 001 978, 
MAMMA1000102, MAM MA1 0001 06, 
, MAM MA1 000652, MAMMA1 00081 0, 
, MAMMA1001237, MAMMA1 001284, 
, MAMMA1001901, MAMMA1 001 957, 
, MAMMA1 002224, MAMMA1 002633, 
NT2RM1 000855, NT2RM1 000858, 
NT2RM2000306, NT2RM200041 0 



NT2RM2000773 
NT2RM4000593 
NT2RM4001735 
NT2RP1 000300 
NT2RP2000240 
NT2RP2000663 
NT2RP2001495 
NT2RP2001948 
NT2RP2002510 
NT2RP2002942 
NT2RP2003599 
NT2RP2004179 
NT2RP2004648 
NT2RP2005163 



NT2RP2005632, NT2RP2005774 



NT2RP2006099 

NT2RP3000201 

NT2RP3000676 

NT2RP3001159 

NT2RP3001738 

NT2RP3002409 

NT2RP3002900 

NT2RP3003614 

NT2RP3004083 

NT2RP3004309 

NT2RP3004647 

NT2RP4001877 

OVARC 1000090 

OVARC1 000331 

OVARC 1000873 



OVARC1001086, OVARC1001132, 



OVARC 1001260 
OVARC1001807 
PLACE1 000927 
PLACE 1001 340 
PLACE 1002080 
PLACE1 002726 
PLACE 1003460 
PLACE1 003845 
PLACE1 004282 
PLACE 1005003 
PLACE 1005544 
PLACE 1005768 
PLACE 1006443 
PLACE1007702 
PLACE1 009600 



NT2RM4000100 
NT2RM4000761 
NT2RM4001768 
NT2RP1 000325 
NT2RP2000479 
NT2RP2000712 
NT2RP2001529 
NT2RP2001956 
NT2RP2002527 
NT2RP2002976 
NT2RP2003664 
NT2RP2004205 
NT2RP2004794 
NT2RP2005247 



NT2RP2006134 
NT2RP3000232 
NT2RP3000721 
NT2RP3001195 
NT2RP3001754 
NT2RP3002448 
NT2RP3003076 
NT2RP3003939 
NT2RP3004090 
NT2RP3004345 
NT2RP4000108 
NT2RP4001879 
OVARC1000105 
OVARC1 000410 
OVARC1000916 



OVARC 1001 336 
OVARC1001991 
PLACE1001016 
PLACE1001407, 
PLACE1 002095 
PLACE 1002905 
PLACE1 003573 
PLACE1 004078 
PLACE1 004441 
PLACE1 005005 
PLACE 1005660 
PLACE1005815 
PLACE1 006809 
PLACE 1007845 
PLACE1 003735 



HEMBA1 005337, 
HEMBA1 006335, 
HEMBA1 006770, 
HEMBB1000905, 
HEMBB1 002041, 
MAMMA1 000204, 
MAMMA1000814, 
MAMMA1001344, 
MAMMA1 002087, 
MAM MA1 003 126 

NT2RM2000423 

NT2RM4000198 

NT2RM4000997 

NT2RM4001843 

NT2RP 1000465 

NT2RP2000533 

NT2RP2000903 

NT2RP2001538 

NT2RP2002015 

NT2RP2002533 

NT2RP2003138 

NT2RP2003931 

NT2RP2004495 

NT2RP2004837 

NT2RP2005378 

NT2RP2006269 
NT2RP3000436 
NT2RP3000818 
NT2RP3001240 
NT2RP3002015 
NT2RP3002721 
NT2RP3003354 
NT2RP3003963 
NT2RP3004119 
NT2RP3004374 
NT2RP4000634 
NT2RP4002187 
OVARC1 000137 
OVARC1 000439 
OVARC1 000956 

OVARC1001569 
PLACE1 000231 
PLACE1001100 
PLACE1001464 
PLACE 1002329 
PLACE1 002911 
PLACE1 003598 
PLACE1004166 
PLACE 1004482 
PLACE1 005031 
PLACE 1005669 
PLACE 1006073 
PLACE1 006959 
PLACE 1008282 
PLACE1010081 



HEMBA1 005698, 
HEMBA1 006357, 
HEMBA1006912, 
HEMBB1001026, 
HEMBB1 002427, 
MAMMA1 000403, 
MAMMA1 000881, 
MAMMA1001615, 
MAMMA1 002095, 
NT2RM 1000462, 

NT2RM2000582 
NT2RM4000284 
NT2RM4001321 
NT2RP1 000002 
NT2RP1 000740 
NT2RP2000610 
NT2RP2001276 
NT2RP2001662 
NT2RP2002188 
NT2RP2002564 
NT2RP2003210 
NT2RP2003940 
NT2RP2004524 
NT2RP2004847 
NT2RP2005425 

NT2RP2006512 

NT2RP3000460 

NT2RP3000820 

NT2RP3001271 

NT2RP3002324 

NT2RP3002737 

NT2RP3003448 

NT2RP3004025 

NT2RP3004130 

NT2RP3004557 

NT2RP4001001 

NT2RP400245V 

OVARC1 000208 

OVARC1 000553 

OVARC1 000995 

OVARC1001570 
PLACE1 000258 
PLACE1 001114 
PLACE1001788 
PLACE1 002374 
PLACE1 002967 
PLACE1 003644 
PLACE1004168 
PLACE1 004492 
PLACE1 005250 
PLACE1 005725 
PLACE1 006208 
PLACE1 007028 
PLACE1 008469 
PLACE1010251 



HEMBA1 005929, 
HEMBA1 006430, 
HEMBA1 006960, 
HEMBB1001048, 
HEMBB1 002663, 
MAMMA1 000449, 
MAMMA1 000986, 
MAMMA1001634, 
MAMMA1002165, 
NT2RM1 000580, 

NT2RM2000589, 
NT2RM4000444, 
NT2RM4001325, 
NT2RP1000181, 
NT2RP1 000981, 
NT2RP2000616, 
NT2RP2001388, 
NT2RP2001878, 
NT2RP2002232, 
NT2RP2002721, 
NT2RP2003390, 
NT2RP2004069, 
NT2RP2004556, 
NT2RP2005027, 
NT2RP2005535, 

NT2RP3000011, 
NT2RP3000645, 
NT2RP3000838, 
NT2RP3001388, 
NT2RP3002342, 
NT2RP3002738, 
NT2RP3003473, 
NT2RP3004067, 
NT2RP3004133, 
NT2RP3004625, 
NT2RP4001009, 
NT2RP4002715, 
OVARC1 000298, 
OVARC1 000775, 
OVARC1001030, 



OVARC1 
PLACE1 
PLACE1 
PLACE1 
PLACE1 
PLACE1 
PLACE1 
PLACE1 
PLACE 1 
PLACE 1 
PLACE 1 
PLACE1 
PLACE1 
PLACE 1 
PLACE1 



001596, 
000442, 
001123, 
001795, 
002518, 
003163, 
003772, 
004199, 
004637, 
005410, 
005736, 
006219, 
007296, 
008657, 
010713, 
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PLACE1011116, PLACE10111B1, 



PLACE1011236, 

PLACE3000181, 

THYRO1001128, 

THYRO1001593, 

Y79AA1000117, 

Y79AA1 000876, 

Y79AA1001264, 

Y79AA1001592, 



PLACE1011516, 
SKNMC1 000004, 
THYRO1001205, 
THYRO1001608, 
Y79AA1 000207, 
Y79AA1 000888, 
Y79AA1001272, 
Y79AA1001727, 



PLACE1011708, 
SKNMC1000014, 
THYR01 001242, 
THYRO1001702, 
Y79AA1 000226, 
Y79AA1 000959, 
Y79AA1001328, 
Y79AA1001793, 



PLACE1011824, 
THYR01 000584, 
THYRO1001495, 
THYRO1001725, 
Y79AA1 000270, 
Y79AA1001013, 
Y79AA1001427, 
Y79AA1001799, 



PLACE1011978, 
THYR01 000866, 
THYRO1001523, 
THYRO1001770, 
Y79AA1 000426, 
Y79AA1001056, 
Y79AA1001430, 
Y79AA1001863, 



PLACE2000118, 
THYRO1001113, 
THYRO1001529, 
THYRO1001803, 
Y79AA1 000777, 
Y79AA1001090, 
Y79AA1001530, 
Y79AA1 002022, 



10 Y79AA1002213, Y79AA1 002373, Y79AA1 002376, Y79AA1 002381 . 

[0216] Signal ratios of EC_AGE_BSA to EC_BSA and of EC_glycated_BSA to EC_BSA were calculated for each 
gene. Genes with high signal ratios were selected, in the case of calculating the ratio of signal value of 40 or less to 
that of more than 40, such signal values were, for convenience, taken as 40 instead of the real values. When the ratio 
EC_AGE_BSA/EC_BSA is 2 or more, expression of the genes exhibiting such ratio is expected to be elevated due to 
is advanced glycation endproduct of bovine serum albumin. The higherthe value is, the higher the gene expression level 
is. When the ratio EC_AG E_BS A/EC_BS A ranges from 0.5 to 2, expression of the genes exhibiting such ratio is ex- 
pected to be unaffected due to advanced glycation endproduct of bovine serum albumin. When the ratio EC_AGE_BSA/ 
EC_BSA is less than 0.5, expression of the genes exhibiting such ratio value is expected to be decreased due to 
advanced glycation endproduct of bovine serum albumin. The lower the value is, the lower the gene expression level is. 
20 [0217] Clonewith EC_AG E_BS A/BC_BS A ratio of 2 or higher are as follows: NT2RP2001538, NT2RP4001001 and 
Y79AA1 000967. 

[0218] These cDNAs are associated with diabetes. 
Analysis of genes associated with neural cell differentiation 

25 

[0219] Genes involved in neural cell differentiation are useful for treating neurological diseases. It is possible that 
genes with varying expression levels in response to induction of cellular differentiation in neural cells are associated 
with neurological diseases. 

[0220] A survey was performed for genes of which expression levels are varied in response to induction of differen- 
ce tiation (stimulation by retinoic acid (RA)) in cultured cells of a neural strain, NT2. 

[0221] The NT2 cells were treated basically according to supplier's instruction manual. "Undifferentiated NT2 cells" 
means NT2 cells successively cultured in an Opti-MEM I (GIBCO-BRL; catalog No. 31985) containing 10%(v/v) fetal 
bovine serum and 1%(v/v) penicillin-streptomycin (GIBCO BRL). "NT2 cells cultured in the presence of retinoic acid" 
means the cells resulted from transferring undifferentiated NT2 cells into a retinoic acid-containing medium, which 
35 consists of D-MEM (GIBCO BRL; catalog No. 11965), 10%(v/v) fetal bovine serum, 1%(v/v) penicillin-streptomycin and 
10.M retinoic acid (GIBCO-BRL), and the subsequent successive culture therein for 5 weeks. n NT2 cells that were 
cultured in the presence of retinoic acid and then further cultured in the presence of cell-division inhibitor added" means 
NT2 cells resulted from transferring NT2 cells cultured in the presence of retinoic acid for 5 weeks into a cell-division 
inhibitor-containing medium, which consisted of D-MEM(GlBCO BRL; catalog No.11 965), 1 0%(v/v) fetal bovine serum, 
40 1%(v/v) penicillin-streptomycin, 10. M retinoic acid, 10.M FudR (5-fluoro-2'-deoxyuridine: GIBCO BRL), 10. M Urd 
(Uridine: GIBCO BRL) and 1 .M araC (Cytosine.-D-Arabinofuranoside: GIBCO BRL), and the subsequence successive 
culture for 2 weeks. Each of the cells were treated with trypsin and then harvested. Total RNAs were extracted from 
the cells by using S.N.A.P.<™> Total RNA Isolation kit (Invitrogen). The labeling of probe used for hybridization was 
carried out by using 1 0.g of the total RNA according to the same methods as described above. The data were obtained 
45 in triplicate (n=3). The data of signal value representing gene expression level in the cells in the presence of stimulation 
for inducing differentiation were compared with those in the absence of the stimulation. The comparison was performed 
by statistical treatment of two-sample t-test. Clones with significant difference in the signal distribution were selected 
under the condition of p<0.05. In this analysis, clones with the difference can be statistically detected even when the 
signals were low. Accordingly, clones with signal value of 40 or less were also assessed for the selection. 
50 [0222] Tables 186-365 show the expression level of each cDNA in undifferentiated NT2 cells, NT2 cells cultured in 
the presence of RA, and NT2 cells that were cultured in the presence of RA and that were further cultured in the 
presence of cell-division inhibitor added. 

[0223] Averaged signal values (M-,, M 2 ) and sample variances (s, 2 , s 2 2 ) were calculated for each gene in each of 
the cells, and then, the pooled sample variances s 2 were obtained from the sample variances of the two types of cells 
55 to be compared. The t values were determined according to the following formula: t=(M 1 -M2)/s/(1 /3+1 /3) 1/2 . When the 
determined t-value was greater than a t-value at P, which means the probability of significance level, of 0.05 or 0.01 
in the t-distribution table with 4 degrees of freedom, the difference was judged to be found in the expression level of 
the gene between the two types of cells at p<0.05 or p<0.01 , respectively. The tables also include the information on 
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an increase (+) or decrease (-) in the expression level of a gene in the treated cells when the level is compared with 
that of untreated undifferentiated cells. 

[0224] Clones of which expression levels increased by RA are as follows: HEMBA1000121, 



w 



15 



20 



25 



30 



35 



40 



45 



50 



55 



HEMBA1 000300, 

HEMBA1001886, 

HEMBA1003120, 

HEMBA1 004444, 

HEMBA1 006299, 

HEMBA1 007063, 

HEMBB1 000668, 

HEMBB1 002693, 

MAMMA1 000881, 

NT2RM2000497, 

NT2RM4000593, 

NT2RP1 000465, 

NT2RP2000610, 

NT2RP2001878, 

NT2RP2002974, 

NT2RP2003664, 

NT2RP2004670, 

NT2RP2005535, 

NT2RP2006099, 

NT2RP3000460, 

NT2RP3001044, 

NT2RP3001542, 

NT2RP3003000, 

NT2RP3004025, 

NT2RP3004640, 

OVARC1 000208, 

OVARC1000916, 

OVARC1002178, 

PLACE1001123, 

PLACE1 003428, 

PLACE1 005669, 

PLACE1 006208, 

PLACE1010445, 

THYR01 000580, 

THYRO1001327, 

Y79AA1 000270, 



HEMBA1 000634, 
HEMBA1002163, 
HEMBA1 003294, 
HEMBA1 005230, 
HEMBA1 006357, 
HEMBA1 007241, 
HEMBB1001026, 
MAMMA1000106, 
MAMMA1001634, 
NT2RM2000582, 
NT2RM4001321, 
NT2RP1 000468, 
NT2RP2000663, 
NT2RP2001015, 
NT2RP2002976, 
NT2RP2003940, 
NT2RP2005069, 
NT2RP2005541, 
NT2RP2006134, 
NT2RP3000481, 
NT2RP3001061, 
NT2RP3001592, 
NT2RP3003354, 
NT2RP3004083, 
NT2RP4000108, 
OVARC1 000275, 
OVARC1 000995, 
PLACE1 000258, 
PLACE1001795, 
PLACE 1003644, 
PLACE1 005682, 
PLACE1 007296, 
PLACE1011708, 
THYROI 000776, 
THYROI 001523, 
Y79AA1001056, 



HEMBA1 000671 
HEMBA1002227 ; 
HEMBA1 003497, 
HEMBA1 005246, 
HEMBA1 00651 7 
HEMBB1 000447, 
HEMBB1001847, 
MAMMA1 000141 
MAM MA1 00 1957, 
NT2RM2001126, 
NT2RP1 000002 
NT2RP1 000579, 
NT2RP2000694, 
NT2RP2002304, 
NT2RP2003179, 
NT2RP2004069, 
NT2RP2005247, 
NT2RP2005774, 
NT2RP3000011 
NT2RP3000652, 
NT2RP3001170 
NT2RP3001976 
NT2RP3003532 
NT2RP3004090 ; 
NT2RP4000634, 
OVARC1000553 ! 
OVARC1001030 
PLACE 1000442, 
PLACE1002518 
PLACE 1003839 
PLACE1 005736 
PLACE1 007626 
PLACE1011978, 
THYROI 000999, 
THYRO1001725, 
Y79AA1001062, 



HEMBA1 000875 
HEMBA1 002420 
HEMBA1 004007 
HEMBA1 005267 
HEMBA1 006544 
HEMBB1 000542 
HEMBB1002051 
MAMMA1 000473 
MAMMA1 002205 
NT2RM2001902 
NT2RP1 000050 
NT2RP 1000679 
NT2RP2000903 
NT2RP2002721 
NT2RP2003302 
NT2RP2004108 
NT2RP2005425 
NT2RP2005878 
NT2RP3000125 
NT2RP3000677, 
NT2RP3001240 
NT2RP3002790 
NT2RP3003729 
NT2RP3004130 
NT2RP4002451, 
OVARC1 000775 
OVARC1001049 
PLACE1 000927 
PLACE1 002547 
PLACE 1004078 
PLACE1 005768 
PLACE 1008282 
PLACE4000455, 
THYRO1001063, 
THYRO1001770 
Y79AA1001090, 



HEMBA1001184, 
HEMBA1 002421, 
HEMBA1004110, 
HEMBA1 005489, 
H EM BA1 006658, 
HEMBB1 000567, 
HEMBB1002120, 
MAMMA1 000528, 
MAMMA1 002224, 
NT2RM4000198, 
NT2RP1000181, 
NT2RP2000092, 
NT2RP2001388, 
NT2RP2002824, 
NT2RP2003383, 
NT2RP2004524, 
NT2RP2005463, 
NT2RP2005883, 
NT2RP3000171, 
NT2RP3000818, 
NT2RP3001322, 
NT2RP3002900, 
NT2RP3003874, 
NT2RP3004202, 
NT2RP4002715, 
OVARC1 000853, 
OVARC1001132, 
FLACE1 000986, 
PLACE1 002967, 
PLACE1 004441, 
PLACE1 005815, 
PLACE1 008984, 
SKNMC1 000004, 
THYRO1001128, 
Y79AA1 000207, 
Y79AA1001727, 



HEMBA1 000275, 
HEMBA1001390, 
HEMBA1 003072, 
HEMBA1 004391, 
HEMBA1005913, 
HEMBA1 006749, 
HEMBB1 000642, 
HEMBB1 002228, 
MAMMA1 000810, 
NT2RM2000423, 
NT2RM4000284, 
NT2RP1 000261, 
NT2RP2000479, 
NT2RP2001538, 
NT2RP2002942, 
NT2RP2003469, 
NT2RP2004556, 
NT2RP2005514, 
NT2RP2005887, 
NT2RP3000232, 
NT2RP3000820, 
NT2RP3001388, 
NT2RP3002983, 
NT2RP3003939, 
NT2RP3004294, 
OVARC1 000090, 
OVARC1 000873, 
OVARC1 001596, 
PLACE1001100, 
PLACE1 003407, 
PLACE1 004450, 
PLACE1 006073, 
PLACE1 008985, 
THYROI 000036, 
THYRO1001205, 
Y79AA1 000226, 
Y79AA1002213, 



Y79AA1 002381. 

[0225] Clones of which expression levels decreased by RA are as follows 
NT2RP2005027, NT2RP3003473, Y79AA1 002376. 

[0226] Clones of which expression levels increase by RA/inhibitor are as follows: 



BNGH41 000020, HEMBA1 005070, 



HEMBA1000128, 

HEMBA1 004391, 

HEMBA1 006335, 

MAMMA1001344, 

NT2RP2001388, 

NT2RP2004837, 

NT2RP2005887, 

NT2RP3002721, 

NT2RP3004294, 

OVARC1 000467, 

OVARC1001030, 

PLACE1001123, 

PLACE1 003407, 

PLACE1 005601, 

PLACE1006716, 



HEMBA1 000875, 
HEMBA1 004454, 
HEMBA1 006544, 
NT2RM2000582, 
NT2RP2002674, 
NT2RP2005069, 
NT2RP3000460, 
NT2RP3002738, 
NT2RP3004640, 
OVARC1 000553, 
OVARC1001222, 
PLACE1 001407, 
PLACE1 003644, 
PLACE 1005725, 
PLACE1 007296, 



HEMBA1001390, 
HEMBA1 004785, 
HEMBA1 007241, 
NT2RP1001004, 
NT2RP2002974, 
NT2RP2005425, 
NT2RP3000838, 
NT2RP3003469, 
NT2RP4000108, 
OVARC 1000853, 
OVARC1 001596, 
PLACE1001464, 
PLACE 1003845, 
PLACE1 005736, 
PLACE1 007626, 



HEMBA1002163, 
HEMBA1005913, 
HEMBB1 000447, 
NT2RP2000663, 
NT2RP2003383, 
NT2RP2005463, 
NT2RP3001044, 
NT2RP3004083, 
NT2RP4002451, 
OVARC1 000873, 
OVARC1 002058, 
PLACE1001564, 
PLACE1 004441, 
PLACE1 006093, 
PLACE1 008359, 



HEMBA1 002227, 
HEMBA1006171, 
HEMBB1000668, 
NT2RP2000694, 
NT2RP2004069, 
NT2RP2005541, 
NT2RP3001240, 
NT2RP3004130, 
NT2RP4002715, 
OVARC1000916, 
OVARC1 002178, 
PLACE1001795, 
PLACE1 004482, 
PLACE1006219, 
PLACE1 010968, 



HEMBA1 002421, 
HEMBA1 006299, 
MAMMA1 000994, 
NT2RP2000903, 
NT2RP2004606, 
NT2RP2005883, 
NT2RP3001388, 
NT2RP3004202, 
OVARC1 000275, 
OVARC1 000995, 
PLACE1 000927, 
PLACE1 002547, 
PLACE1 005410, 
PLACE1 006290, 
PLACE1011364, 
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PLACE1 01 1 824, THYR0 1 000678, THYR01 000776, THYR0 1 000999, THYR0 1 001 1 1 3, 
THYRO1001523, Y79AA1 000226, Y79AA1 000888, Y79AA1 001430. 

Clones of which expression levels decrease by RA/inhibitor are as follows: 



THYRQ1 001237, 



[0227] 



HEMBA1001878, 
NT2RP2001469, 



H EM BA1 005070, 
NT2RP3003473, 



HEMBA1 006482, 
OVARC1001132, 



HEMBB1001959, 
PLACE1001655, 



HEMBA1 000349, 
NT2RM2001939, 
Y79AA1000127, 



HEMBA1001390, 

HEMBA1 006299, 

NT2RP2000663, 

NT2RP2004069, 

NT2RP2005887, 

NT2RP3004130, 

NT2RP4002715, 

OVARC1 000995, 

PLACE1001795, 

PLACE 1007296, 



HEMBA1002163, 
HEMBA1 006544, 
NT2RP2000694, 
NT2RP2005069, 
NT2RP3000460, 
NT2RP3004202, 
OVARC1 000275, 
OVARC1001030, 
PLACE 1002547, 
PLACE1 007626, 



HEMBA1002227, 
HEMBA1 007241, 
NT2RP2000903, 
NT2RP2005425, 
NT2RP3001044, 
NT2RP3004294, 
OVARC1 000553, 
OVARC1001596, 
PLACE1 003407, 
THYRQ1 000776, 



HEMBA1 002421, 

HEMBB1 000447, 
NT2RP2001388, 
NT2RP2005463, 
NT2RP3001240, 
NT2RP3004640, 

OVARC1 000853, 
OVARC1002178, 
PLACE1 003644, 

THYRQ1 000999, 



HEMBA1 004391, 

HEMBB1 000668, 
NT2RP2002974, 
NT2RP2005541 , 
NT2RP3001388, 
NT2RP4000108, 

OVARC1 000873, 
PLACE1 000927, 
PLACE1 004441, 

THYRO1001523, 



HEMBA1001297 
NT2RP1 000981, 
Y79AA1 002381. 

[0228] Clones of which expression levels increase in the presence of both RA and RA/inhibitor are as follows: 
HEMBA1 000875, 
HEMBA1005913, 
NT2RM2000582, 
NT2RP2003383, 
NT2RP2005883, 
N12RP3004083, 
NT2RP4002451, 
OVARC1000916, 
PLACE1001123, 
PLACE1 005736, 
Y79AA1 000226. 

[0229] Clones of which expression levels decrease in the presence of both RA and RA/inhibitor are as follows: 

HEMBA1 005070 and NT2RP3003473. 

[0230] These are neurological disease-associated clones. 

Analysis of rheumatoid arthritis -associated genes 

[0231] The onset of rheumatoid arthritis is thought to be involved in the proliferation of synovial cells covering inner 
surfaces of joint cavity and in inflammatory reaction resulted from the action of cytokines produced by leukocytes 
infiltrating into the joint synovial tissues (Rheumatism Information Center. http://www.rheuma-net.or.jp/). Recent studies 
have also revealed that tissue necrosis factor (TNF)-. participates in the onset (Current opinion in immunology 1999, 
11 , 657-662). When the expression of a gene exhibits responsiveness to the action of TNF on synovial cells, the gene 
is considered to be involved in rheumatoid arthritis. 

[0232] A survey was performed for genes of which expression levels are varied in response to TNF-. in the primary 
cell culture of synovial tissue. The primary cultured cells of the smooth muscle (Cell Applications) were grown to be 
confluent in a culture dish, and then, human TNF-. (Boehringer-Mannheim) was added at a final concentration of 10 
ng/ml thereto. The culture was further continued for 24 hours. 

[0233] Total RNA was extracted from the cells by using S.N. A.P.(™) Total RNA Isolation kit (Invitrogen). The labeling 
of probe used for hybridization was carried out by using 10.g of the total RNA according to the same methods as 
described above. The data were obtained in tripricate (n=3). The data of signal value representing gene expression 
level in the cells in the presence of TNF stimulation were compared with those in the absence of the stimulation. The 
comparison was performed by statistical treatment of two-sample t-test. Clones with significant difference in the signal 
distribution were selected under the condition of p<0.05. In this analysis, clones with the difference can be statistically 
detected even when the signals were low. Accordingly, clones with signal value of 40 or less were also assessed for 
the selection. 

[0234] Table 366 shows the expression level of each cDNA in synovial cells cultured in the absence or presence of 
TNF. 

[0235] Averaged signal values (M 1f M 2 ) and sample variances (s^, s 2 2 ) for each gene were calculated in each of 
the cells, and then, the pooled sample variances s 2 were obtained from the sample variances of the two types of cells 
to be compared. The t-values were determined according to the following formula: t=(M 1 -M 2 )/s/(1/3+1/3) 1/2 . When the 
determined t-value was greater than a t-value at P, which means the probability of significance level, of 0.05 or 0.01 
in the t-distribution table with 4 degrees of freedom, the difference was judged to be found in the expression level of 
the gene between the two types of cells at p<0.05 or p<0.01 , respectively. The tables also include the information of 
an increase (+) or decrease (-) in the expression level of a gene in the stimulated cells when the level is compared 
with that of unstimulated cells. 

[0236] Clones of which expression levels are elevated by TNF-. are as follows: 



BNGH41 000020, 
HEMBA1002178, 
HEMBA1003315, 
HEMBA1 005337, 
HEMBB1001573, 



HEMBA1 000349, 
HEMBA1002195, 
HEMBA1003392, 
HEMBA1 005489, 
HEMBB1002041, 



HEMBA1 000634, 
HEMBA1 002239, 
HEMBA1 003487, 
HEMBA1006916, 
HEMBB1 002663, 



HEMBA1 000671, 
HEMBA1 002420, 
HEMBA1 003602, 
HEMBB1 000668, 
MAMMA1 000652, 



HEMBA1 000835, 
HEMBA1 002524, 
HEMBA1 004067, 
HEMBB1 000905, 
MAMMA1 000810, 



HEMBA1 000962, 
HEMBA1 002992, 
HEMBA1 004797, 
HEMBB1001547, 
MAMMA1001634, 
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MAMMA1 002091, 
NT2RP1 000740, 
NT2RP2005163, 
NT2RP3001976, 
NT2RP3004647, 
OVARC1 000275, 
PLACE1001100, 
PLACE1 003644, 
PLACE1006809, 
Y79AA1 000270, 



MAMMA1 002234, 
NT2RP2000694, 
NT2RP2005463, 
NT2RP3003473, 
NT2RP4000108, 
OVARC1 000439, 
PLACE1 001464, 
PLACE1004519, 
PLACE1008716, 
Y79AA1 000876, 



NT2RM2000306, 
NT2RP2001921, 
NT2RP2006134, 
NT2RP3003874, 
NT2RP4001001, 
OVARC1001607, 
PLACE1001500, 
PLACE1 005031, 
PLACE1010081, 
Y79AA1001013, 



NT2RM4000417, 
NT2RP2002527, 
NT2RP3000171, 
NT2RP3004090, 
NT2RP4001877, 

PLACE 1000740, 
PLACE1001918, 
PLACE 1005410, 
THYRO1001770 : 
Y79AA1001264, 



Y79AA1001430, Y79AA1001530, Y79AA1 001 799. 

[0237] Clones of which expression levels decrease by TNF-. are as follows: 
NT2RM4000326, NT2RP1 000300, NT2RP200051 4, NT2RP2001 755, 
NT2RP3002790. These are rheumatoid arthritis -associated clones. 

EXAMPLE 16 



NT2RP1 000002, 
NT2RP2004495, 
NT2RP3000652, 
NT2RP3004294, 
OVARC1 000090, 
PLACE 1000927, 
PLACE1 002095, 
PLACE1 005736, 

Y79AA1000127, 
Y79AA1001272, 



NT2RP1000181, 
NT2RP2004606, 
NT2RP3001195, 
NT2RP3004557, 
OVARC1000105, 
PLACE1001016, 
PLACE1 002547, 
PLACE1006219, 
Y79AA1 000207, 
Y79AA1001328, 



NT2RP2006042, NT2RP3000481 , 



Search for a signal sequence, transmembrane region and functional domain in deduced amino acid sequences 

20 [0238] The deduced amino acid sequences from the full-length nucleotide sequences were examined to predict the 
presence of a signal sequence in their amino-termini as well as the presence of a transmembrane region. The amino 
acid sequences were also searched for a protein functional domain (motif). The examinations for a signal sequence 
in the amino-terminus, for a transmembrane region and for a functional domain were performed by using PSORT [K. 
Nakai & M. Kanehisa, Genomics, 14:897-911 (1992)], SOSUI [T. Hirokawa et al., Bio informatics, 14:378-379 (1998)] 

25 (Mitsui Knowledge Industry Co., Ltd.) and Pfam (http://www.sanger.ac.uk/Software/Pfam/index.shtml ), respectively. 
When the presence of a signal sequence or a transmembrane region in the amino-terrninus was predicted in the amino 
acid sequence by PSORT or SOSUI, the protein was predicted to be a secretory protein or a transmembrane protein. 
When the amino acid sequence matched a functional domain in the Pfam search for a functional domain, the function 
of the protein is predictable based on the matching data, for example, by referring to the functional categories in 

30 PROSITE (http://www.expasy.ch/cgi-bin/prosite-list.pl ). The functional domain search can be performed by using 
PROSITE instead of Pfam. 

[0239] Search results obtained by using the respective software programs are indicated below. 

[0240] Clones whose deduced amino acid sequences were predicted to have signal sequences by PSORT search 

are as follows: 

35 HEMBA1000713, HEMBA1 002420, HEMBA1 002421 , HEMBA1 0031 01 , HEMBA1 0041 1 0, HEMBA1 006707, 
HEMBA1006902, HEMBB1 001530, HEMBB1 001 573, HEMBB1 001 978, HEMBB1 0021 62, HEMBB1 002245, 
HEMBB1 002427, MAMMA1 0001 02, MAMMA1 0001 1 8, MAMMA1 000457, MAMMA1 001 043, MAMMA1 001 344, 
MAMMA1001893, MAMMA1002070, MAM MA1 0021 65, MAMMA1 002633, NT2RM2000241 , NT2RM200041 0, 
NT2RM2001941, NT2RM4001325, NT2RP1001563, NT2RP2001495, NT2RP2002063, NT2RP2002721 , 

40 NT2RP2003383, NT2RP2003593, NT2RP2003655, NT2RP2003664, NT2RP20041 79, NT2RP2004205, 
NT2RP2004524, NT2RP2005463, NT2RP3000460, NT2RP3001 012, NT2RP3001 858, NT2RP3002836, 
NT2RP3003076, NT2RP3003532, NT2RP30041 33, NT2RP3004309, NT2RP4001 467, NT2RP4002451 , 
OVARC1000298, OVARC1 000811 , PLACE1 000231 , PLACE1 000740, PLACE1 0011 83, PLACE1001536, 
PLACE1001564, PLACE1 002095, PLACE1 002374, PLACE1 003839, PLACE1 001 482, PLACE1 005005, 

45 PLACE1 005250, PLACE1 005383, PLACE1 00541 0, PLACE1 005544, PLACE1 005569, PLACE1 006093, 
PLACE1 006277, PLACE1 006809, PLACE1 007626, PLACE1 008359, PLACE1 009067, PLACE1 01 0251 , 
PLACE1011236, SKNMC1 000004, SKNMC1 00001 4, THYROI 000099, THYROI 0001 96, THYROI 001237, 
THYRO1001327, THYROI 001523, THYROI 001 702, THYROI 001 725, Y79AA1 000426, Y79AA1 000521 , 
Y79AA1000959, Y79AA1 001 013, Y79AA1 001 264, Y79AA1 001328, Y79AA1 001427, Y79AA1 001430, 

so Y79AA1 001 795, Y79AA1 001 803, Y79AA1 002022, 

[0241] Clones whose deduced amino acid sequences were predicted to have transmembrane regions by SOSUI 
search are as follows: BNGH41000091 , HEMBA1000121 , HEMBA1000349, HEMBA1000477, HEMBA1000713, 
HEMBA1000940, HEMBA1 000962, HEMBA1 001 221 , HEMBA1 001228, HEMBA1 001 621 , HEMBA1 0021 67, 
HEMBA1002195, HEMBA1 002227, HEMBA1 002421 , HEMBA1 0031 01 , HEMBA1 003392, HEMBA1 003530, 

55 HEMBA1003732, HEMBA1 003945, HEMBA1 004391 , HEMBA1004454, HEMBA1 004797, HEMBA1 004982, 
HEMBA1005449, HEMBA1005522, HEMBA1 005545, HEMBA1005698, HEMBA1 0061 71 , HEMBA1 006299, 
HEMBA1006311, HEMBA1 006335, HEMBA1 006357, HEMBA1 006430, HEMBA1 006724, HEMBA1006960, 
HEMBB1000407, HEMBB1 000447, HEMBB1 000567, HEMBB1 000679, HEMBB1 000905, HEMBB1 001 026, 
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HEMBB1001407, 
HEMBB1 002427, 
MAMMA1 000204, 
MAMMA1 000810, 
MAMMA1001893, 
MAMMA1 002633, 
NT2RM2001626, 
NT2RM4000997, 
NT2RP1000181, 
NT2RP1000981 
NT2RP2000663, 
NT2RP2001495, 
NT2RP2002533, 
NT2RP2003390, 
NT2RP2004179, 
NT2RP2004648, 
NT2RP2005666, 
NT2RP2006580, 
NT2RP3000721, 
NT2RP3001240, 
NT2RP3001650, 
NT2RP3002790, 
NT2FP3003532, 
NT2RP3004090, 
NT2RP3004481 , 
NT2RP4002187, 
OVARC1 000439, 
OVARC1001570, 
PLACE 1000927, 
PLACE1001464, 
PLACE1001949, 
PLACE1 003839, 
PLACE1 004637, 
PLACE1 005410, 
PLACE1 005927, 
PLACE1 007626, 
PLACE1009196, 
PLACE1010078, 
PLACE1011516, 
THYRO1001102, 
THYRO1001327, 
Y79AA1 000207, 
Y79AA1 001212, 



HEMBB1001573, 
HEMBB1 002693, 
MAM MA1 000226, 
MAMMA1 000986, 
MAMMA1001957 
NT2RM1 000580 
NT2RM2001939, 
NT2RM4001325, 
NT2RP1 000261, 



HEMBB1 001978, 
MAMMA1000102, 
MAMMA1 000457, 
MAMMA1001043, 
MAMMA1001978, 
NT2RM 1000855, 
NT2RM2001941, 
NT2RM4001735, 
NT2RP1 000300, 



HEMBB1 002041, 
MAMMA1000106, 
MAMMA1 000473, 
MAMMA1 001141, 
MAMMA1 002070, 
NT2RM1 000858, 
NT2RM4000444, 
NT2RM4001768, 
NT2RP1 000448, 



HEMBB1002162, 
MAMMA1000118, 
MAMMA1 000591, 
MAMMA1 001237, 
MAMMA1 002091, 
NT2RM2000410, 
NT2RM4000587, 
NT2RM4002352, 
NT2RP1 000551, 



NT2RP1001563, NT2RP2000479, NT2RP2000533, NT2RP2000649, 



NT2RP2000694, 
NT2RP2001915, 
NT2RP2002721, 
NT2RP2003469, 
NT2RP2004205, 
NT2RP2004794, 
NT2RP2005883, 
NT2RP3000169, 
NT2RP3000818, 
NT2RP3001271, 
NT2RP3001738, 
NT2RP3002836, 
NT2RP3003535, 
NT2RP3004130, 
NT2RP3004552, 
NT2RP4002451, 



NT2RP2000818, 
NT2RP2001956, 
NT2RP2002824, 
NT2RP2003593, 
NT2RP2004495, 
NT2RP2005163, 
NT2RP2005994, 
NT2RP3000171, 
NT2RP3000907, 
NT2RP3001322, 
NT2RP3002015, 
NT2RP3002900, 
NT2RP3003614, 
NT2RP3004294, 
NT2RP4001001, 



NT2RP2000903, 
NT2RP2002188, 
NT2RP2002942, 
NT2RP2003655, 
NT2RP2004524, 
NT2RP2005181, 
NT2RP2006004, 
NT2RP3000304, 
NT2RP3000921, 
NT2RP3001388, 
NT2RP3002311, 
NT2RP3002958, 
NT2RP3004025, 
NT2RP3004309, 
NT2RP4001009, 
OVARC1 000003, 



NT2RP4002750, 
OVARC1 000553, OVARC1 001 030, OVARC1 001336, 
PLACE1 000231 , PLACE1 000560, PLACE1 000740, 
PLACE1001183, 
PLACE1001564, 
PLACE1 002726, 
PLACE1 003852, 
PLACE1004816, 
PLACE1 005569, 
PLACE1 006443, 
PLACE1 008359, 
PLACE1 009527, 
PLACE1010713, 
THYR01 000400, 
THYRO1001205, 
THYRO1001523, 
Y79AA1 000270, 
Y79AA1001328, 



PLACE1001016, 
PLACE1001536, 
PLACE1002518, 
PLACE1 003845, 
PLACE1004648, 
PLACE1 005544, 
PLACE1006290, 
PLACE1 007881, 
PLACE1 009279, 
PLACE1010445, 
PLACE3000181, 
THYRO1001113, 
THYRO1001478, 
Y79AA1 000226, 



PLACE1001231, 
PLACE1001655, 
PLACE 1002967, 
PLACE 1004279, 
PLACE1 004887, 
PLACE 1005660, 
PLACE1 006959, 
PLACE 1008469, 
PLACE1 009546, 
PLACE1010784, 
THYR01 000678, 
THYR01 001237, 
THYRO1001641, 
Y79AA1 000521, 
Y79AA1001426, 



NT2RP2001200, 
NT2RP2002232, 
NT2RP2002976, 
NT2RP2003664, 
NT2RP2004556, 
NT2RP2005463, 
NT2RP2006269, 
NT2RP3000460, 
NT2RP3001159, 
NT2RP3001560, 
NT2RP3002342, 
NT2RP3003000, 
NT2RP3004075, 
NT2RP3004345, 
NT2RP4001467, 
OVARC1000105, 

PLACE1 000912, 
PLACE1001401, 
PLACE1001836, 
PLACE1 003573, 
PLACE1 004282, 
PLACE1 005003, 
PLACE1 005725, 
PLACE1 007096, 
PLACE1008716, 
PLACE1 009600, 
PLACE1010968, 
THYR01 000776, 
THYR01 001242, 
THYRO1001702, 
Y79AA1 000888, 
Y79AA1001427, 



HEMBB1 002245, 
MAMMA1000141, 
MAMMA1 000681, 
MAMMA1001344, 
MAMMA1 002095, 
NT2RM2000565, 
NT2RM4000648, 
NT2RP1 000050, 
NT2RP1000613, 

NT2RP2001276, 
NT2RP2002527, 
NT2RP2003042, 
NT2RP2003950, 
NT2RP2004606, 
NT2RP2005597, 
NT2RP2006512, 
NT2RP3000616, 
NT2RP3001195, 
NT2RP3001592, 
NT2RP3002411, 
NT2RP3003354, 
NT2RP3004083, 
NT2RP3004406, 
NT2RP4001879, 
OVARC1 000307, 

PLACE1000914, 
PLACE1001407, 
PLACE1001918, 
PLACE1 003737, 
PLACE1 004441, 
PLACE1 005005, 
PLACE1 005745, 
PLACE1 007296, 
PLACE1 008985, 
PLACE1010011, 
PLACE1011236, 
THYR01 000956, 
THYRO1001266, 
THYR01 001725, 
Y79AA1001013, 
Y79AA1001727, 



Y79AA1001264, 

Y79AA1001787, Y79AA1001 795, Y79AA1 001803, Y79AA1 002058, 
Y79AA1002129, Y79AA1 002213, Y79AA1 002373, 

[0242] Names of clones whose deduced amino acid sequences were predicted to have functional domains by Pfam 
search, and names of the matched functional domains are shown below. When multiple functional domains matched 
a clone, each domain name was indicated, separated by a double-slash mark,//. 



50 



55 



HEMBA1000006//Src homology domain 3 
HEMBA1000128//SCP-like extracellular Proteins 
HEMBA1000349//ABC transporters 

HEMBA1000462//RNA recognition motif, (aka RRM, RBD, or RNP domain) 
HEMBA1000590//EGF-like domain//von Willebrand factor type A domain 
HEMBA1000671//Zinc finger, C2H2 type 
HEMBA1000732//EGF-like domain 
HEMBA1000940//Connexin 

HEMBA1001221//EGF-like domain//Kazal-type serine protease inhibitor domain 
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HEMBA1001621//7 transmembrane receptor (rhodopsin family) 

HEMBA1001878//WD domain, G-beta repeats 

HEMBA1002048//Zinc finger, C2H2 type 

HEMBA1002167//Carboxylesterases 
5 HEMBA1 002551//WD domain, G-beta repeats 

HEMBA1002992//Ubiquitin family 

HEMBA1003047//CUB domain 

HEMBA1 0031 20//Zinc finger, C2H2 type 

HEMBA1003230//EGF-like domain 
10 HEMBA1003392//Low-density lipoprotein receptor domain class A 

HEMBA1 003497//Zinc finger, C2H2 type 

HEMBA1 004250//Cadherin 

HEMBA1004391//Fibronectin type III domain//IG superfamily 
HEMBA1004454//4 transmembrane segments integral membrane proteins 
15 HEMBA1 004785!/ , chromo' (CHRromatin Organization Modifier) domain 

HEMBA1005246//Zinc finger, C2H2 type 
HEMBA1005267//Ank repeat 

HEMBA1005545//7 transmembrane receptor (rhodopsin family) 
HEMBA1005929//Eukaryotic protein kinase domain 
20 HEMBA1 005945//Mitochondrial carrier proteins 

HEMBA1006572//Zinc finger, C2H2 type 

HEMBA1006707//EGF-like domain//von Willebrand factor type A domain 

HEMBA1006749//EGF-like domain//von Willebrand factor type A domain 

HEMBA1006770//RNA recognition motif, (aka RRM, RBD, or RNP domain) 
25 HEMBA1 006902//EGF-like domain//von Willebrand factor type A domain 

HEMBB1 0001 06//Zinc finger, CCHC class 

HEMBB1000668//WD domain, G-beta repeats 

HEMBB1000881//Thrombospondin type 1 domain 

HEMBB1000905//WD domain, G-beta repeats 
30 HEMBB1 002041//EGF-like domain//Kazal-type serine protease inhibitor domain 

HEMBB1002245//IG superfamily 

HEMBB1 002302//Zinc finger, CCHC class 

HEMBB1 002465//Acyl-CoA dehydrogenases 

HEMBB1002661//Helix-loop-helix DNA-binding domain 
35 MAMMA1000204//C2 domain 

MAMM A1 000457//FAD/NAD-binding domain in oxidoreductases 

MAMMA1000681//7 transmembrane receptor (rhodopsin family) 

MAMMA1 000881 //Eukaryotic protein kinase domain//Protein kinase C terminal domain 
MAMMA1001150//Phorbol esters / diacylglycerol binding domain//Eukaryotic protein kinase domain 
40 MAMMA1 001 31 0//WD domain, G-beta repeats 

MAMMA1001532//Zinc finger, C2H2 type 
MAMMA1001615//Helix-loop-helix DNA-binding domain 
MAMM A1 002070/VKringle domain 

MAMMA1002080//Ras family (contains ATP/GTP binding P-loop) 
45 MAMM A1 002095//E1 -E2 ATPases 

MAMM A1 0021 65//lnsulin-like growth factor binding proteins 

NT2RM1000789//HMG (high mobility group) box 

NT2RM1000855//eubacterial secY protein 

NT2RM1000899//Mitochondrial carrier proteins 
50 NT2RM2000589//PH (pleckstrin homology) domain 

NT2RM2000632//Helicases conserved C-terminal domain 

NT2RM2001792//Fibrinogen beta and gamma chains, C-terminal globular domain 
NT2RM2001902//Eukaryotic protein kinase domain 
NT2RM2001 939//7 transmembrane receptor (rhodopsin family) 
55 NT2RM2001 941//7 transmembrane receptor (rhodopsin family) 

NT2RM4000284//Class I Histocompatibility antigen, domains alpha 1 and 2 
NT2RM4000326//Zinc finger, C2H2 type 
NT2RM4000417//C2 domain 
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NT2RM4000444//ABC transporters 

NT2RM4001377//PH (pleckstrin homology) domain 

NT2RM4001768//Alcohol/other dehydrogenases, short chain type 

NT2RM4002352//Low-density lipoprotein receptor domain class A 
5 NT2RP1000181//Heme-binding domain in cytochrome b5 and oxidoreductases 

NT2RP1 000271 //Zinc finger, C2H2 type 

NT2RP1 000325//Mitochondrial carrier proteins 

NT2RP1 00061 3// Eukary otic-type carbonic anhydrases 

NT2RP1000981//IG superfamily 
10 NT2RP1 001004/ZThrombospondin type 1 domain 

NT2RP1001020//Eukaryotic protein kinase domain 

NT2RP1001031//WD domain, G-beta repeats 

NT2RP1001563//EGF-like domain//Lectin C-type domain short and long forms//SCP-like extracellular Proteins 

NT2RP2000092//Zinc finger, C2H2 type 
15 NT2RP2000514//Fibronectin type III domain//IG superfamily 

NT2RP2000649//Zinc-binding metalloprotease domain 

NT2RP2000712//Zinc finger, C2H2 type 

NT2RP2000739//Zinc finger, C2H2 type 

NT2RP2001514//E1-E2 ATPases 
20 NT2RP2001529//Eukaryotic protein kinase domain 

NT2RP2001755//Thrombospondin type 1 domain 

NT2RP2001769//Eukaryotic protein kinase domain 

NT2RP20021 88//Carboxylesterases 

NT2RP2002527//Heme-binding domain in cytochrome b5 and oxidoreductases 
25 NT2RP2002564//Zinc finger, C2H2 type 

NT2RP2002942//IG superfamily 

NT2RP2003179//Eukaryotic protein kinase domain 

NT2RP2003302//Zinc finger, C2H2 type 

NT2RP2003390//DnaJ, prokaryotic heat shock protein 
30 NT2RP2003469//Sugar (and other) transporters 

NT2RP2003545//Eukaryotic protein kinase domain 

NT2RP2003593//Thioredoxins 

NT2RP2003940//Zinc finger, C2H2 type 

NT2RP2004108//Zinc finger, C2H2 type 
35 NT2RP2004205//IG superfamily 

NT2RP2004670//Eukaryotic protein kinase domain 

NT2RP2004847//Zinc finger, C2H2 type 

NT2RP20051 81//Amino acid permeases 

NT2RP2005247//Zinc finger, C3HC4 type (RING finger) 
40 NT2RP2005391//Fibronectin type III domain 

NT2RP2005535//Zinc finger, C2H2 type 

NT2RP2005774//Zinc finger, C2H2 type 

NT2RP2005878//Alcohol/other dehydrogenases, short chain type 

NT2RP2005941//Homeobox domain// 1 Paired box' domain 
45 NT2RP2006004//Fibronectin type ill domain 

NT2RP3000011//WD domain, G-beta repeats 

NT2RP3000022//Eukaryotic protein kinase domain 

NT2RP3000063//Zinc finger, C2H2 type 

NT2RP3000148//Zinc finger, C2H2 type 
50 NT2RP3000172//Eukaryotic protein kinase domain 

NT2RP3000201//Eukaryotic protein kinase domain 

NT2RP3000232//Zinc finger, C2H2 type 

NT2RP3000304//Low-density lipoprotein receptor domain class A//Low-density lipoprotein receptor domain class 
B 

55 NT2RP3000436//Thioredoxins 

NT2RP3000460//eubacterial secY protein 
NT2RP3000616//Fibronectin type III domain 
NT2RP3000652//Zinc finger, C2H2 type 
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NT2RP3000676//Mitochondrial carrier proteins 

NT2RP3000789//KH domain family of RNA binding proteins 

NT2RP3000820//WD domain, G-beta repeats 

NT2RP3000838//PH (pleckstrin homology) domain 
5 NT2RP3000907//E1 -E2 ATPases 

NT2RP3000921//IG superfamily 

NT2RP3001195//Sugar (and other) transporters 

NT2RP3001240//eubacterial secY protein 

NT2RP3001388//C2 domain 
10 NT2RP3001 650//CUB domain//Low-density lipoprotein receptor domain class A 

NT2RP3001738//Heme-binding domain in cytochrome b5 and oxidoreductases 

NT2RP3001976//Zinc finger, C2H2 type 

NT2RP3002281//RNA recognition motif, (aka RRM, RBD, or RNP domain) 

NT2RP3002411 //Alcohol/other dehydrogenases, short chain type 
15 NT2RP3002721 //Citrate synthase 

NT2RP3003000//lon transport proteins 

NT2RP3003527//Eukaryotic protein kinase domain 

NT2RP3003535//TPR Domain 

NT2RP3003849//C2 domain 
20 NT2RP3004067//Src homology domain 3 

NT2RP3004090//2inc finger, C3HC4 type (RING finger) 

NT2RP3004481//IG superfamily 

NT2RP3004552//CUB domain//Sushi domain 

NT2RP3004647//Mitochondrial carrier proteins 
25 NT2RP40001 08//lntermediate filament proteins 

NT2RP4000634//Eukaryotic protein kinase domain 

NT2RP4000962//Eukaryotic protein kinase domain 

NT2RP4001009//Zinc-binding metalloprotease domain 

NT2RP4001877//RNA recognition motif, (aka RRM, RBD, or RNP domain) 
30 NT2RP40021 87//Alcohol/other dehydrogenases, short chain type 

NT2RP4002750//Amino acid permeases 

OVARC1 0001 05//Ubiquitin-conjugating enzymes 

OVARC1000255//Eukaryotic protein kinase domain 

OVARC1 00031 3//Thioredoxins 
35 OVARC1 00041 0//Fibrinogen beta and gamma chains, C-terminal globular domain 

OVARC1000529//Eukaryotic protein kinase domain 

OVARC1000811//CUB domain//Kringle domain 

OVARC1 00091 6//Eukaryotic protein kinase domain 

OVARC1001049//Helix-loop-helix DNA-binding domain 
40 OVARC1 001 338//Eukary otic protein kinase domain 

OVARC1001569//Eukaryotic protein kinase domain 

OVARC1001570//Eukaryotic aspartyl proteases 

PLACE1 000231 //WAP-type (Whey Acidic Protein) 'four-disulfide core 1 

PLACE1 000258//Zinc finger, C2H2 type 
45 PLACE1000740//EGF-like domain 

PLACE1000907//Zinc finger, C2H2 type 

PLACE1001016//lon transport proteins 

PLACE1001500//Helicases conserved C-terminal domain 

PLACE1001655//lon transport proteins 
50 PLACE1 001 795//SCP-Jike extracellular Proteins 

PLACE1 001 949//E1 -E2 ATPases 

PLACE1002329//Src homology domain 3 

PLACE1002355//Alpha-2-macroglobulin family//Kazal-type serine protease inhibitor domain 
PLACE1002374//Cysteine proteases 
55 PLACE1 00251 8//Zinc finger, C3HC4 type (RING finger) 

PLACE1002911//IG superfamily 
PLACE1003135//Eukaryotic protein kinase domain 
PLACE1 0031 63//Enoyl-CoA hydratase/isomerase 
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PLACE1003573//Lectin C-type domain short and long forms 
PLACE1 0041 66//Bromodomain 

PLACE1004305//Ras family (contains ATP/GTP binding P-loop) 

PLACE1 004441 111 transmembrane receptor (rhodopsin family) 
s PLACE1 004520//IG superfamily 

PLACE1 00481 6//Fibrinogen beta and gamma chains, C-terminal globular domain 

PLACE1004887//Zinc finger, C3HC4 type (RING finger) 

PLACE1 005003/ZTrypsin 

PLACE1005383//EGF-like domain 
10 PLACE1 00541 0//eubacterial secY protein 

PLACE1005426//IG superfamily 

PLACE1 00551 9//Eukaryotic protein kinase domain 

PLACE1005539//Heat shock hsp20 proteins 

PLACE1005544//IG superfamily 
15 PLACE1 005569//IG superfamily 

PLACE1005682//Zinc finger, C3HC4 type (RING finger) 

PLACE1005736//PH (pleckstrin homology) domain 

PLACE1006079//Homeobox domain 

PLACE1 00671 6//C1q domain 
20 PLACE1 008282//Eukaryotic protein kinase domain 

PLACE1 008549//Ets-domain 

PLACE1008744//EGF-like domain//Sushi domain 

PLACE1009067//Src homology domain 3 

PLACE1010081//Eukaryotic protein kinase domain 
25 PLACE1010251//EGF-like domain 

PLACE1010713//Alcohol/other dehydrogenases, short chain type 

PLACE1 01 0784//7 transmembrane receptor (rhodopsin family) 

PLACE1010968//Fibronectintype 111 domain 

PLACE1011181//ATPases associated with various cellular activities (AAA) 
30 PLACE1 01 1 364//Eukaryotic protein kinase domain 

PLACE1 01 1407//Zinc finger, C2H2 type 

PLACE1011708//CUB domain 

PLACE1011824//Eukaryotic protein kinase domain 

PLACE1 01 1978//Zinc finger, C2H2 type 
35 PLACE3000181//Cadherin 

PLACE3000213//Sushi domain 

PLACB4000354//BGF-Iike domain//Sushi domain 

SKNMC1 000082//Mitochondrial carrier proteins 

THYRO1000196//Cadherin 
40 THYR01 000580//Zinc finger, C2H2 type 

THYR01 000678//Connexin 

THYRO1000795//Mitochondrial carrier proteins 

THYRO1000956//7 transmembrane receptor (rhodopsin family) 

THYRO1001113//C2 domain 
45 THYROI 001 266//Sodium:solute symporter family 

THYR01001457//Phorbol esters / diacylglycerol binding domain//Bukaryotic protein kinase domain 

THYRO1001478//EF hand 

THYRO1001593//Eukaryotic protein kinase domain 

THYRO1001700//Eukaryotic protein kinase domain 
50 THYROI 001 770//Eukaryotic protein kinase domain 

Y79AA1000030/A/VW/rsp5/WWP domain containing proteins 

Y79AA1000426//Transforming growth factor beta like domain 

Y79AA1 000777/YWD domain, G-beta repeats 

Y79AA1 000876//Thioredoxins 
55 Y79AA1000967//Eukaryotic protein kinase domain 

Y79AA1 001 090//Ank repeat 

Y79AA1001264//DnaJ, prokaryotic heat shock protein 
Y79AA1001328//EGF-like domain 
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Y79AA1001427//FAD/NAD-bincling domain in ox i do reductases 

Y79AA1001523//Bromodomain//Zinc finger, C3HC4 type (RING finger) 

Y79AA1001530//Tubulin 

Y79AA1001727//IG superfamily 

Y79AA1 001 787//E1 -E2 ATPases 

Y79AA1001799//Mitochondrial carrier proteins 

Y79AA1002022//IG superfamily 

Y79AA1 002381 //Eukaryotic protein kinase domain 
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Functional categories based on the full-length nucleotide sequences 



[0243] Prediction of functions of proteins encoded by the clones and the categorization thereof were performed based 
on the results of homology search (see homology search result 10) of the databases, GenBank, Swiss-Prot and Uni- 
Gene for the full-length nucleotide sequences of 826 clones as well as based on the results of domain search (see 
Example 16) of the deduced amino acid sequences encoded by the full-length nucleotide sequences. 
(HEMBA1 005337, NT2RM1 000407, NT2RM2001 767, and NT2RP3003939 were excluded because of the absence of 
full-length sequence.) 

[0244] There are 611 clones that presumably encode proteins belonging to any of categories of secretory and/or 
membrane proteins, glycoprotein-associated proteins, signal transduction-associated proteins, transcription-associat- 
ed proteins and disease-associated proteins. 

[0245] The clones presumably encoding proteins categorized into secretory and/or membrane proteins are those 
which matched the full-length sequences of Swiss-Prot database with keywords "growth factor", "cytokine", "hormone" , 
"signal", "transmembrane", "membrane", "extracellular matrix", "receptor", "G-protein coupled receptor", "ionic chan- 
nel", "voltage-gated channel", "calcium channel", "cell adhesion", "collagen" or "connective tissue"; those which 
matched the data, suggesting that the proteins are secretory and/or membrane proteins; or those which matched the 
full-length sequences of GenBank or UniGene database with similar description; and, further, those predicted to have 
an N-terminal signal sequence or a transmembrane region as a result of domain search for the amino acid sequences 
deduced from the full-length nucleotide sequences. 

[0246] The clones presumably encoding proteins categorized into glycoprotein-associated proteins are those which 
matched the full-length sequences of Swiss-Prot database with the keywords "glycoprotein"; those which matched the 
data, suggesting that the proteins are glycoprotein; or those which matched the full-length sequences of GenBank or 
UniGene database. 

[0247] The clones presumably encoding proteins categorized into signal transduction-associated proteins are those 
which matched the full-length sequences of Swiss-Prot database with the keywords "serin e/threonine-protein kinase", 
"tyrosine-protein kinase" or "SH3 domain"; those which matched the data, suggesting that the proteins are signal 
transduction-associated proteins (for example, "ADP-ribosylation factor"); or those which matched the the full-length 
sequences of GenBank or UniGene database with similar description. 

[0248] The clones presumably encoding proteins categorized into transcription-associated proteins are those which 
matched the full-length sequences of Swiss-Prot database with the keywords "transcription regulation", "zinc finger" 
or "homeobox"; those which matched the data, suggesting that the proteins are transcription-associated proteins; or 
those which matched the full-length sequences of GenBank or UniGene database with similar description. 
[0249] The clones presumably encoding proteins categorized into disease-associated proteins are those which 
matched the full-length sequences of Swiss-Prot database with the keywords "disease mutation" or "syndrome"; those 
which matched the data, suggesting that the proteins are disease-associated proteins; or those which matched the 
full-length sequences of Swiss-Prot database and GenBank or UniGene database where the matched sequences are 
those of genes or proteins which had been deposited in the database of Online Mendelian Inheritance in Man (OMIM) 
(http:l/www.ncbi.nlm. nih.gov/Omim/), which is a database of human genes and diseases. 
[0250] The following 437 clones were categorized into secretory and/or membrane proteins. 
BNGH41 000020, BNGH41 000087, BNGH41 000091 , HEMBA1 0001 21 , HEMBA1 0001 28, 



HEMBA1 000477, 
HEMBA1 000940, 
HEMBA1002163, 
HEMBA1 002421, 
HEMBA1 003530, 
HEMBA1 004391, 
H EM BA1 005070, 



HEMBA1 000590, 
HEMBA1 000962, 
HEMBA1002167, 
HEMBA1 002767, 
HEMBA1 003602, 
HEMBA1 004444, 
HEMBA1 005449, 



HEMBA1000713, 
HEM8A1001221, 
HEMBA1002178, 
HEMBA1 003047, 
HEMBA1 003732, 
HEMBA1 004454, 
HEMBA1 005522, 



HEMBA1 000732, 
HEMBA1001228, 
HEMBA1002195, 
HEMBA1003101, 
HEMBA1 003945, 
HEMBA1 004505, 
HEMBA1 005545, 



HEMBA1 000745, 
HEMBA1001621, 
HEMBA1 002227, 
HEMBA1 003230, 
HEMBA1004110, 
HEMBA1 004797, 
HEMBA1 005698, 



HEMBA1 000349, 
HEMBA1 000835, 
HEMBA1002131, 
HEMBA1 002420, 
HEMBA1 003392, 
HEMBA1 004250, 
HEMBA1 004982, 
HEMBA1 005945, 
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HEMBA1 0061 71 , HEMBA1 006299, HEMBA1 00631 1 , HEMBA1 006335, 

HEMBA1 006482, HEMBA1 006707, HEMBA1 006724, HEMBA1 006749, 

HEMBA1 007241, HEMBB1 000407, HEMBB1 000447, HEMBB1 000567, 

HEMBB1001026, HEMBB1 001048, HEMBB1 001 407, HEMBB1 001530, 

HEMBB1001978, HEMBB1 002041 , HEMBB1 0021 62, HEMBB1 002245, 

MAMMA1000102, M AM M A 1 000106, MAMMA1 00011 8, MAMMA1 000141 , 

MAMMA1 000457, MAMMA1 000473, MAM MA1 000496, MAMMA1 000591 , 

MAMMA1 000986, MAMMA1 000994, MAMMA1 001 043, MAMMA1 001141 , 
MAMMA1001418, MAMMA1 001 893, MAMMA1 001 957, MAMMA1 001978, 

MAMMA1 002070, MAMMA1 002091 , MAMMA1 002095, MAMMA1 0021 65, 

MAMMA1 002633, MAMMA1 0031 26, NT2RM1 000462, NT2RM1 000542, 

NT2RM1 000858, NT2RM1 000899, NT2RM2000241 , NT2RM200041 0, 

NT2RM2001 626, NT2RM2001 792, NT2RM2001 939, NT2RM2001 941 , 



NT2RM4000417, NT2RM4000444, NT2RM4000587 
NT2RM4000997, NT2RM4001325, NT2RM4001735 
NT2RP1000181, 
NT2RP1000613, 
NT2RP2000616, 
NT2RP2001200, 
NT2RP2001915, 
NT2RP2002533, 
NT2RP2003210, 
NT2RP2003664, 
NT2RP2004556, 
NT2RP2005181, 



NT2RP1 000050, 
NT2RP1 000551, 
NT2RP2000533, 
NT2RP2000903, 
NT2RP2001755, 
NT2RP2002527, 
NT2RP2003042, 
NT2RP2003655, 
NT2RP2004524, 
NT2RP2005163, 



NT2RP1 000261, 
NT2RP1 000981, 
NT2RP2000649, 
NT2RP2001276, 
NT2RP2001956, 
NT2RP2002721, 
NT2RP2003383, 
NT2RP2003950, 
NT2RP2004606, 
NT2RP2005378, 



NT2RM4000593, 
NT2RM4001768, 
NT2RP 1000300, 
NT2RP1001004, 
NT2RP2000663, 
NT2RP2001480, 
NT2RP2002063, 
NT2RP2002824, 
NT2RP2003390, 
NT2RP2004179, 
NT2RP2004648, 
NT2RP2005463, 



NT2RP2005666, NT2RP2005883, NT2RP2005994, NT2RP2006004, 



NT2RP2006042, 
NT2RP3000304, 
NT2RP3000818, 
NT2RP3001240, 
NT2RP3001650, 
NT2RP3002342, 
NT2RP3002958, 
NT2RP3003614, 
NT2RP3004309, 
NT2RP3004647, 
NT2RP4002451 , 



NT2RP2006269, 
NT2RP3000436, 
NT2RP3000907, 
NT2RP3001271, 
NT2RP3001738, 
NT2RP3002411, 
NT2RP3003000, 
NT2RP3004025, 
NT2RP3004345, 
NT2RP4001001, 
NT2RP4002750, 



NT2RP2006512, 
NT2RP3000460, 
NT2RP3000921, 
NT2RP3001322, 
NT2RP3001858, 
NT2RP3002737, 
NT2RP3003076, 
NT2RP3004075, 
NT2RP3004406, 
NT2RP4001009, 
OVARC1 000003, 



NT2RP2006580, 
NT2RP3000616, 
NT2RP3001012, 
NT2RP3001388, 
NT2RP3002015, 
NT2RP3002790, 
NT2RP3003354, 
NT2RP3004083, 
NT2RP3004481, 
NT2RP4001467, 
OVARC1000105, 



OVARC1 00031 3, OVARC1 00041 0, OVARC1 000439, OVARC1 000553 
OVARC1 000956, OVARC1 001 030 



OVARC1 001 725, OVARC1 001 991 , 
PLACE1 00091 2, PLACE1 00091 4, 
PLACE1001231, PLACE1001340, 



OVARC1 001 1 63, OVARC1 001 336, 
PLACE1 000033, PLACE1 000231 , 



PLACE1 000927, 
PLACE1001401, 



PLACE1001016, 
PLACE 1001 407, 



PLACE1001536, PLACE1 001564, PLACE1 001 655, PLACE1 001 795, 



PLACE1001836, 
PLACE1 002374, 
PLACE1 002967, 
PLACE1 003845, 
PLACE1 004482, 
PLACE1 005003, 
PLACE1 005544, 
PLACE1005927, 
PLACE1 006443, 
PLACE1 007296, 
PLACE1008716, 
PLACE1 009527, 
PLACE1010251, 
PLACE1011116, 
PLACE3000213, 



PLACE1001918, 
PLACE1002518, 
PLACE 1003407, 
PLACE1 003852, 
PLACE 1004520, 
PLACE 1005005, 
PLACE1 005569, 
PLACE1 006071, 
PLACE1006716, 
PLACE 1007626, 
PLACE1 008744, 
PLACE1 009546, 
PLACE 101 0445, 
PLACE1011181. 



PLACE1001949, 
PLACE1 002547, 
PLACE1 003573, 
PLACE1 004279, 
PLACE1004630, 
PLACE1 005031, 
PLACE1005660, 
PLACE1 006093, 
PLACE1 006809, 
PLACE1 007845, 
PLACE1 008985, 
PLACE1 009600, 
PLACE1010713, 
PLACE1011236, 



PLACE4000354, SKNMC1 000004, 



PLACE1 002080, 
PLACE1 002726, 
PLACE1 003737, 
PLACE 1004282, 
PLACE1 004637, 
PLACE1 005383, 
PLACE1 005725, 
PLACE1 006208, 
PLACE 1006959, 
PLACE1 007881, 
PLACE 1009067, 
PLACE1 009982, 
PLACE1010784, 
PLACE1011516, 
SKNMC1000014, 



HEMBA1 006357, 
HEMBA1 006902, 
HEMBB1 000679, 
HEMBB1001573, 
HEMBB1 002427, 
MAMMA1 000204, 
MAMMA1 000681, 
MAMMA1001237, 

MAMMA1 002234, 
NT2RM1 000580, 
NT2RM2000423, 
NT2RM4000198, 
NT2RM4000648, 
NT2RM4001843, 
NT2RP1 000325, 
NT2RP1001563, 
NT2RP2000694, 
NT2RP2001495, 
NT2RP2002188, 
NT2RP2002942, 
NT2RP2003469, 
NT2RP2004205, 
NT2RP2004794, 
NT2RP2005541, 

NT2RP3000169, 
NT2RP3000676, 
NT2RP3001159, 
NT2RP3001560, 
NT2RP3002160, 
NT2RP3002836, 
NT2RP3003532, 
NT2RP3004130, 
NT2RP3004552, 
NT2RP4001879, 
OVARC1 000298, 
OVARC 1000811, 
OVARC1 001570, 
PLACE1 000560, 
PLACE1001123, 
PLACE1001464, 

PLACE1 002095, 
PLACE1 002905, 
PLACE 1003772, 
PLACE1 004441, 
PLACE1 004648, 
PLACE1 005410, 
PLACE1 005745, 
PLACE1 006277, 
PLACE1 007081, 
PLACE1 008359, 
PLACE1009196, 
PLACE1010011, 
PLACE1010827, 
PLACE1011708, 
SKNMC1 000082, 



HEMBA1 
HEMBA1 
HEMBB1 
HEMBB1 
HEMBB1 
MAMMA1 
MAMMA1 
MAMMA1 



006430, 
006960, 
000881, 
001847, 
002693, 
000226, 
000810, 
001344, 



MAMMA1 002586, 
NT2RM1 000855, 
NT2RM2000565, 
NT2RM4000284, 
NT2RM4000761, 
NT2RM4002352, 
NT2RP1 000448, 
NT2RP2000479, 
NT2RP2000818, 
NT2RP2001514, 
NT2RP2002232, 
NT2RP2002976, 
NT2RP2003593, 
NT2RP2004495, 
NT2RP2005027, 
NT2RP2005597, 

NT2RP3000171, 
NT2RP3000721, 
NT2RP3001195, 
NT2RP3001592, 
NT2RP3002311, 
NT2RP3002900, 
NT2RP3003535, 
NT2RP3004133, 
NT2RP3004625, 
NT2RP4002187, 
OVARC1 000307, 
OVARC1 000873, 
OVARC1001607, 
PLACE1 000740, 
PLACE1001183, 
PLACE1001516, 

PLACE1 002355, 
PLACE1 002911, 
PLACE1 003839, 
PLACE1 004450, 
PLACE1004816, 
PLACE1 005426, 
PLACE1 005878, 
PLACE1 006290, 
PLACE1 007096, 
PLACE1 008469, 
PLACE1 009279, 
PLACE1010078, 
PLACE1010968, 
PLACE3000181, 
THYRQ1 000036, 
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THYR01 000099, THYR01 0001 96, THYR01 000400, THYR01 000584, THYR0 1 000678, 
THYROI 000795, THYROI 000956, THYR01 0011 02, THYROI 001 1 1 3, 

THYROI 001205, THYROI 001237, THYROI 001 242, THYRO1001266, THYROI 001327, 



THYROI 000776, 



THYROI 001 523, THYROI 001 529, 
Y79AA1 000226, Y79AA1 000270, 



Y79AA1 000959, 
Y79AA1001427, 
Y79AA1001803, 



Y79AA1001013, 
Y79AA1001430, 
Y79AA1 002022, 



THYRO1001641, 
Y79AA1 000426, 
Y79AA1001212, 
Y79AA1001727, 
Y79AA1 002058, 



THYR0 1001 702, 
Y79AA 1000521, 
Y79AA1001264, 
Y79AA1001787, 
Y79AA1002129, 



NT2RM2001818, 
NT2RM4000648, 
NT2RP1001004, 
NT2RP2002533, 
NT2RP2005181, 
NT2RP2006269, 
NT2RP3002737, 
NT2RP3004481, 



PLACE1001123, 
PLACE 1002374, 
PLACE1 003839, 
PLACE1 005003, 
PLACE1 007845, 
PLACE1010968, 
THYRO1000196, 



NT2RM2001902, 
NT2RP2003179, 
NT2RP3000201, 



NT2RM4000997, 
NT2RP2000616, 
NT2RP2003042, 
NT2RP2005541, 
NT2RP3000304, 
NT2RP3002958, 
NT2RP3004552, 



PLACE1 002905, 
PLACE 1004282, 
PLACE 1005426, 
PLACE1008716, 
PLACE1011116, 
THYROI 000584, 



NT2RP1001020, 
NT2RP2003545, 
NT2RP3000820, 



H EMBA1 005545, HEMBA1 006707, 
HEMBB1001048, HEMBB1 0021 20, 



NT2RM4002352, NT2RP1 00061 3, 
NT2RP2000903, NT2RP2001480, 



THYRO1001478 
Y79AA1 000207, 
Y79AA1 000888, 
Y79AA1001426, 
Y79AA1001799, 
Y79AA1 002373, 

[0251] The following 146 clones were categorized into glycoprotein-associated proteins. 
BNGH41 000087, BNGH41 000091 , HEMBA1 000349, HEMBA1 000590, HEMBA1 000745 
HEMBA1 001221, HEMBA1 001228, HEMBA1 001 621 , HEMBA1 002131 , HEMBA1002178 
HEMBA1 002767, HEMBA1 003230, HEMBA1 003392, HEMBA1 004250, HEMBA1 004391 
HEMBA1 004505, HEMBA1 005449, HEMBA1 005522 
HEMBA1 006902, HEMBB1 000679, HEMBB1 000881 
HEMBB1002427, MAMMA1 0001 02, MAMMA1 000591 , MAMMA1000681 , MAMMA1001 043, 
MAMMA1 002070, MAMMA1 002586, MAMM A1 0031 26, NT2RM1 000462, NT2RM 1000580. 

NT2RM2001 939, IMT2RM2001 941 , NT2RM40001 98, NT2RM4000284, 
NT2RM4001325 
NT2RP2000694, 
NT2RP2003210, 
NT2RP2005597, 
NT2RP3000616, 
NT2RP3003000, 
NT2RP3004640, 

OVARC1 000003, OVARC1 000553, OVARC1 000811 , OVARC1 000873, OVARC1001336 
OVARC1001991, PLACE1 000033, PLACE1 000740, PLACE1 001 01 6, 

PLACE1 001231, PLACE1 001464, PLACE1001 655, 
PLACE1 002911, 
PLACE1 004441, 
PLACE1 006071, 
PLACE1 008744, 
PLACE3000181, 
THYROI 000956 

Y79AA1001727, Y79AA1 001 795, Y79AA1 002022, Y79AA1 002213, 

[0252] The following 55 clones were categorized into signal transduction-associated proteins. 
HEMBA1 000006, HEMBA1 0021 95, HEMBA1 002227, H EMBA1 002551 , HEMBA1 005084, 
HEMBA1006658, HEMBA1 00691 6, MAMMA1 000881 , MAMMA1001150, MAMMA1 00131 0, 

NT2RP1001031, 
NT2RP2004670, 
NT2RP3003527, 



THYROI 
THYROI 
Y79AA1 
Y79AA1 
Y79AA1 
Y79AA1 



001456, 
001725, 
000876, 
001328, 
001795, 
002213, 



NT2RP2004205, 
NT2RP2005883, 
NT2RP3000921 , 
NT2RP3003532, 
NT2RP4000108, 



PLACE1 003573, 
PLACE 1004450, 
PLACE1 006073, 
PLACE1 008985, 
PLACE3000213, 
THYRO1001266, 



NT2RP2004606, 
NT2RP2006004, 
NT2RP3001650, 
NT2RP3004130, 
NT2RP4001467, 



PLACE1001836, 
PLACE1 003737, 
PLACE1 004520, 
PLACE1 006290, 
PLACE1010251, 
PLACE4000354, 
Y79AA1 000270, 



NT2RP4000634, NT2RP4000962, 
OVARC1 001 569, PLACE1 002329, 



PLACE1 008282, PLACE1 008297, 
TH YRQ1 001 593, THYROI 001 700 



NT2RP2001469, 
NT2RP3000011, 
NT2RP3003849, 
OVARC1 000255, OVARC1 000529, 
PLACE1003135, PLACE1 003598, 
PLACE1011364, 
Y79AA1 000777, 



NT2RP2001529, 
NT2RP3000022, 
NT2RP3003874, 
OVARC1000916, 
PLACE1005519, 
PLACE1011824, 
Y79AA1 000967, 



PLACE1010081, 
THYRO1001770 
Y79AA1 002381, 

[0253] The following 80 clones were categorized into transcription -associated proteins. 

HEMBA1001297, HEMBA1 001 390, HEMBA1001886 
H E M BA1 004785 , H E M BA 1 005230 



HEMBA1 000462, HEMBA1 000671 , 
HEMBA1 0031 20, HEMBA1 003497, 



HEMBA1 005246, 



50 HEMBA1006572, HEMBA1 007226, HEMBB1 0001 06, HEMBB1 000905, HEMBB1 001959, 



HEMBB1 002661, 
NT2RM2000773, 
NT2RP2000712, 
NT2RP2002564, 
NT2RP2004847, 
NT2RP2006092, 
NT2RP3004090, 
OVARC1001807, 



MAMMA1001094, MAMMA1001532, MAMMA1001615, NT2RM1 000789, 



NT2RM4000326, 
NT2RP2000739, 
NT2RP2002974, 
NT2RP2005247, 
NT2RP3000148, 
NT2RP3004119, 
PLACE1 000258, 



NT2RP1 000468, 
NT2RP2001662, 
NT2RP2003302, 
NT2RP2005535, 
NT2RP3000378, 
NT2RP3004294, OVARC1 001 049, OVARC1 001 086, 
PLACE1 000442, PLACE1 000907, PLACE1 003529, 



NT2RP 1000271, 
NT2RP2001538, 
NT2RP2003138, 
NT2RP2005391, 
NT2RP3000232, 



NT2RP2000092, 
NT2RP2001817, 
NT2RP2003940, 
NT2RP2005774, 
NT2RP3000652, 



HEMBA1 000835, 
H EM BA1 002421, 
HEMBA1 004444, 
HEMBA1 006749, 
HEMBB1 002245, 
MAM MA1 001 237, 
NT2RM2001792, 
NT2RM4000417, 
NT2RP1 000981, 
NT2RP2001755, 
NT2RP2005027, 
NT2RP2006042, 
NT2RP3002160, 
NT2RP3004133, 
NT2RP4002750, 
OVARC1001607, 

PLACE1 002355, 
PLACE1 003772, 
PLACE 1004648, 
PLACE1 007081, 
PLACE1010784, 
THYROI 000036, 
Y79AA1 000426, 



HEMBA1 005929, 

MAMMA1002142, 
NT2RP2001769, 
NT2RP3000172, 
NT2RP3004067, 

OVARC1001338, 
PLACE1 006208, 

THY R0 100 1457, 
Y79AA1 002376, 



HEMBA1 002048, 
HEMBA1 006276, 
HEMBB1002051, 
NT2RM2000632, 
NT2RP2000610, 
NT2RP2001948, 
NT2RP2004108, 
NT2RP2005941, 
NT2RP3001976, 
OVARC1001132, 
PLACE1004166, 
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PLACE1 005682, 
Y79AA1 000030, 
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PLACE1004168, PLACE1004887, 
PLACE1011407, PLACE1011978, 
Y79AA1 002334, Y79AA1 002378, 

[0254] The following 85 clones were categorized into disease -associated proteins. 



PLACE 1006079, 
Y79AA1001090, 



BNGH41 000020, 

HEMBA1001228, 

HEMBA1 006707, 

MAMMA1 000204, 

NT2RP1 000465, 

NT2RP2001529, 

NT2RP2005535, 

NT2RP3000232, 

NT2RP3002286, 

OVARC1 000275, 

OVARC1001725, 

PLACE1001500, 

PLACE1 005239, 

PLACE2000118, 



HEMBA1000349, 
HEMBA1001886, 
HEMBA1 006749, 
MAMMA1 002080, 
NT2RP 1000579, 
NT2RP2001562, 
NT2RP2005941, 
NT2RP3000616, 
NT2RP3002721, 
OVARC1 000331, 
OVARC1 001952, 
PLACE 1002905, 
PLACE1005815, 
THYRQ1 000580, 



HEMBA1 000590, 
HEMBA1003120, 
HEMBA1 006902, 

NT2RM2000632, 
NT2RP2000447, 
NT2RP2002674, 
NT2RP2006004, 
NT2RP3000677, 
NT2RP3002737, 
OVARC1 000410, 

PLACE1 000258, 
PLACE1 002967, 
PLACE1 007028, 
THYRQ1 000866, 



HEMBA1000671 
HEMBA1 004250, 
HEMBA1006916, 
NT2RM2001126, 
NT2RP2000514, 
NT2RP2003369, 
NT2RP3000059, 
NT2RP3000838, 
NT2RP3002738, 
OVARC1001086, 
PLACE1 000442, 
PLACE1 003407, 
PLACE1008716, 
THYRO1001071, 



HEMBA1 000835, 
HEMBA1 005246, 
HEMBA1007013, 
NT2RM2001558, 
NT2RP2000739, 
NT2RP2004108, 
NT2RP3000125, 
NT2RP3000921, 
NT2RP3004481, 
OVARC1001132, 
PLACE1 000907, 
PLACE1 003428, 
PLACE1011407, 
THYRO1001478, 



PLACE1 008549, 
Y79AA1001523, 



HEMBA1001184, 
HEM BA1 005267, 
HEMBB1002120, 
NT2RP1 000271, 
NT2RP2001223, 
NT2RP2004205, 
NT2RP3000201, 
NT2RP3001542, 
OVARC1 000208, 
OVARC1001607, 
PLACE1001100, 
PLACE1 005005, 
PLACE1011978, 
Y79AA1001062, 



Y79AA1001530, 

[0255] Out of them, the following 67 clones are those which matched the data of Swiss-Prot database and GenBank 
or UniGene database, genes or proteins which had been deposited in the database of Online Mendelian Inheritance 
in Man (OMIM) (http://www.ncbi.nim.nih.gov/Omim/), which is a database of human genes and diseases. (The corre- 
sponding OMIM numbers are indicated after the clone names.) 

HEMBA1 000349(*600046), HEMBA1 000590(*603897), HEMBA1 000671 (*602277) 



HEMBA1003120(*602277), 
HEMBA1006707(*603897), 
HEMBA1007013(*603730), 
NT2RM2001 558(*604689), 
NT2RP2000514(*602431), 
NT2RP2001562f 603371), 
NT2RP2004205(*601 61 0), 
NT2RP30001 25(*1 80202), 
NT2RP3000677(*1 42765), 
NT2 RP300272 1 (* 1 1 8950) , 
OVARC1000275(*1 25647), 
OVARC1 001 725(*603046), 
PLACE1000907(*1 94558), 
PLACE1005005(*603124), 
PLACE1011 978(*603971), 



HEMBA1 004250(*600976), 
HEMBA1 006749(*603897), 
HEMBB1 0021 20(*603367), 
NT2RP1 000271 (*603899), 
NT2RP2000739(*1 94558), 
NT2RP2002674(* 1 3281 1 ), 
NT2RP2005535(*603899), 
NT2RP3000201 (*604666), 
NT2RP3000838(*1 90370), 
NT2RP3002738(*602265), 
OVARC1 000331 (*1 39265), 
OVARC1001 952(*1 90370), 
PLACE1001500(*603781), 
PLACE1 005239(*603365), 
PLAC E20001 1 8(*301 000), 



HEMBA1 005246(*602291 ), 
HEMBA1006902(*603897), 
MAMMA1 002080(*602672), 
NT2RP 1 000465(*602231 ), 
NT2RP2001 223(*603558), 
NT2 RP2003369(* 1 79555) , 
NT2RP2006004(*600245), 
NT2RP3000232(*602277), 
NT2RP3001542(*191161), 
NT2RP3004481 (*601 61 0), 
OVARC1 00041 0(*603874), 
PLACE1000258(*603971), 
PLACE1002905(*1 25950), 
PLACE1 007028(*6021 31 ), 
THYROI 000580(*602277) , 



HEMBA1 001 886(*603899), 
H EMBA1 005267(*1 0641 0) , 
H EMBA1 00691 6(*601 524) , 
NT2RM2001 1 26f603785) , 
NT2RP2000447(*602580), 
NT2 R P200 1 529(*603289) , 
NT2RP2004108(*601260), 
NT2RP3000059(*1 06410), 
NT2RP300061 6(*600245), 
NT2 R P3002286(*60433 1 ) , 
OVARC1000208(*603603), 
OVARC1 001 086(*603862), 
PLAC E 1 000442(*60 1 260) , 
PLACE1003428(*603570), 
PLACE 1 01 1 407(*602277) , 
THYRO1000866(*604045), 



55 



TH YROI 001 071 (*603533), Y79AA1 001 062(* 1 91161), Y79AA1 001 530(*602662), 

[0256] Out of 215 clones excluding the above-mentioned clones, HEMBB1 000668 and NT2RM4001 377 presumably 
belong to a group of signal transduction-associated proteins, based on the results of domain search by Pfam. 
[0257] HEMBB1 002302 presumably belong to a group of transcription-associated proteins, based on the results of 
domain search by Pfam. 

[0258] In the 437 clones categorized into secretory and/or transmembrane proteins on the basis of their full-length 
sequences, 41 0 clones were also predicted to encode proteins having functions of secretory and/or membrane proteins 
on the basis of their partial nucleotide sequences (5' sequences). In the 146 clones categorized into glycoprotein- 
associated proteins on the basis of their full-length sequences, 124 clones were also predicted to encode proteins 
having functions of glyco protein -associated proteins on the basis of their partial nucleotide sequences. In the 57 clones 
categorized into signal transduction-associated proteins on the basis of their full-length sequences, 46 clones were 
also predicted to encode proteins having functions of signal transduction-associated proteins on the basis of their 
partial nucleotide sequences. In the 81 clones categorized into transcription-associated proteins on the basis of their 
full-length sequences, 57 clones were also predicted to encode proteins having functions of transcription-associated 
proteins on the basis of their partial nucleotide sequences. In the 85 clones categorized into disease-associated proteins 
on the basis of their full-length sequences, 6 clones were also predicted to encode proteins having functions of disease- 
associated proteins on the basis of their partial nucleotide sequences. The number of clones which were predicted to 
encode disease-associated proteins based on the full-length nucleotide sequences is much greater than that predicted 
based on the partial sequences. The reason is that the full-length sequences were categorized by using the data found 
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in the OMIM database into the category of disease-associated proteins. 

[0259] When the predicted functions based on the partial sequences were different from those based on the full- 
length sequences, several reasons were presumed; the ORF is too short in the partial sequence as compared with 
that of the full-length sequence; alternatively, P value for the partial sequence was greater than that for the full-length , 
5 that is, as compared with the probability of occurrence of the predicted function found in the full-length sequence, the 
probability was lower in the partial sequence. A protein does not always belong solely to a single category of the above- 
described functional categories, and therefore, additional functions can be found for the cDNA clones by further anal- 
yses. 

[0260] It is unclear, by the analyses for the full-length sequences so far, whether or not the remaining 212 clones 
io encode proteins belonging to any of the categories of secretory and/or membrane proteins, glycoprotein-associated 
proteins, signal transduction-associated proteins, transcription-associated proteins or disease-associated proteins. 
Nonetheless, the functions which were predicted based on the partial sequences can be verified by further analyses. 
[0261] Among the 212 clones, there are 38 clones that presumably belong to the category of enzymes and/or me- 
tabolism-associated proteins, cell division- and/or cell proliferation-associated proteins, cytoskeleton-associated pro- 
fs teins, nuclear proteins, DNA-and/or RNA-binding proteins, ASP- and/or GTP-binding proteins, protein synthesis- and/ 
or protein transport-associated proteins, or cellular defense-associated proteins. The clones containing results of ho- 
mology search of Swiss-Prot database were categorized by considering the keywords and mentioned items in the 
matching data. The clones containing results of homology search of GenBank or UniGene database were categorized 
by considering the definitions and mentioned items in the matching data. 
20 When the matching data contained keywords such as "metabolism", "oxidoreductase" and "E.C. No. (Enzyme com- 
mission number)", the clones were herein defined as clones presumably belonging to the category of enzymes and/ 
or metabolism-associated proteins. When the matching data contained keywords such as "cell division", "cell cycle", 
"mitosis", "chromosomal protein", "cell growth" and "apoptosis", the clones were herein defined as clones presumably 
belonging to the category of cell division- or cell proliferation-associated proteins. When the matching data contained 
25 keywords such as "structural protein", "cytoskeleton", "actin-binding" and "microtubules", the clones were herein de- 
fined as clones presumably belonging to the category of cytoskeleton-associated proteins. When the matching data 
contained keywords such as "nuclear protein", the clones were herein defined as clones presumably belonging to the 
category of nuclear proteins. When the matching data contained keywords such as "DNA-binding" and "RNA-binding", 
the clones were herein defined as clones presumably belonging to the category of DNA- or RNA-binding proteins. 
30 When the matching data contained keywords such as "ATP-binding" and "GTP-binding", the clones were herein defined 
as clones presumably belonging to the category of ATP- and/or GTP-binding proteins. When the matching data con- 
tained keywords such as "translation regulation", "protein biosynthesis", "amino-acid biosynthesis", "ribosomal protein", 
"protein transport" and "signal recognition particle", the clones were herein defined as clones presumably belonging 
to the category of protein synthesis- and/or protein transport-associated proteins. When the matching data contained 
35 keywords such as "heat shock", "DNA repair" and "DNA damage", the clones were herein defined as clones presumably 
belonging to the category of cellular defense-associated proteins. 

[0262] The following 1 0 clones presumably belong to enzymes and/or metabolism-associated proteins. 
HEMBA1003315, HEMBB1 002465, MAMMA1000614, NT2RP20001 78, NT2RP2001388, NT2RP2001903, 
NT2RP2002304, NT2RP2005878, NT2RP3001 685, PLACE1 00621 9 
40 [0263] The following 4 clones presumably belong to cell division-associated and/or cell proliferation-associated pro- 
teins. 

MAMMA1 000403, NT2RM2000497, NT2RP2000394, Y79AA1002121 
[0264] The following 6 clones presumably belong to cytoskeleton-associated proteins. 
MAMMA1001609, NT2RM 2000589, NT2RP3000063, PLACE1004078, PLACE 1004492, PLACE 1008657 
45 [0265] The following 7 clones presumably belong to nuclear proteins. 

HEMBA1001878, HEMBA1 002992, MAMMA1 000614, NT2RM4000965, NT2RM2001 738, NT2RP2001388, 
Y79AA1002121 

[0266] The following 5 clones presumably belong to DNA- and/or RNA-binding proteins. 
HEMBA1003072, H E MB A1 006770, HEMBA1 007332, NT2RM2000497, Y79AA1002121 
50 [0267] The following 7 clones presumably belong to ATP- and/or GTP-binding proteins. 

HEMBA1002316, MAMMA1 001 609, NT2RM2000306, NT2RM 200049 7, NT2RP20001 78, NT2RP3003729, 
PLACE1 004305 

[0268] The following 7 clones presumably belong to protein synthesis- and/or protein transport-associated proteins. 
NT2RM4000965, NT2RP2005069, NT2RP3000481 , NT2RP3000789, NT2RP4001 877, OVARC1 001 833, 
55 OVARC1 002058, 

[0269] The following clone presumably belongs to cellular defense-associated proteins. 
PLACE 1005539 

[0270] Although it is unclear whether or not 26 out of 1 74 clones other than the above-mentioned clones belong to 
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any of the above-described categories, these clones are predicted to have some functions, based on the homology 
search using their full-length sequences. The clone names and the gene definitions found in the result of homology 
search are shown below, separated by a double-slash,// 

HEMBA1000634//Homo sapiens T-cell activation protein (PGR1) gene, complete cds. 
HEMBA1002524//Human MHC Class I region proline rich protein mRNA, complete cds. 
HEMBA1003399//MVP1 PROTEIN, 

HEMBA1005489//Mus musculus semaphorin cytoplasmic domain-associated protein 3A (Semcap3) mRNA, com- 
plete cds. 

HEMBB1000542//Mus musculus bromodamain-containing protein BP75 mRNA, complete cds. 
MAMMA1000788//Bos taurus P14 (p14) mRNA, complete cds. 
MAMMA1002128//ABC1 PROTEIN HOMOLOG PRECURSOR. 
NT2RM2000514//Homo sapiens F-box protein Fbx21 (FBX21) mRNA, complete cds. 
NT2RM2000622//Mus musculus F-box protein FBL10 mRNA, partial cds. 
NT2RM4000100//Homo Sapiens Leman coiled-coil protein (LCCP) mRNA, complete cds. 
NT2RP2005425//Homo sapiens mRNA for AKAP450 protein. 

NT2RP3001170//Mus musculus activity-dependent neuroprotective protein (Adnp) mRNA, complete cds. 
NT2RP3002571//Bos taurus mRNA for lyncein. 

NT2RP3004557//Human Ki nuclear autoantigen mRNA, complete cds. 
OVARC1001596//Homo sapiens Art-like 2 binding protein BART1 mRNA, complete cds. 
PLACE1002153//Homo sapiens TACC2 protein (TACC2) mRNA, partial cds. 
PLACEi003163//Homo sapiens DBI-related protein mRNA, complete cds. 
PLACE1005736//Human mRNA for BAS-GRIP protein. 
PLACE1007702//Mus musculus TRA1 mRNA, complete cds. 
PLACE1011045//Homo sapiens E1-like protein mRNA, complete cds. 
THYRO1000061//Mus musculus mRNA for UBE-1c1, UBE-1c2, UBE-1c3, complete cds. 
THYRO1000964//Drosophila melanogaster Felle associated protein Pellino (Pli) mRNA, complete cds. 
Y79AA1000776//Mus musculus mRNA for GSG1 , complete cds. 
Y79AA1001056//Homo sapiens MAID protein mRNA, complete cds. 

Y79AA1001272//Homo sapiens retinoic acid repressible protein (RARG-1) mRNA, complete cds. 
Y79AA1001793//Mus musculus mRNA for GSG1 , complete cds. 



[0271] So far, useful information for presuming the functions are unavailable 
names are listed below. 



for the remaining 148 clones, of which 
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HE MBA 1000275, 

HEMBA1001296, 

HEMBA1 003487, 

HEMBA1005145, 

HEMBA1006912, 

HEMBB1000642, 

MAMMA1 000046, 

MAMMA1001066, 

MAMMA1 002205, 

NT2RM4001321, 

NT2RP2000240, 

NT2RP2003599, 

NT2RP2005514, 

NT2RP3000444, 

NT2RP3002281, 

NT2RP3002887, 



HEMBA1 000300, 
HEMBA1001563, 
HEMBA1 004007, 
HEMBA1 005430, 
HEMBA1 007057, 
HEMBB1001200, 
MAMMA1 000449, 
MAMMA1001284, 
MAM MA1 002224, 
NT2RP1 000002, 
NT2RP2001878, 
NT2RP2003931, 
NT2RP2005632, 
NT2RP3000645, 
NT2RP3002324, 
NT2RP3002983, 



HEMBA1 000443, 
HEMBA1002164, 
HEMBA1 004067, 
HEMBA1005913, 
HEMBA1007063, 
HEMBB1001547, 
MAMMA1 000528, 
MAMMA1001623, 
NT2RM2000582, 
NT2RP1 000239, 
NT2RP2001921, 
NT2RP2004069, 
NT2RP2005887, 
NT2RP3000871, 
NT2RP3002353, 
NT2RP3003448, 



HEMBA1 000875, 
HEMEA1 002239, 
HEMBA1 004085, 
HEMBA1006016, 
HEMBA1 007291, 
HEMBB1 002039, 
MAMMA1 000652, 
MAMMA1001634, 
NT2RM2001643, 
NT2RP1 000679, 
NT2RP2002015, 
NT2RP2004141, 
NT2RP2006099, 
NT2RP3001044, 
NT2RP3002409, 
NT2RP3003469, 



NT2RP3003963, NT2RP3004000, NT2RP3004202, NT2RP3004321 , 



NT2RP3004355, 
OVARC1 000775, 
OVARC1002178, 
PLACE1 003460, 
PLACE1 005669, 
PLACE1 007591, 
THYROI 000846, 



NT2RP3004374, 
OVARC1 000853, 
PLACE1 000986, 
PLACE1 003644, 
PLACE1 005768, 
PLACE 1007971, 
THYROI 000999, 



NT2RP4002715, 
OVARC1 000995, 
PLACE1001114, 
PLACE100'4028, 
PLACE1006515, 
PLACE1 008984, 
THYRO1001063, 



OVARC1 000090, 
OVARC1001222, 
PLACE1001229, 
PLACE1004199, 
PLACE1 006786, 
PLACE 1009735, 
THYROI 001128, 



HEMBA1 000907, 
HEMBA1 002985, 
HEMBA1 004952, 
HEMBA1006517, 
HEMBB1 000276, 
HEMBB1 002228, 
MAMMA1 000706, 
MAMMA1 001901, 
NT2RM4000115, 
NT2RP1 000740, 
NT2RP2002409, 
NT2RP2004447, 
NT2RP2006134, 
NT2RP3001061, 
NT2RP3002448, 
NT2RP3003473, 

OVARC1 000137, 
OVARC1001260, 
PLACE1001788, 
PLACE1004519, 
PLACE1 007040, 
PLACE2000219, 
THYRO1001471, 



HEMBA1001272, 
HEMBA1 003294, 
HEMBA1 004971, 
HEMBA1 006544, 
HEMBB1 000309, 
HEMBB1 002663, 
MAMMA1000814, 
MAMMA1 002087, 
NT2RM4000295, 
NT2RP1 000903, 
NT2RP2002510, 
NT2RP2004837, 
NT2RP3000427, 
NT2RP3001754, 
NT2RP3002664, 
NT2RP3003559, 

OVARC1 000467, 
OVARC1001727, 
PLACE1 003438, 
PLACE1 005601, 
PLACE1 007077, 
PLACE4000455, 
THYRO1001495, 
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TH YR01 001 608, THYR01 001 803, Y79AA1 0001 27, Y79AA1 000750, Y79AA1 001 592, Y79AA1 001 863, 

EXAMPLE 18 

5 Expression frequency analysis using PCR 

[0272] Many genes acting at the downstream of TNF-. and IL-1. among inflammation-associated cytokines have 
been previously identified. The respective stimulations are transduced through independent pathways of signaling 
cascade. There exists another signaling cascade for both stimulations, wherein NF-.B is a common transducing mol- 

10 ecule shared by the two stimulations (J. Leukoc. Biol., 1994, 56(5): 542-547). It has also been revealed that many 
inflammation-associated genes, including IL-2, IL-6 and G-CSF, are varied in their expression levels in response to 
the signal through the common pathway (Trends Genet. 1999, 15(6): 229-235). A survey was performed by using 
ATAC-PCR method (adaptor-competitive PCR method: Nucleic Acids Res. 1997, Nov 15; 25(22): 4694-6) for genes 
of which expression levels were varied depending on stimulation of inflammatory cytokines, TNF-. and IL-1 .. It is pos- 

15 sible that genes of which expression is varied in response to this stimulation also participate in inflammation. 

[0273] Jurkat cells (Dainippon Pharmaceutical Co., Ltd.: catalog No. 06-152) were cultured in a PRMI1640 medium 
(Nikken Biological and Medical Institute: catalog No. 1 4-501 F) containing 10% fetal calf serum until the cell count 
reached 10 7 cells. The cells were transferred into a fresh medium containing 10 ng/ml TN F-. (recombinant Tumor 
Necrosis Factor; Wako pure chemical Industries Inc.: catalog No. 201-13461) or IL-1. (recombinant lnterleukin-1 .; 

20 PeprotechEC: catalog No. 200-01 B) and, further, cultured at 37. under an atmosphere of 5% C0 2 . The cells cultured 
in the presence of TNF-. were harvested 1 , 3 and 7 hours after addition of TNF-.. The cells cultured in the presence 
of IL-1 . were harvested 1 and 7 hours after addition of IL-1 .. Total RNA was extracted from each of the cells by AGPC 
method (Acid-Guanidinium-Phenol-Chloroform method: Ana Biochem. 1987, Apr; 1 62(1):156-9). Total RNA was also 
extracted form the cells in the absence of any stimulation of TNF-. and IL-1 

25 [0274] ATAC-PCR analysis is performed basically according to the same procedure as described in "DNA Microarray 
and Advanced PCR Methods" (Cell Engineering, p. 104-112, (additional volume, Genome Science Series 1), Muram- 
atsu & Naba (eds.), Shujunnsya). Adaptor ligation reaction was performed for an internal standard sample (which was 
used for preparing a calibration curve for the assessment of the test samples) and test samples in the following inde- 
pendent two reaction systems. Combinations of each type of the 6 adaptors (AD-1 , AD-2, AD-3, AD-4, AD-5, and AD- 

30 6: see the sequences shown below) with each sample are as follows: 

Reaction system A 

AD1 : internal standard sample (x1 0 concentration) 
35 AD2: sample before stimulation 

AD3: internal standard sample (x3 concentration) 
AD4: sample with IL-1 stimulation for 1 hour 
AD5: sample with IL-1 stimulation for 7 hours 
AD6: internal standard sample (x1 concentration) 

40 

Reaction system B 

AD1 : internal standard sample (x1 concentration) 
AD2: sample with TNF stimulation for 1 hour 
45 AD3: sample with TNF stimulation for 3 hours 

AD4: internal standard sample (x3 concentration) 
AD5: sample with TNF stimulation for 7 hours 
AD6: internal standard sample (x10 concentration) 

50 

Adaptor sequence 
AD1; 

SEO ID NO : 4 1 80//5* - GTACATATTGTCGTTAGAACGCG - 3 ' 

55 
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SEO ID N0:418l//3-CATGTATAACAGCAATCTTGCGCCTAG-5' 
AD2; 

SEQ ID N0:4182//5'- GTACATATTGTCGTTAG AAC^GCGACT - 3 * 
SEO ID N0:4183//3'-CATGTATAACAGCAATCTTGCGCTGACTAG-5' 
AD3; 

SEQ ID N0:4184//5'-GTACATATTGTCGTTAGAACGCGCATACT-3' 
SEQ ID N0:4 1 85//3 1 - CATGTATAACAGC AATCTTGCGCGT ATCACTAG - 5 ' 
AD4; 

SEQ ID N0:4186//5'-GTACATATTGTCGTTAGAACGCGATCCATACT-3' 
SEQ ID N0:4187//3'-CATGTATAACAGCAATCTTGCGCTAGGTATGACTAG-5' 
ADS; 

SEQ ID N0:4188//5 , -GTACATATTGTCGTTAGAACGCGTCAATCCATACT~3' 
SEQ ID N0:41 89/ /3 , -CATGTATMCAGCAATCTTGCGCAGTTAGGTATGACTAG-5' 
AD6; 

SEQ ID N0:4190//5 -GTACATATTGTCGTTAGAACGCGTACTCAATCCATACT-3' 
SEQ ID NO:419l//3 -CATGTATAACAGCAATCTTGCGCATGAGTTAGGTATGACTAG-5' 



[0275] In this assay, the internal standard samples used were total RNA from cultured cells or human tissues from 
30 which the cDNA libraries originated. The cultured cells and the total RNAs from tissues are indicated below. Culture 
of the cells was performed according to the method as described in the supplier's instruction manual. RNA preparation 
was carried out by standard methods. 

Human teratocarcinoma cell NT-2 (Stratagene, catalog No. 204101) 
35 Human neuroblastoma cell SK-N-MC (Dainippon Pharmaceutical Co., Ltd., catalog No. 04-010) 

Human neuroblastoma cell Y79 (Dainippon Pharmaceutical Co., Ltd., catalog No. 04-018) 
Human placenta tissues total RNA (BioChin, catalog No. 064008) 
Human breast tissue total RNA (Clontech, catalog No. 64037-1) 

40 [0276] PCR primers used for amplification of specific genes, and names of the corresponding cDNA clones are 
shown below. The assay was not carried out for clones of which corresponding internal standard sample could not be 
prepared for the assay. The gene-specific primers were designed so that the PCR products derived from the cDNAs 
with adaptor were 70-200 bp in size. Sequence of the adaptor-specific primer (labeled with fluorescent dye (FAM)) 
used for the competitive PCR was GTACATATTGTCGTTAGAACGC (22 nucleotides, SEQ ID NO: 4192). PCR was 

45 performed basically at 94. for 5 minutes; and at 94. for 30 seconds, at 50. for 60 seconds, and at 72. for 60 seconds 
for 30 cycles. The annealing temperature was, however, changed in some PCR experiments. 

[0277] Nucleotide sequence of clone-specific primer (all the primers consist of 20 nucleotides) used in this experiment 
[0278] Clone names, primer sequences, and SEQ ID NOs were shown in this order, separated with a double-slash 
mark, // 

50 
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MAMMA1000046 //GTTACATCCAAGC ATAC AGG//S EQ ID N0:4193 
MAMMA 1 000 1 02 //ACGGGGTCTCATTCTGACAC//SEQ ID N0:4194 
MAM MA 1 000 1 4 1 / /CAAGGTAACACGAGTCTATC//SEQ ID NO:4195 
MAM MA 1 000226// ACTGAGGGGCAAAGGAGAGA/ /SEQ ID N0:4196 
MAMMA 1000403//ATTTTCCTGGAGAGCCGACT//SEQ ID N0:4197 
MAMMA1000473//TGGAAAGTGTACCGGAATTG//SEQ ID N0:4128 
MAMMA1000496//TCAATCTGGCGCTCTGTCAC//SEQ ID N0:4199 
MAM MAI 0006 14//AGTTCTTTACATGCTGAGGT//SEQ ID NO:4200 
MAM MA 1 000652/ /TGGTGGAAGACTGGGTTTGC//SEO ID NO:4201 
MAMMA1000706//ATGGTCTTGTGGTGCCAGGT//SEQ ID N0:4202 
MAMMA 1 000788/ /TGTCCAAAAGCCACACAGAG//5EQ ID N0:4203 
MAMMA1000810//ATACnCCCGCACCCCAAAA//SEQ ID N0:4204 
MAMMA 1 0008 1 4// CAGGGTTTCTGCATGTTGGC//SEQ ID N0:4205 
MAMMA1 000881 / /ATGGAGTTTCACTCTTGTTG//SEQ ID N0:4206 
MAMMA1 000986/ /TGCTGCTTCTTTACATGGGA//SEQ ID NO:4207 
MAMMA1000994//CAGGATAGAGGTTGCAGGCT//SEQ ID N0:4208 
MAMMA1 00 1 066/ /GATGGGGTCTCACTCTGTCA//SEQ ID N0:4209 
MAMMA 1 00 1 094/ /ACGTCCAGAAACTACAGGGT//SEQ ID N0.4210 
MAMMA1 00114 1//ACTGTACTTAGGATGCTTCA//5EQ ID N0:4211 
MAMMA 1 001 237//GGGCAACCCTATGTAGATGA//SEQ ID N0:4212 
MAMMA 1 001 284//GTCTGCTCTGTTACATAGGG/ /SEQ ID N0:4213 
MAMMA1 001310// ACGCCTGTAATCCCAACCCA//SEQ 10 NO:4214 
MAMMA1001344//GCCAGTTTGTTCTAGGATGC//SEQ ID N0:4215 
MAMMA1 001 532//ACATCTATAAGGCTGTTTGC//SE0 ID NO:4216 
MAMMA1 00 1 609// GGGTCTCACTCTGTTACCCA//SEQ ID N0;4217 
MAMMA1 00 1 6 1 5 //CAAGGGACACTGAGAACTGG/ /SEQ ID N0:4218 
MAMMA1001623//GGATTGATGCCCGATACTTA//SEQ ID NO:4219 
MAMMA1001 901 / /GATAGGGTCTCATTCTGTTA/ /SEQ ID N0:4220 
MAMMA 1001 95 7//TAGTAGAGACGGGGTTTCAC//SEQ ID N0:4221 
MAMMA1 00 1 978// CTCCCTCAGACGCTTTATTG// SEQ ID N0:4222 
MAMMA1 002070/ / GAAGAGAAACTGGGGCATCC//SEQ ID N0:4223 
MAMMA1 002080/ /ACTCTCCCTCACTACCACTG/ /SEQ ID NO:4224 
MAMMA1002087//AGCTCGTCTCATGGGCAACT//SEQ 10 N0:4225 
MAMMA1 00209 1//CTGACGTAGGTGAGGTCCAT //SEQ ID N0:4226 
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MAMMA 1 002095//CATGTTTATGGTCAGCTAGT/ /SEQ ID N0:4227 
MAMMA1 002 1 28//TGGAGCAGATGAGGAAGGAG/ /SEQ ID N0:4228 
MAMMA1002142//TCTCTTAAACATGCAACAGG//SEQ ID N0:4229 
MAMMA 1 0021 65//CTCAAACACCCAGGCTCAAG/ /SEQ ID N0:4230 
MAMMA1002234//TTTGTCTTCCTCTAAACCAG//SEQ ID N0:4231 
MAMMA1002586//CTCCACCGAAAAGACCCATT//SEQ ID N0:4232 
MAMMA1002633//CACAGCAGCATCTCCAAGCA//SEQ ID N0:4233 
MAMMA 1 003 1 2 6/ /ACAGTATCAGAGGAGCAGGA/ / SEO ID NC:4234 
NT2RM1000462//AGAGCCGAGGACATTTGAGG//SEQ ID N0:4235 
NT2RM1000542//CAAGGGCACGTnCAGCACT//SEQ :D N0:4236 
NT2RM1000789//TTCGCTTGCTCTTCTCTGGA//SEQ ID NO: 4237 
NT2RM 1 000855/ /AGCAAGGTCTCCAGAGTGTG/ /SEQ ID N0:4238 
NT2RM1O0O858//GAACAGGAAAATGCTCTCAG//SEQ ID N0:4239 
NT2RM2000241//CTGCTTGCCTGCCTTGTAGT//SEQ ID N0:4240 
NT2RM2000305//TAGTCCCTTTCCTGATGGTC//SEQ 0 N0:4241 
NT2RM2000497//TTACTAGACACGCTGTTTCA//SEQ ID N0:4242 
NT2RM200051 4//TGTTCTCTTTCTTTGCACTG/ /SEQ ID N0:4243 
NT2RM2000582//GGGAATAACATCTACAACCT//SEQ ID N0:4244 
NT2RM2O0O588//CCCCAGAAACAGAGAAGGCT//SEQ ID N0:4245 
NT2RM2C00589//TAAGGCATGTGTCCTCTAAG//'5EQ ID N0:4246 
NT2RM2000622//ATCTCGGCTATGAACTGCTC//SEQ ID NO:4247 
N72RM2000773//TTCTGCCCCTGCTCAAACCT//SEQ ID N0:4248 
NT2RM2001 126//GCAACAGCTTCTTCATGGGT//SEQ ID N0:4249 
NT2RM2001 558/ /TCGCCCACACTGCATCCTTT/ /SEO ID N0:4250 
MT2RM2001 626/ /TCGGGTGGCAGTGTGTTGAA/ /SEQ ID N0:4251 
NT2RM2001 643//GTAGTTCTCTCTGAAGAATC/ /SEQ ID NO:4252 
NT2RM2001738//CCCAGCACTTTTATTTGTAG//SEQ ID NO:4253 
NT2RM2001792//AGTGTAGTTTGGAGATGAGA//SEQ ID N0:4254 
NT2RM2001902//TCCCCATCCAGCCACAGAAA//SEQ ID NO:4255 
NT2RM2002109//ATTGCCTATAGAAAGTCAGC/ /SEQ ID N0:4256 
NT2RM40001 00/ /GCATTTATAGGGCTCAAGAT//SEQ !D N0:4257 
NT2RM40001 1 5/ /TAGTTTCGACTTCTGGTTCA/ /SEQ ID N0:4258 
NT2RM4000284//ACATCCTTCAAATCAGCATC//SEQ ID N0:4259 
NT2RM4000295//GGTCTCACCCTGCTCACAAA//SEQ ID N0:4260 
NT2RM4000417//TGCTGTGTAGTATTCCTTAG//5EQ ID N0:4261 
NT2RM40007 6 1 / /CTAATAC AA.TGCCAGTCAGG/ /SEQ ID NO:4262 
NT2RM4001377//CTAGCnCCTCTCCCAACTG//SEQ ID NC:4263 
NT2RM4001735//TCATCACGACTGCTGTAGAG//SEQ ID N0:4264 
NT2RM4001 768/ /TTAGTAGAGGTGGGGTTTCA//SEQ ID NO:4265 
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N72RM4O0 1 843/ /CAAGGGCACGTTTCAGCACT/ /'SEO ID NO:4266 
NT2RP 1 000239//TTAGCAGTGTATCCnTCCG//SEQ 10 N0:4267 
NT2RP 1 000465//TTGCCCAGGCTAGTCTCGAA/ /SEQ ID N0:4268 
NT2RP 1 000466/ /TTGCCCAGGCTAGTCTCGAA/ /SEO 10 NO:4269 
NT2RPI000679//GGCCTCAGTTCCTTGCATT7//SEQ ID NO:4270 
NT2RP 1 000740//CGCTATATTTCATGGGCTTT//SE0 ID N0:4271 
NT2RP1001031//CATGTTACCTATACACACCA//5EQ ID N0:4272 
NT2RP2000092//CACACAGACATGAACTCATT//SE3 ID N0:4273 
NT2RP2000178//ATCTTTTGTGACAGCTCCAG//5EQ ID N0:4274 
NT2RP2000240//CCATTCCACTCATACCAAGA//SEO 10 N0:4275 
NT2RP2000447//CTCTTGCCATGATACGTCTT//5EQ ID N0.4276 
NT2RP2000510//GACATGAGACAAAATTAGCC//SEQ 10 N0:4277 
NT2RP200061 6/ /AAAATAACTGCCTGGGAGGT//SEQ ID NO:4278 
NT2RP2O0O7 12// GAAGGTAGAGCTTGAGAGAG/ /'SEQ ID NO:4279 
NT2RP2000739//AGCAACAGGGAATGGAGGTG//SEO ID NO:4280 
N72R a 20008 1 8/ / GGGAAGAAATGAGACAMGA/ /'SEQ ID N0:4281 
NT2RP2001200//ACCACATAGC7GCAGGAAAG//SEQ ID N0:4282 
NT2RP2O01276//TTGCCGTTGGTGCTGGTAGT//SEQ ID N0:4283 
NT2RP2001388//TGCCACAATCTCCGCTCACT//SEQ ID N0:4284 
NT2RP2C01469//TAATGGGTGGTGGGAGCTGA//SEQ ID N0:4285 
NT2RP2C01538//GAAAAGGGTAGGCAGCAAGG//SEQ ID N0:4286 
NT2RP2001562//CACCCTGCCACAAGACATn//SEQ ID N0;4287 
NT2RP200i662//AAGAGGCTGGGC.AAATGGCA//SEQ ID N0:4288 
NT2RP2001755//CAAGCA4ATAATCCAGCCAT//SEQ ID N0:4289 
NT2RP2001817//CTAMGCAACAGAGGAATAC//SEQ ID N0:4290 
NT2RP200 1 9 2 1 / /TGTGGGGTTGGTCTT1GGAA//SEQ ID N0:4291 
NT2RP200I943//GCATTGAGGACTTTTCCAGA//SEQ ID N0:4292 
NT2RP20020 1 5//GTAGTTCTCTCTGAAGAATC//SEQ D NO:4293 
NT2 RP2003 1 28// ATGGAAGAGGCTCAGGCAAA//SEQ ID N0:4294 
NT2RP2Q03194//CACCTCTCATGTTTCTGCAC//SEQ ID N0.4295 
NT2RP2003302//AGAGGACAGrTGGAAGATTT//SEQ ID KO:42S6 
NT2RP2003390//CTGTGGGTGATTTTCTGGCA//SEQ ID NO:4297 
NT2RP20C3593//CTGACCCCTAAGTAAATGAA//SEQ ID N0:4298 
NT2RP20C3654//GGGTGTGATGTTTACTTGTC//SEQ ID N0:4299 
NT2RP2003950//CTGAAGGAGGTACTGACACT//SEQ ID N0:4300 
NT2RP2004069//CATCACGAAGGTATTAAGCC//SEQ D N0:4301 
NT2RP2004103//GATAGGTTACTGGTGAATTG//SEQ ID NO:4302 
NT2RP20O5O69//GAAAATGAACCTGTAGCCTT//SEQ ID N0:4303 
NT2RP2C05378//ATTCTGGCTCCCTCTTCCTC//SEQ ID N0:4304 
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NT2RP2005391//CAACGTGGAOTACATGGG//SEQ ID NO:4305 
NT2RP2005535//GAATTATCGCCATGTCTCTT//5;EQ ID NO:4306 
NT2RP2005597//GACCAAGACCC T TCAACCTC//SEQ ID N0:4307 
MT2RP2006092//TCCTACGTTGTGGTGCAGTG/ /SEQ ID N0:43C8 
NT2RP2O0613^//TGACTGCCMnAGAAACCT//:5EQ ID N0:4309 
NT2RP2006208//AAAATTGGCTTCTGCCTAGT//!>EQ ID N0:4310 
NT2RP2006476/ /GTTCACCTTCACATCCAAM/ /5EQ ID N0:4311 
NT2RP30000 1 1 / /TGGCACAATCTCAGCTCACT/ /SEQ ID N0:4312 
N T 2RP300003 1 / /TTCTGGGCTGGAGTAGTGGT/ /SEQ ID N0:4313 
NT2RP3000063/ /AGATAGTCACATAGACAGAG/ /SEQ ID N0:4314 
NT2RP30001 25//ACACATCCAACCCTTCACTT/ /SEQ ID N0:4315 
NT2RP3000148//AACAAGTCCAGCCCCAGMG//SEQ ID N0:4316 
NT2RP30001 69//CCAAGCACGCCATATGAAGC/ /SEQ ID N0:43I7 
NT2RP3000 1 7 1 //CAGMTTTTGCCACGAGGAT/ /SEQ ID N0:4318 
NT2RP3000172//GGCACAGACACCATCCTTGA//SEQ ID N0:4319 
NT2RP300020 1 / / AATGGGGTTTTGCCAGGTTG//SEQ ID N0:4320 
NT2RP3000232//ACCTTCATACAACTTTTCCC//SEQ ID N0:4321 
MT2RP3000304//TGGTCTGCCTCATCCTTCTC//SEQ ID NO:4322 
NT2RP3C00378//GAAAAGGGTAGGCAGCAAGG//SEQ ID NO:4323 
NT2RP3000427//ATGTAAAGTGTGGAGTACCC//SEQ ID N0:4324 
NT2RP3000444//TTCTTCTCAGTCACCTCCAC//SEQ ID NC:4325 
NT2RP30006 1 6//GTGATAGTAACACAATCCTG//SEQ ID N0:4326 
NT2RP3000645//TGGCCAGTGTATGAGAGGTC//SEQ ID N0:4327 
NIT2RP3000676//CAAGACAACAAAACAGAAGG//SEQ ID N0:4328 
NT2RP3000677//TCCATTTTAGCTGTAGACAC//SEQ ID N0:4329 
NT2RP3000721//GAGACTGTGA7GCCTTGGTG//SEQ ID N0:4330 
NT2RP3000789//AACTGATGGC7TCTGTC7CC//SEQ ID N0:4331 
NT2RP30C0818//GGGAGAAGCCTAGAAAAGAA//SEQ ID N0:4332 
NT2RP3000820//OCATTCMCCTCTACGTC//SEQ ID N0:4333 
NT2RP300O838//CTAGCTTCCTCTCCCAACTG//SEQ ID N0:4334 
NT2RP3000871//GATTGTGCTTGGAGCTTGGC//SEQ ID N0:4335 
NT2RF3000907//GGGAGATGAAGAGGAAGCAG//SEG ID NC:4336 
NT2RP3000921//ACATGGGTAGCACTCCTTTT//SEQ ID N0.4337 
NT2RP3001012//ACCCATTTCTACCTCTCTTA//SEQ ID N0:4333 
NT2RP3001044//AGCAAGGCAA.TGAGGATACT//SEQ ID N0:4339 
NT2RP3001 159//AAATGTAGGGGTGGGGAAGT/ /SEQ ID N0;4340 
NT2RP300I240//AGCAAGGTCTCCAGAGTGTG//SEQ ID NO:4341 
NT 2 RP300 1271// GTGCTTCTACCATTGAGGAT// SEQ ID NO;i342 
NT2RP3001 542//TGGTCCTCACTGCCTTCAAA/ /SEQ ID N0:4343 
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NT2RP3001 560/ /CGCCTCCACAAACAAACCCT//SEQ ID N0:4344 
NT2RP30C1 592//TAAAAGGGAGGATGTTCAGT//!iEQ D N0:4345 
NT2RP30C 1 650//GCATCTTCTGGTAGTTGTCC//:SEQ ID N0:4346 
NT2RP3001685//GAnCTCCTTGCCTCAGCCT//5EQ 10 N0:4347 
NT2RP3001 754/ /AGTTAGTGGTGCCTGCTTCC//5EQ 10 N0:4346 
NT2RP300 1 976//CTCACTGGCATTTAGCTGGT//5EQ 10 N0:4349 
NT2RP30020 1 5/ /CAACMCCTTCCTCCTACCC/ /SEQ ID N0:4350 
NT2RP3002281 / /TAAACAGTCAACCAATGCTC/ /SEQ ID N0:4351 
NT2RP3002286//AAGCAAGAGATTTGGAGGAA//SEQ 10 NO:4352 
NT2RP3002353//GGCTGGAACTCAATTTCTGC//SEQ ID N0:4353 
NT2RP3002409//GTACCCCTAGT3AAGACCTG//SEQ ID N0:4354 
NT2RP300241 1 / /TCAATAGCTACCTGTAGAGT//SEQ ID NO:4355 
NT2RP3002448//TCTTCCTACGACATMCCAT//SEQ ID N0:4355 
NT2 RP3002 57 1 // GCCCAAAATCCAACAGTAAA/ /SEC ID N0:4357 
NT2RP3002721//AGTGGCTTGTATTCTGTGGA//5EQ ID N0:4358 
NT2RP3002 737 // GTGAGGTACTTGCATATCCG/ /SEQ ID N0:4359 
NT2RP3002738//TCCCCGATGAACACCAGCTT//SEQ ID N0:4360 
NT2RP3002790//CTGGAGCCTGATTATGAGAA/ /SEQ ID N0:4361 
NT2RP3002836// CTTTAGC AAC AT AACCTCC A/ /5EQ ID N0:4362 
NT2RP3002900//nTCnCCTCCCTAACACAT//SEQ ID N0:4363 
NT2RP3002958//GCCTTCTTCCAGCTCTACAT//SEQ ID N0:4364 
NT2RP3002983//AATTTCCTTGCTAGAAGGCT//3EQ ID N0:4365 
NT2RP3003354//GGCTGACACCTATTATCCCA//SEQ ID N0:4366 
NT2RP3003448//TGTAGTCCCAGCTATTCAGG//SEQ ID N0:4367 
NT2RP3003473/ /MTT.AATCTCTGGGTAGCAC/ /SEQ ID NO:4368 
NT2RP3003527//TGTCAATGGCCAGGTCGTAG//SEQ ID NO: 4369 
NT2RP3003532//TAAACTGACTTCCTCTTGGG//SEQ .D N0:4370 
NT2RP3003535/ /CTAATGCCAGTGTTTCAAGA/ /SEQ ID N0:4371 
NT2RP3003559//AATTCnGTCCTGCTTnGC//SEQ ID N0.4372 
NT2RP30036 14// GGGTCTTTGGATTGAGTGTC//SEO IC N0.4373 
NT2RP3003963//CACGATTATCTCTGCCAAAA//SEQ ID N0:4374 
NT2RP3004000//TGGCCAGTGTATGAGAGGTC//SEQ ID NO:4375 
NT2RP3004025//CACATTCTGGTGGAAAAGCA//5EQ ID NO:4376 
NT2RF3004067//TGATGACACGCAGCACTTCC//SEQ ID N0:4377 
NT2RP3004075//TTTCAAGTCAACACCTGCAC//SEQ ID N0:4378 
NT2RP3004090//TACACTACAGATGGGCAAAA//SEQ ID NO:43?9 
M2RP3004 1 1 9//TCTAAGGCTGGGTACAGTGC-//SEQ ID N0:4330 
NT2 RP3004 1 30// ACATTTC1 CCTCCATACGCA/'/SEQ ID N0:4381 
N12RP3004 1 33/ /TAACCGCACTATGAGGAAAG//SEQ ID N0:4332 
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NT2RP3004202//CAGTGGCCTGGTAATAGAGT//3EQ ID NO:4383 
NT2RP300429 4 //ATATTCCACTCCCCATTCGG//5EQ ID N0:4384 
NT2RP3O0432 1//GACCAACATGCTAGAAGTGC/ /SEQ ID N0:4385 
NT2RP3004345/ /AACTCTCATTCCATAAGGTG/ /SEQ ID N0:4386 
NT2RP3004406//CACCTAAAAGACTAATCCCT//SEQ ! D NO:4387 
NT2RP3004552//GAATCCAAAAGCCGCTAGGG//SEQ ID N0:4388 
NT2RP3004557//GAAAGAGGTCAAAGTACCTG//SEQ 10 N0:4389 
NT2RP3004625//ATACAGGCAGCAGGMTCAC//SEQ ID N0:4390 
NT2RP3004647/ /CAAGACAACAAAACAGAAGG/ /SEQ ID N0:4391 
N T 2RP4000634//ATGAAGAGTTACCTATGTGG//SEO ID NO:4392 
NT2RP4000962//AACCCTGGGCTTGGAATTCA//SEQ ID N0:4393 
NT2RP400 1 001 //TTTCACAATGCTACAGAGGT//SEO ID N0:4394 
NT2RP400 1 009//AATGTCA5CGGAGCAAAAGA/ /SEQ ID N0:4395 
NT2RP400 1 467/ /GTTGAGAATGCTGGACTTGA//5EQ ID N0:4396 
NT2RP400 1 877/ /AATCATATAGTCCCAGGTTG/ /SEQ : D N0:4397 
NT2RP400 1 879//GTGTGAGAGTAGTTGGGGAA/ /SEQ ID N0:4398 
N12RP4002187//TCAATAGCTACCTGTAGAG7//SEC ID M0:4399 
NT2RP4002451//CATAAACAGTGACAGCAGAA//SEQ ID N0:4400 
NT2RP40027 1 5 //AGCAAGGCAATGAGGATACT//SEQ ID N0:4401 
NT2RP4002750//CAGCATTTAGGTGTGACGAT//SEQ ID N0:4402 
PLACE100004Q//ACATTGCTTGAGTCTTGCCA//SEQ ID N0:4403 
PLACE1 000986//C.AAGGAGGTAATAGGGAGAT//SEQ ID N0:4404 
PLACE 1002080//CTCACTCTGTCATCGAGGCT//SEQ ID N0:44C5 
PLACE 1 002547 / / GTACCCCTAGTGAAGACCTG/ /SEQ ID N0:4406 
PLACE 1 00291 1//CAAAGGCMGTG1TCAGGCT//SEQ ID N0:4407 
PLACE 1 003407 /,/ GACTACAAAACCCTGGAAAG//SEQ ID N0:4408 
PLACE 1003573//GGTGGCATGTAAATAAGACT//SEQ ID N0:4409 
P LACE 1 004078 / /CTCAGCCTTCCAAGTAGC AG //SEQ ID N0:44IO 
PLACE 1 004 199//GGAATCTGGGAGTCAAAATC//SEQ ID N0:4411 
PLACE 1 004305//GCACCACTTTCGTCTTGAGC//SEQ ID N0:4412 
PLACE 1 0C4450//G3CACTTAGCTTCTTGTTTT//SEQ ID N0:44I3 
PLACE1 004492/ /TGGGCATCAAIAAACACCTC//SEQ ID NO:4414 
PLACE 1004630//TGCTTTTGTATGGCCTGGGA//SEQ ID N0.4415 
PLACE 1 00481 6/ / ATGTGGACAGGCAAGCAGAG/ /SEQ ID N0.4416 
PLACE 1 00503 1 // CGTGTTCCCCTTCTTGTTTG//SEQ ID N0:4417 
PLACE1 005539/ /AGAGGTAGMTGAGGGGAAA//SEQ ID N0:4418 
PLACE 1005569//CTGAACCCTGGCCTGTGAAA//SEC ID N0:4419 
' PLACE 1 00560 1 //AGATGGGGACTATGAAGAGG//SEQ ID NO:4420 
PLACE 1 005736/ /CCTGTAATCCCAGCACTTTG//SEQ ID NC:442I 
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PLACE ] 0058 1 5//AGAGACAGAGTTTTGCTCTT//SEQ ID NO:4422 
PLACE100592 7/ / GGTGTAGCCCATTGTAGAGG//SEO ID N0:4423 
PLACE10C6C71//TTTGCrCTTTAACICTGCCT//SEQ ID N04424 
PLACE 1 0G607 3//TAAAGGGCAGGGTGGAGGAA//SE0 ID N0:4425 
PLACE 1 006079/ /TGATGTCCACTGTCT7ATTG/ /SiEQ ID NC:4426 
PLACE1006756//CAAGGAGGTAATAGGGAGAT//SEQ ID N0:4427 
PLACE 1 00707 7//ATGTGCTGGTAAGTGAMTC//SE0 ID N0:4428 
PLACE100706l//GGCGGCCAAGnTACACGM//SE0 ID NO:4429 
PLACE1007845//TAACCGCACTATGAGGAAAG//SEQ ID N0:4430 
PLACE100797l//GACAAnCAACTGGAAGACC//SEQ ID N0:443l 
PWCE1008282//CGTGATGACTGCCAACTCCA//SEQ ID NO:4432 
PLACE1008359//AACAGGGTCCCATTTATTTC//SEQ ID NO:4433 
PLACE1008469//TTGTCATCCTCCTGCCTCTG//SEQ ID NO:4434 
PLACE1008657//CTCAGCCTTCCAAGTAGCAG//SEQ ID N0:4435 
PLACE1008744//TAAACAAGACCCAGCACCAT//SEO ID NO:4436 
PLACE1006984//TCGAGACCGCTTCCCATAGA//SEO ID N0:4437 
PLACE 1 009546/ /AGGTAGCCGATGACAAAGCC//SEO ID N0:4438 
PLACE 1 0 1 00 1 1 / /GGATATAAAGACAAGGATGC/ /SEQ ID N0:4439 
PLACE1 0 1 07 1 3//TCAATAGCTACCTGTAGAGT/ / SEO ID N0.4440 
PLACE101 1C1 9//AAGGAGTGAAGCTCCATGCC//SEQ ID N0:4441 
FLACE10 1 1116/ /CCATTACAAACCCTTTAACC//SEO ID NO:4442 
PLACE101l181//TGTTAICCATTGnCACCTG//SEQ ID NO:4443 
PLACE101 1364//TGTTGACGCTGATTTAGGCA//SEQ ID N0:4444 
PLACE3O0O2 1 3/ /TAAACAAGACCCAGCACCAT//SEO ID N0:4445 
PLACE4000354//TAAACAAGACCCAGCACCAT//SEQ ID N0:4446 
PLACE4000455//CAAGGAGGTAA.TAGGGAGAT//SEQ ID N0:4447 
SKNMC 1 0000 1 4/ /CGAGACAGGGTCTTGGTTTG/ /SEO ID N0:444B 
SKNMC 1 0OG082//TTTCCTTCGGCTGGTATGGC/ /SEQ ID N0:44A9 
Y79AA1 000030/ /7CCTACGTTGTGGTGCAGTG//5EO ID N0:4450 
Y79AA1000037//AGCACCCCTTATTGGAAGAT//SEO ID N0:4451 
Y79AA1000127//CATGGTTACTCCTCTTTGGT//SEQ ID N0:4452 
Y79AA1000226//TGCTGATGCCTCTGnCCCT//SEO iD N0:4453 
Y79AA1 0002 70/ / GAAACAACCAAGCACCCCAT/ /SEO ID N0:4454 
Y79AA1 000750/ / ATAAGGGCAGCTGGGAAGTG//SEQ ID N0:4455 
Y79AA i 000776//TGTTAGTAGCAGGAGGAAGC//SEQ ID N0:4456 
Y79AA1000777//ACAGAGTTCAGTCCCCnA//SEQ ID N0:4457 
Y79AA1000876//GTTAGAGGACACTGGCATCA//SEO 0 NO:4458 
Y?9M1000888//ACTGACnGAGGAATAAGCC//SEQ ID NC:4459 
Y79AA10C0959//AGAGTGAGAGCATGGGAGGT//SEQ ID NO:4460 
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Y79AA1 000967// GGCACAGACACCATCCTTGA/ /5EQ 10 N0:4461 
Y79AA 1 00 1 05 6//AC AAATGAGCCTGAAAAGTC//S E0 ID N0:4462 
Y79AA1 00 1 062//TGGTCCTCACTGCCTTCAM//SE0 ID N0:4463 
Y79AA1001090//AGTGCCCTCAAAGCTCCAGT//SEQ ID N0:4464 
Y79AA1 001 2 1 2/ /ACGAAAGCACTCAAATGTCA/ /SEQ ID N0:4465 
Y79AA 1 00 1 2 7 2//GAATGAAATGTGGTTGAGC A//SEQ ID N0:4466 
Y79AA1 0O1426//AA7GATTCGGGGCAGCAGGA//SEQ ID N0.4467 
Y79AA1 001 427//GAGAGAGACACACACAGAAA//5EQ ID N0:4468 
Y79AA1 001523/ / AGTTTTATACCAGCATTGGC/ /SEQ ID N0:4469 
Y79AA1 00 1 530//GGTGTAGAAGTAAAATGGGA//SEQ ID N0:4470 
Y79M1001592//GATTGTGTTCTCTTACTCCT//S r :Q ID N0:4471 
Y79AA1 001 727//GCTCCACCTGACGTTCTTTA//SEQ ID N0:4472 
Y79M1 001795/ /GTCTCCCATATCGCTGTCTT/ /SEQ ID N0:4473 
Y79AAt0O18O3//CACTTTCTAATAACCCTTGG//SEQ ID N0:4474 
Y79AA1 00 1 863/ /TTGGGATTGGMACCGCATT/ /SEQ ID NO:4475 
Y79AA1 00 1 874/ /AGAAACCACTGAGGCCCAAG/ /SEQ ID NO:4476 

Y79AA1002058//CAGAAGCAGAAGCAGGAGCA//SEQ ID N0:4477 

Y79AA1002 1 21 //ATTTACTGCGATTTCTCCTG//SEQ ID N0:4478 

Y79AA1002 1 29//GAGTTTCTTTGCTAGTTCCA//SEQ ID N0:4479 

Y79AA1002334//ATATTTGTGTTTGCCTTGGG//SEQ ID N0:4480 

Y79AA10O2373//GGATGGCTGGGTCAAATGGT//SEQ ID NO:4481 
, Y79AA1002376//AATGATGGCTAGGGTGACTT//SEQ ID NO:4482 

Y79AA1002378//TCTTCCCACATTCGTTACAC//SEQ ID NO:4483 

Y79AA1002381//AGGGAGTAGATGTTGCTAAA//SEQ ID NO:4484 

[0279] The result of expression frequency analysis is shown in Table 367. Only clones with correlation coefficient of 
0.9 or higher are indicated in this Table. Clones that are not presented in the Table include clones for which the assay 
could not performed because of low expression levels thereof in internal standard samples or because of unexpectedly 
smaller or larger sizes of the PCR products. 

[0280] Among the clones that could be analyzed, clones of which expression levels increased by twofold in response 
to the IL-1 . stimulation 1 or 7 hours after the stimulation are: NT2RM2000514, NT2RP3001159, MAMMA1001237 and 
MAMMA1 000614. 

[0281] Clones of which expression levels increased by two fold in response to the TNF-stimulation 1 , 3 or 7 hours 
after the stimulation are: 

NT2RM2000582, NT2RM2002109, NT2RP1 000679, NT2RP2003664, NT2RP2005597, NT2RP20041 08, 
NT2RP3001592, NT2RP3002738, NT2RP3004133, NT2RP3004321 , NT2RP3004557, NT2RP3004294, 
MAMMA1001237, MAMMA1000141 , MAMMA1 000788, MAMMA1 002070, PLACE1 002547, PLACE1003573, 
PLACE1004305, PLACE1008744, PLACE1011181 , PLACE1010713, PLACE1010011 , Y79AA1000776, 
Y79AA1002129, 

[0282] Among the clones of which expression levels increased in response to IL-1. stimulation, MAMMA1001237 
was a clone of which expression level was varied in response to TNF-. stimulation. Among clones showing higher 
expression levels (with relative value of 5 or higher) prior to the stimulation, PLACE1 002080 is an example of clones 
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of which expression was suppressed by the stimulation. The expression of the clone decreased by three or more fold 
in response to the stimulation. These genes were found to be associated with inflammatory reaction induced by IL-1 . 
orTNF-.. 

[0283] In Example 15, the genes of which expression levels were varied by culturing in the presence of TNF-. were 
5 analyzed by hybridization with high-density DNA filter. As for 3 clones (NT2RP3004557, NT2RP3004294 and PLACE 
1 002547), the results obtained by ATAC-PCR method were similar to those obtained by hybridization method. However, 
the results obtained by ATAC-PCR method were not necessarily consistent with those obtained by the hybridization 
method. Possible reasons for the inconsistency are the difference in cells used between the two experiments, unavail- 
ability of some data in the ATAC-PCR experiment, and the difference in the method of data treatment. 

10 

Table 28 

Expression of each cDNA in human tissues (The Table also contains clones with no 
is description in Examples) 



BNSDOCID: <EP 1 1 30094 A2_l_> 
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Clone name 


Heart 


Lung 1 


P. gland 


Thyaus 


Brain 


Kidney 


Li ver 


Cm 1... 

spleen 


GAPDH(Cri; 


38.210 


32. 670 


23. 820 


13. 580 


1 1. 230 


21. 120 


24. 910 


22. 440 


l£actin(Cri) 


'79. 280 


368. 870 


1 1 1 . 1 00 1 


7. 500 


92. 880 


1 14. 650 


82. 990 


256. 790 


ADRGL1 000005 


53.882 


23.005 


32. 749 


22.858 


26. 564 


24. 940 


22. 644 


27. 001 


Iadrgl 1000007 


94. 778 


85. 185 


160. 457 


67. 191 


101. 768 


62.489 


67. 150 


73. 543 


ADRCL1 000009 


11. 141 


50.520 


10.357 


7. 177 


6.013 


5.219 


14. 272 


21. 225 


Iadrgl looooii 


71.656 


24. 579 


29. 358 


19.473 


24.898 


30. 747 


49.220 


22. 221 


IADRGL1000027 


36. 238 


25. 252 


20.855 


7. 328 


11. 196 


14. 298 


19.658 


11.288 


ADRGL1000058 


66.20S 


29.497 


55.226 


49.241 


30.219 


55.872 


67.027 


243.436 


lAORGLI 000059 


38.630 


23.459 


28. 991 


12.540 


27.353 


33. 633 


28.774 


20.911 


ADRGL1000077 


97.465 


63. 656 


448.427 


83.412 


71. 108 


53. 740 


67.906 


89.439 


ADRGL1 000092 


89.423 


45.692 


55.810 


26.033 


44. 148 


73.339 


96.037 


73.091 


ADRGL1 000099 


73.675 


24. 424 


36. 128 


17. 024 


25.964 


41.391 


42.837 


29.666 


ADRGL100D136 


141. 745 


63.974 


77.017 


24.777 


33.549 


58. 986 


295.009 


84.985 


|ADRGL1000147 


394. 563 


155.829 


271. 210 


92.899 


165.627 


251.266 


253.420 


150.294 


ADftdLl06(J1S9 


50.073 


25.425 


39.296 


15. 194 


16. 125 


20.040 


33.720 


23.278 


ADRGL1000160 


69. 386 


31.051 


59.416 


20.154 


39.799 


27.027 


47.169 


20.716 


ADRGL1000171 


57.047 


23.011 


43.063 


23.860 


40.581 


59.814 


117.055 


32. 630 


ADRGL1000181 


45.892 


18.666 


34.476 


15.434 


34. 225 


32.962 


39.693 


16.334 


BGGI 1 1000015 


153.242 


42. 337 


92.865 


41.003 


45. 168 


88. 524 


85.990 


73. 392 


BGGI 11000016 


177.367 


94.731 


119.688 


34. 159 


30.249 


98. 806 


98.783 


39.204 


BGGI 1 1000017 


84.712 


32.614 


38. 131 


20. 878 


18.769 


32. 340 


39.666 


20. 750 


1 BGGI 11000022 


52.468 


20.452 


67. 167 


12. 167 


11. 158 


18.241 


19. 197 


11.937 


BGGI 11000031 


30. 008 


17.072 


40.883 


12. 585 


13.313 


15.525 


16.757 


13.406 


BGGI 11000042 


49. 926 


36.336 


51. 176 


26.964 


43. 122 


43.770 


49.107 


38.776 


IBGGI 11000046 


31.618 


26.472 


34. 182 


31.854 


12.650 


25.784 


18.430 


25.385 


[BMtiH410dOQ20 


5031. 103 


2993.496 


1444.841 


537. 162 


5973.542 


5029. 124 


1350.527. 


1649. 144 


(BNGH41000025 


91.717 


35.026 


73.901 


27.713 


30. 765 


36. 523 


37.596- 


47.074 


BNGH4 100002 6 


176.757 


77.439 


98.345 


35. 807 


56. 991 


91.310 


75.797 


70.241 


IBNGH4 1000027 


65.029 


56.353 


25.896 


22.494 


12.763 


23.748 


17.836 


23.859 


BNGH41000035 


148.779 


66.776 


119.727 


56. 576 


60.996 


96.959 


72.461 


64.458 


BNGH4 100003 7 


79. 500 


29.611 


43.438 


18.317 


20.857 


36.27* 


27. 525 


24. 771 


|BNGH4 1000042 


224.484 


110.084 


168.448 


104. 351 


102.259 


125.323 


86.783 


122. 959 


BNGH4 1000048 


56. 144 


32.253 


54.063 


14.729 


27.312 


22.435 


29.566 


28. 937 


(BNGH41 000056 


67. 258 


18.694 


30.075 


15.602 


10.072 


20. 735 


16. 100 


7.642 


[BNGH4 1000087 


98.262 


46. 173 


77.657 


35. 329 


40. 900 


50.029 


50. 641 


45. 285 


IBNGH4 1000091 


50. 895 


16. 985 


28.392 


10. 147 


5.469 


22. 794 


10.725 


12.410 


[BNGH4 1000 157 


69.043 


| 34.730 


40.597 


18.088 


27.072 


22. 074 


25.410 


24.950 


(BNGH41O00169 


44. 850 


21.770 


28.655 


11.403 


25. 991 


28.509 


25.534 


25. 843 


[BNGH41000181 


17. 163 


15.689 


13.948 


3.996 


9.287 


13. 139 


Id. 5^3 


16.575 


[BNGH41000198 


81. 510 


36. 250 


60.860 


20.585 


26. 929 


35. 751 


31. 595 


28. 325 


|BNGH41O00219 


30. 302 


25. 155 


22. 187 


13.757 


11.208 


15.235 


27.285 


35. 709 


IBNGH41000229 


252. 790 


65. 948 


93. 499 


51. 108 


92. 555 


101.245 


96. 716 


78. 266 


|BNGH41OO0£f7 


85. 757 


46.997 


55. 170 


26.780 


33. 754 


47.456 


37.007 


39. 131 


BNGH41000238 


17.744 


36.938 


42.360 


14.922 


35.749 


42.848 


39.238 


13.241 


[BNGH41 000243 


45.446 


23. 667 


44. 798 


20.875 


10.516 


23.918 


22.443 


27.033 


IBNGH41 000270 


60.889 


18. 651 


29. 618 


10.724 


15. 979 


12.351 


19. 152 


22. 314 


BRAWH1 000004 


43. 673 


28. 539 


7. 640 


11.388 


19. 198 


14. 903 


32. 353 


23. 777 


IBRAWH 10000 18 


59.409 


17. 941 


102. 270 


17. 107 


709.078 


25.732 


24.214 


24.767 


BRAWH1000021 


104.772 


29. 951 


51. 142 


21.042 


1169. 154 


55.762 


66. 754 


27. 969 


IBRAWH10000Z7 


152. 205 


47. 310 


67.089 


32. 199 


64. 521 


70.731 


79.670 


40.928 


BRAWH1Q00029 


106.376 


49.221 


55. 840 


40.856 


59. 552 


56.487 


64.886 


100. 132 


[BRA WH1 000040 


29.419 


16.761 


31. 101 


16.622 


30. 633 


18.200 


i 17.998 


15. 196 


IBRAiHI 000050 


161.264 


71.786 


118.976 


51.863 


j 61.542 


97.720 


81.271 


69. 194 


|bRA*H1Q00051 


74.067 


34.341 


44. 047 


20.726 


30.434 


42.055 


53.856 


i 24.624 


BRA*ri106066d 


o8.789 


22.598 


i$.012 


16.493 


19.127 


38.662 


34.923 


28.094 


BRAWH1 000075 


17. 318 


1 S. 898 


36. 437 


8. 901 


18. 133 


1 / . L 1 3 


Q 191 


i \ 9flft 


(BRAWH1000081 


43.025 


12.998 


28. 267 


7.655 


123.677 


17.673 


15.924 


9.844 


BRAWH1 000084 


174.384 


42. 178 


80. 534 


47.752 


152. 188 


77. Ill 


110. 167 


102.296 


IBRAWH1 000095 


118.239 


59.676 


64. 528 


28. 174 


116.975 


53.814 


746.700 


35.985 


BRAWH100O096 


145. 112 


! 44. 967 


85.882 


27.491 


145.013 


52.880 


52.427 


58.678 


IBRAIHI 000097 


95.841 


72.506 


174.954 


65.637 


I 64. 200 


73.707 


\ 63.827 


63.762 


BRAWH1000100 


11.943 


19.037 


18.950 


13. 536 


| 92.145 


16.582 


I 16.646 


10.218 


BRAWH100O1O) 


1 34.838 


57.232 


106. 632 


40.741 


96. 395 


71.642 


88.432 


57. 336 
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Table 29 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



BRAHH 1000 104 


25. 414 


18. 303 


14. 825 


7. 695 


38. 918 


23. 970 


23. 794 


1 1 . 048 


BRANH 1000 107 


16. 949 


5. 616 


12. 463 


5. 518 


6. 355 


5. 084 


9. 107 


6. 573 


BRANH 10001 10 


615. 476 


492. 704 


869. 088 3 


183. 612 


368. 1 56 


369. 621 


277. 348 


340, 450 


BRAWH 10001 11 


175. 556 


68.459 


92. 209 


45. 974 


64. 703 


81. 723 


90. 369 


57. 301 


BRAWHI000135 


199. 303 


38. 098 


72. 093 


26. 809 


57. 720 


91. 668 


87. 016 


35. 866 


BRAWH1000190 


56.386 


41.640 


57. 914 


22. 782 


55.671 


40.034 


35. 280 


40. 134 


HEMfiA 1000005 


11.985 


23.427 


18.882 


9. 766 


12.656 


9. 959 


23.443 


21.677 


HEMBA1000006 


37.398 


24. 521 


24. 529 


1 5. 587 


22. 317 


13.336 


16.038 


15.295 


HEMBA1000012 


81.820 


57.193 


66.828 


26. 683 


55.423 


58.731 


85.614 


66.259 


HEMBA1000020 


157.967 


64.157 


115.635 


51.940 


77.293 


77. 321 


83.989 


74. 362 


HEMBA 1000030 


82.882 


35.447 


66.058 


26. 464 


40. 990 


60.871 


47.058 


50.652 


HEMBA16MM4 


47.434 




50. 696 


5. 594 


14.005 


6.673 


24.652 


7. 134 


HEMBA 1000042 


147.376 


94.003 


330. 908 


69.071 


76.472 


55.477 


37. 783 


60.479 


HEMBA 1000045 


28. 478 


20. 289 


20. 548 


12.445 


11.835 


22.788 


11. 196 


15.775 


HEMBA1 000046 


85.160 


84.475 


242. 940 


57.017 


68.468 


45.288 


37.098 


47.486 


HEMBA 1000047 


21.380 


18.899 


18. 166 


11.393 


11. 185 


12.292 


6.491 


12.018 


HEMBA1O00048 


243.559 


55.114 


84. 448 


24. 247 


43. 131 


99.333 


57.041 


37. 362 


HEMBA1O00050 


22.711 


11.876 


21. 972 


7.477 


4. 096 


13.675 


10.347 


7.770 


HEMBA1O00053 


45.071 


26.410 


38. 158 


15.982 


30.VS4 


36.740 


34. 184 


24. 269 


HEMBA1000060 


101. 197 


34. 766 


50. 643 


19.938 


34.641 


54.061 


42.309 


22. 530 


HEMBA1Q00Q72 


240. 165 


213.938 


224.688 


163.030 


115.246 


207.809 


112.361 


276.098 


HEMBA1000073 


23.202 


9.580 1 


10.815 


1. 698 


6.680 


18. 155 


12.304 


14.973 


HEMBA1O00076 


45.997 


46.783 


177.931 


32.617 


48. 964 


50. 792 


33. 947 


44. 142 


HEMBA 1000084 


66. 603 


25.710 1 


48. 434 


18.006 


22.553 


38. 118 


40. 479 


29. 683 


HEMBA 1000087 


70.084 


17.515 


26. 544 


8.450 


17.590 


29. 220 


19.519 


22.565 


HEMBA 1000088 


15.474 


8.614 


19. 903 


4. 775 


4.519 


11.446 


34. 905 


6.528 


HEMBA1000091 


80. 622 


38.604 


59. 393 


23.956 


44. 939 


49.766 


33. 946 


24.614 


HEMBA10D0111 


85.814 


95.2*0 


270.642 


75. 147 


54. 384 


70.071 


29.529 


55. 422 


HEMBA1000121 


55. 476 


43. 368 


146. 465 


37.419 


29. 398 


30.694 


17.702 


30. 398 


HEMBA1000128 


37. 278 


27. 165 


34.516 


13.619 


17. 702 


26. 069 


12.834 


23. 965 


HEMBA1000129 


51.488 


19.659 


44. 907 


12.208 


27.243 


30.959 


24.383 


26. 851 


HEMBA1 000141 


12.961 


24.515 


32. 107 


14.353 


13. 502 


11. 152 


8.907 


20.635 


HEMBA1000146 


29. 273 


11.479 


20.418 


8.202 


9. 575 


14.877 


10.000 


7.817 


HEMBA1000150 


534. 562 


326.814 


684. 147 


211.774 


218.448 


322. 246 


235. 752 


256.883 


HEMBA1000154 


95. 272 


SS.2S3 


101.483 


54. 276 


42.896 


75. 526 


92.689 


188.019 


HEMBA 1000 156 


50. 177 


72. 591 


58.026 


31. 149 


21.655 


38. 964 


27.634 


50. 220 


HEMBA1 000158 


260.718 


63. 920 


89.680 


36.337 


44.915 


93.421 


111.344 


53. 562 


HEMBA1 000168 


74. 416 


61.152 


62.826 


30.512 


23. 287 


34. 966 


44.005 


33. 564 


KEMBAlflOfllSO 


id. $02 


22.412 


28. 5H 


11.701 


19.230 


10.903 


11.731 


14. 102 


HEMBA1C00185 


115. 723 


50.661 


213. 994 


51. 166 


43. 435 


56. 261 


38.862 


44. 992 


HEMBA1C0O188 


21. 302 


14.879 


16.948 


11. 392 


11.821 


10.656 


12.501 


6. 979 


HEMBA1O0O193 


14. 122 


8. 318 


11.905 


7. 519 


4.736 


3. 349 


8. 544 


7.842 


HEMBA1O0O194 


54.688 


49.534 


143.817 


37.736 


20. 221 


34. 328 


23. 359 


56.497 


HEMBA1 000201 


21. 062 


14.098 


8.690 


6.237 


5. 109 


5.059 


9.317 


10.522 


HEMBA1000213 


22. 388 


25.532 


25.777 


8.470 


17.320 


9. 084 


8.469 


11.766 


HEMBA1 000216 


65. 935 


51.368 


92.680 


19.202 


33.659 


40. 971 


36.328 


34. 891 


HEMBA1 000227 


52.577 


31. 332 


I 34.925 


19.503 


18.411 


21. 504 


22. 590 


25. 781 


HEMBA1 000231 


114.369 


54.299 


131.256 


38.550 


43. 246 


29. 778 


24. 266 


30.410 


HEMBA1 000237 


91.024 


91. 360 
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HEMBA1003417 


22.445 


13.970 


25. 036 


8.433 


s 7.282 


10. 593 


5.696 


11.032 


HEMBA1003418 


57.411 


57. 397 


76.232 


97.795 


45.336 


43.450 


22.206 


90.604 


HEMBA1 003420 


29.838 


15. 856 


201.831 


11.319 


8.067 


11. 379 


| 12.938 


14.721 


HEMBA1 003425 


17.466 


15. 895 


21.662 


4.733 


6.723 


8.483 


10.838 


9.083 


HEMBA) 003433 


23. 931 


18.435 


24. 576 


12. 136 


10.421 


\ 10.074 


11.092 


11.581 
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HEMBA1 003440 


91.727 


41.727 


39.257 


19.755 


26.941 


45. 998 


31.620 


35.845 


MBA 1003442 


7.090 


22.535 


10.452 


33.897 


10.259 


15. 118 


7.093 


14.790 


EWBA1003447 j 


82. 161 


36.670 


48.248 


26.789 


18. 587 


41.591 


42.314 


35. 065 


1MBA1003453 


50.472 


26.692 


25.954 


16. 130 


11.252 


16.584 


28.534 


21.256 


EMBA10O3461 


55.687 


25. 328 


42.686 


17.261 


18.856 


27.281 


22.795 


17.854 


HEMBA1003463 


40. 102 


23.311 


34.469 


13.456 


19.704 


20.277 


16.984 


18. 124 


HBA1003465 


92.245 


40. 963 


61.816 


28.410 


36.051 


39.389 


40.220 


36.851 


HEMBA1003480 


114.075 


114.841 


266.076 


76.366 


67. 942 


56.459 


51.589 


62. 191 


HEMBA 100 3 485 


44. 403 


28.836 1 


33.659 


14.37) 


8.636 


26.284 


16.036 


14. 582 


HEMBA 1 003487 


42. 939 


15.463 " 


23. 730 


9.752 


15.729 


24. 902 


21. 136 


16.494 


HEMBA1003492 


31. 026 


21.538 


56. 674 


14. 934 


12.014 


12.0B2 


9. 567 


14.655 


:|4RA1DD^49^ 

JRDn 1 Ul/J'JJI 


97. 366 


260.496 


50. 174 


48.821 


12. $04 


74.554 


20.62J 


loOTT 


PURA10O3497 


39. 000 


17. 943 


24. 659 


11.432 


13.881 


21.376 


18. 562 


6.072 


HFURA 1003503 


54. 774 


21. 486 


28. 175 


12.948 


17. 154 


30. 911 


36.463 


16.806 


CMDA 1 UU 09 1 1 


10. Dll 


14. 740 


43. 023 


11. 794 


13. 330 


8.925 


16.405 


11.615 


_MDn 1 UU J 9 lO 


385 1?3 


191. 234 


239. 319 


81. 329 


123. 915 


t\i. 44$ 


179.430 


9o.672 


:ura 1 fifi353D 


43. 820 


12. 384 


23. 693 


10. 695 


21.216 


20.067 


28. 030 


16.204 




111. 104 


73. 542 


215. 578 


67. 833 


214.022 


56. 139 


50. 217 


66.992 


ucura inn.9.59.9 
ZMDn {UUdooc 


145 117 
1 **o . 1 0 J 


6? 379 

0 C . Of 7 


83. 827 


37. 506 


53. 388 


90. 314 


77. 728 


60.515 


ntMDA 1 UU J 0 Jo 


51 193 

Of. 1 C 0 


70 746 

CU. 1 HB 


32. 949 


11 160 


1 9 286 


J4" ibo 


it. 2il 


n.837 


icMdA 1 UU J D4S> 


7 1 4ftQ 

t 1 - 109 


TO 501 


20. 608 


5. 904 


7. 197 


10. 239 


6. 617 


8. 168 


IMDA 1UU0O4D 


31 371 
J 1 . 0 1 i 


3? 365 


28. 613 


13. 365 


226. 243 


16. 427 


16. 554 


24. 821 


LMoAlUU3b4o 


i4 455 


P. 1 94 
0. 1 t*t 


9. 845 


4. 563 


7. 542 


6. 155 


5. 647 


8. 387 


:MBA 1003 553 


7A oi7 

/ 9. o3 i 


b 1 . 0 10 


5fi 37Q 
DU. j r 7 


93 397 


28. 564 


49. 1 54 


53. 525 


48. 955 


'(LNaA1UU3bbb 


cU. UOD 


fl a73 

0. Of J 


13. 692 


4. 762 


3. 684 


10. 112 


10. 962 


6. 521 


EMBAlUUdbbb 


67 9ftft 


9.5 1 QQ 


1 28. 391 


29. 283 


16. 426 


19. 257 


IB. 121 


24. 622 


run * mmcen 


o 9on 
7. c9u 


4 495 


9 5?Q 


c . o**o 


1 . 767 


2. 983 


6. 207 


6. 539 


iiriin A 1 fin 1 CC C 

EM8AlQ03bbb 


AO CilO 

4c. 040 


go can 

C9, OOO 


on qqc 

CM. 770 


8 344 


13. 984 


21. 927 


21 . 847 


22. 043 


1cMdA 1 UU j boo 


J . £44 


1 5 40 


7 71? 
(.lit 




3. 763 


3 172 


2. 836 


2. 592 


EMBA 100 3bo9 


cb. U4o 


cU. OOO 


CO. 1 OH 


33. 957 


13. 746 


" 16. 235 


19. 512 


16. 518 


HEMBA1 003b/ 1 


111 791 
III. 1 L 1 


OA 37ft 


3?fi 335 
Oca. j 03 


84. 368 


71. 788 


50. 029 


48. 01 1 


59 960 


EMoAlOOObf 9 


1 195 

3. dob 


7 300 


15 353 

ID. 13 J 


6. 553 


8. 948 


2. 872 


9. 198 


6.421 


EISA 1003580 


274. 105 


cn 909 

bU. C7C 


1 Uc. 1 U 3 


95 5P.5 

CO. OOO 


59 875 


128. 943 


1 10. 375 


35. 695 


HEMBA 1 003581 


iio nil 
112. U i 3 


91 905 
0 1 . A7b 


QA flP.3 


71 541 


3E 71 5 

OO . C 1 7 


54 336 


50. 71 1 


21. 238 


HEMBA 1003 591 


9/ . Ur b 


c A 99C 
04. 0£b 


77 1 Kll 


ft A «7c 

07. O I D 


4y.o r si" 


S3.615 1 


40. 656 


45. 172 


i If tin A 1 AA4CAC 

HEMBA1 003595 


0 0 C ft 7 

3Z. bar 


99 QA 9 
04Z 


AA ft?Q 

0<t . DCS 


1Q A75 

1 7 . U i O 


f 1 339 

1 1 . 0 0 7 


6. 305 


5. 581 


18. 085 


HEMBA 1003597 


it Q CC 1 

48. bo 1 


Cb. o4D 


lftD 4Q1 
1 Uo .47 1 


Ofl Q9 1 
tU. 70 1 


1 5 Q5? 

1 O. 77C 


1 9. 375 


17. 580 


20. 153 


1 1 r~ no a i nn <i cao 


AO 7 9 0 

4b. /to 


oft 1 OA 
L\I. 104 


?9 ACQ 
CC. 40O 


1 7 \A7 


1 1 688 


18. 934 


21. 743 


15. 025 


HEMBA 1003600 


19~'77V" 

Jd. / ft 


95 flQQ 
3b. U33 


3D. 7UO 


95 ?5fl 
cO. COO 


C 7 . C 7V 


38. 873 


53. 305 


56. 783 


HEMBA 1003602 


lo. c4o 


IU. 110 


ID. I 0 C 


0. IOC 


" "in S7ft " 

1 U . 7 / U 


8 064 


14. 736 


17. 188 


Ht HoA 1 UU 3 bU4 


9fi5 Q4Q 
cUo. 347 


53 57Q 
00. 3 i 3 


69. 723 


24. 549 


49. 902 


105. 131 


98. 166 


47. 144 


ihfttDAl UU3blU 


140 QQ5 

1 **U. jjD 


9Q 7 c 5 


95. 048 


15. 492 


103. 150 


72.233 


54. 670 


30.688 


jciirai finis i 5 
icMDA 1 UU JO 1 D 


57 95ft 
Of . C OO 


20. 035 


34. 102 


12. 808 


16. 022 


24. 378 


18.759 


20. 876 


ucura i nn^fi i 7 


48. 414 


20. 375 


29. 789 


12. 148 


22. 291 


18. 199 


18. 770 


18.242 


UCUQA1 rtfl3fl 9fl 


5c*. ©99 


22. 318 


45. 502 


19. 575 


19. 962 


25. 239 


f 39.072 


29. 451 


HFURA 10036 21 


102. 827 


102.094 


226. 373 


80. 194 


64.742 


58.874 


67.142 


60.680 


HFURA1 00367? 


1 9. 815 


j 13.838 


25. 009 


16.055 


8.339 


12.261 


15.369 


13.833 


HFHRA1 003630 


j 20.008 


16. 381 


30. 244 


13.871 


5.573 


9.992 


10. 303 


11.422 


HEMBA 100 3 S 37 


37. 880 


29. 848 


106.379 


23. 251 


18.468 


17. 181 


12.409 


16. 500 


HEMBA 1 003640 


39. 068 


31. 672 


100. 901 


22.572 


22.223 


21.513 


\ 17.417 


20.420 


HEMBA 1 003645 


25. 820 


19. 380 


48. 445 


13.481 


9. 247 


! 12.14c 


54.230 


5.711 


HEMBA 1003646 


38. 243 


16. 329 


1 22.003 


9.624 


13.311 


24.606 


19. 177 


19.938 


HEMBA 1003647 


10.261 


10.718 


12.323 


7.860 


7.892 


7.607 


7.882 


10.058 


HEMBAl 603650* 


40.171 


31.269 


66.874 


28.981 


19.429 


18.898 


23. 172 


30. 178 


HEMBA1 003662 


25. 32* 


17.011 


1*.352 


6.387 


10.041 


10.909 


14.055 


18.544 


HEMBA1 003666 


23.086 


11. 187 


17.407 


5.803 


8.262 


9.774 


15.332 


13.851 


HEMBA1O03667 


304.975 


209. 929 


337. 134 


96.636 


131. 792 


179.317 


140.769 


174. 256 


HtMBA10O36>0 


12.944 


8.894 


15.235 


3.344 


2.565 


7.057 


6. 425 


7.073 


HEMBA 1003674 


143.262 


32. 196 


51.919 


33.863 


! 82.734 


66.675 


65.424 


47. 173 


HEMBA1003677 


80.516 


45.946 


220. 695 


45.985 


43. 474 


38.916 


30. 594 


46. 808 


HEMBA1003679 


i 25.325 


7.795 


16. 167 


5.727 


5. 941 


12.433 


12.034 


11.720 


HEMBA1003680 


42.317 


25. 723 


33.794 


24. 664 


[ 23. 985 


25.419 


1 38. 990 


39.343 


HEMBA 1003684 


18.273 


10. 175 


17.733 


13.315 


4.937 


9.099 


10.182 


10. 574 


HEMBA1O0389O 


115.021 


i 65. 531 | 75.876 


46. 324 


43.039 


71.797 


! 85.431 


56. 592 
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HEMBA l 003692 


83. 253 


96. 347 


194. 372 


63. 188 


40. 872 


47. 354 


39. 288 


42. 644 


HEMBA1003702 


88. 125 


35.028 


48.251 


23. 719 


29. 023 


42. 879 


46. 956 


36. 550 


HEMBA1O03711 


93.732 


50. 280 


140. 199 


32.886 


33. 424 


47. 500 


41. 959 


36. 807 


HEMBA1003714 


75.923 


20. 696 


37. 340 


14. 414 


28. 237 


32. 029 


29. 145 


16.214 


HEMBA1003715 


54. 160 


54.486 


142.871 


31.894 


31. 122 


28.832 


20. 640 


26.672 


HEMBA1003717 


70. 553 


38.574 


120. 922 


45.101 


29. 491 


29.344 


27.200 


38.418 


HEMBA1 003720 


83.687 


94.829 : 


133.285 


55. 896 


49. 519 


43.330 


22.099 


41. 137 


HEMBA1 003725 


46. 157 


55.932 : 


71.704 


30. 085 


21.305 


22. 378 


18.643 


31. 573 


HEMBA1 003728 I 


103.795 


35.668 1 58. 184 


16.485 


2 IT 8 1 8 


42.286 


37. 790 


34. 280 


HEUBA1 003729 


49.957 


9 1 KflR 
C 1 . DUO 


*9 f . DO J 


20.231 


15.376 


18.567 


21.294 


17.427 


HEMBA1 003732 


13.069 


1 OO 


0 . 330 


3.228 


2. 195 


3.652 


3.024 


4.336 


HEMBA1003733 


52.409 


00 TO 1 

32. foJ 


7C C Q A 
10. 004 


22.919 


83.426 


18. 921 


13.867 


14.220 


HEIIBA1003742 j 


40.426 


Ot\ OCK. 
ZU. £D3 


3U. 00 1 


26.589 


21.518 


42.057 


44. 130 


24. 802 


HEMBA1003743 


26.918 


CC, 118 


L 3. Ave 


18.886 


18.530 


12. 506 


17. 162 


18.069 


HEMBA1003758 


110.630 


1 26. 359 


3 lb. IU4 


79.435 


58.130 


58. 587 


34.868 


73.429 


HEMBA1003760 


78.949 


0. 000 


26. 318 


15. 194 


14.440 


32.057 


34.468 


19.471 


HEMBA1003764 


45.855 


30. 390 


o o 7 on 
cc. (IJ 


21891 


H.tto 


164.051 


37. 797 


47.461 


HEMBA1003769 


87.589 


47. 227 


62. 942 


27. 144 


32.047 


46. 499 


39.296 


38. 944 


HEMBA1003773 


63.842 


14. 722 


21. 132 


12.002 


9.850 


33. 904 


29.817 


13. 165 


HEMBA 100 3 783 


17.751 


16. 975 


23. 942 


16.465 


13.884 


6.842 


9.757 


20.650 


HEMBA 100 3 784 


13. 500 


17. 233 


21. 849 


13.856 


12.436 


17.394 


11.099 


13. 140 


HEMBA 1003794 


386.642 


303. 008 


AAA A A, A 

322. 299 


109.371 


145.316 


286. 778 


287.377 


239. 938 


HEMBA 1003799 


39. 392 


23. 099 


29. 603 


15.022 


13.775 


16. 550 


24.428 


19. 403 


HEMBA 1003803 


63.548 


21. 899 


44. 323 


20. 132 


18.580 


28. 795 


24.744 


35. 938 


HEMBA 1003804 


80.382 


26. 816 


48. 558 


16. 154 


27.867 


31.087 


37.611 


22.634 


HEMBA 1003805 


103.669 


42. 485 


42. 930 


19.994 


36.377 


43. 797 


32. 147 


28. 376 


HEMBA 1003807 


21. 717 


13. 940 


25. 512 


9.492 


6.870 


9.649 


8.812 


t.61l 


HEMBA 10038 10 


20. 102 


11. 572 


7. 558 


20. 330- 


17.855 


7.640 


4. 451 


6. 585 


HEMBA1003827 


432. 964 


219. 520 


240. 291 


155.416 


219.584 


266.037 


283.204 


241. 127 


HEMBA 1 003836 


177. 311 


135. 831 


482. 334 


146.466 


136.063 


93.790 


92. 728 


122. 237 


HEMBA10O3838 


223.674 


185. 295 


64). 368 


134.002 


79.993 


115.711 


87. 137 


118. 957 


totBAltifl3fi43 

i lUPKin t w w ip v ^ if 


13.867 


10. 178 


27. 409 


17.850 


21. 104 


13.382 


11.701 


13.634 


KEMBA1 003846 


133. 994 


CT CCC 


Cfl 7 0 Q 

DO. (35 


34.9*2 




56. 395 


40. *6l 


60.2SS 


HEMBA1 003856 


27. 378 


1 \ ACQ 
13. obo 


1 C QR9 
1 a . 30C 


14.248 


8.662 


11.259 


9. 145 


9.934 


HEMBA 1003857 


101. 908 




CbS. OLD 


75. 110 


52.628 


51.958 


45. 837 


48.871 


HFMBA1003864 


52. 130 


i o m i 
lo. VI 1 


OA CC7 
CH. bb f 


9. 568 


13.009 


16.810 


29. 271 


16.795 


REMBA1003866 




1 9 flflC. 
1 C. OUt) 


OO A Afi 
CC, 1*tU 


12.069 


15. 414 


19. 103 


9. 229 


7. 524 


HEMBA1003868 


95.>G1 


g«*. 9 9 I 


90. iJtO 


31.090 


41.733 


69.461 


48. 174 


43.486 


HEMBA 1003879 


62. 950 


AA 57? 


icq 917 


48.098 


42.446 


37.097 


36.010 


45.824 


HEMBA1003880 


134.462 


?n (MA 


1 U 0 . tit 


50.699 


47. 956 


67.668 


44. 498 


30. 581 


HEMBA1 003884 


99. 190 


48. 465 


73.499 


34. 796 


54. 399 


57.269 


63. 551 


68. 830 


HEMBA1 003885 


77.675 


69. 096 


172. 968 


55. 129 


49. 424 


41.309 


24.247 


31.596 


HEMBA1 003887 


60.203 


22.185 


33.582 


16.896 


21. 181 


29. 281 


31.275 


22. 835 


HEMBA1 003890 


12.753 


8.056 


15. 506 


7.762 


16.057 


139. 271 


387. 408 


5. 124 


HEMBA1 003893 


386. 525 


281.955 


515. 307 


187. 300 


180.355 


212.964 


137. 297 


122. 335 


KEMBA1 003896 


411.418 


232.899 


382. 182 


144. 104 


165. 806 


233.857 


186. 700 


143. 577 


HEMBA 1003902 


39. 732 


39.491 


114. 984 


20. 297 


23. 509 


16. 793 


14. 124 


20.479 


HEMBA 1003904 


32.775 


21. 109 


45.629 


10.006 


13. 109 


14.294 


24. 342 


17.444 


HEMBA 1003 908 


8.660 


8.873 


15.689 


7.298 


15.429 


6.307 


2.267 


5.699 


HEMBA1003926 


132.636 


253.614 


316.882 


183.017 


124. 195 


147.955 


105. 962 


360.995 


HEMBA1003937 


87.005 


63.862 


200.940 


40. 687 


36. 238 


35.284 


29. 695 


40.418 


HENBA1003939 


28.064 


! 25.844 


35. 675 


20. 306 


20. 378 


19.070 


16. 457 


15. 626 


HEMBA 1003940 


[ 27.800 


13.368 


18.045 


10. 235 


10. 39* 


t A C11 

14. 633 


17.733 


9.868 


HEMBA1003941 


| 57.997 


16.835 


24. 5*2 


17.381 


! 15.884 


23.428 


19. W 


13. 795 


HEMBA1003942 


38. 168 


19.747 


45.852 


32. 660 


22. 333 


24.695 


10.791 


21.900 


HEMBA1003945 


i 59.457 


32.900 


46.079 


23.037 


21.163 


36.632 


32. 279 


26. 903 


HEMBA1003949 


12.870 


13.019 


20.678 


7. 159 


38.521 


442. 120 


272.494 


! 21.625 


HEMBA1003950 


8.366 


o\ 726 


5.814 


3.195 


4.756 


3. 396 


8.814 


5.401 


HEMBA 1003953 


23. 527 


10.310 


11.872 


9.390 


8.494 


10.637 


10.973 


5.252 


HEMBA1 003958 


131.082 


90.718 


253.084 


74. 499 


85.036 


62.450 


34.852 


86.629 


HEMBA1003959 


12.105 


11.228 


18.520 


6.548 


7.960 


18. 122 


12.612 


10.591 


HEMBA1 003960 


! 53.133 


i 29.785 


31.879 


18.932 


16. 178 


n.m 


32.094 


35. 333 


HEMBA 1003 966 


I 58.245 


19.415 


68. 506 


20.791 


26. 975 


28.975 


( 27.825 


25. 303 


HEMBA1O03967 


1.859 


3.908 | 9.364 


6.033 


4.054 


4. 384 


4.208 [ 4.986 
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HEMBA1003968 


40. 219 


26.^4 


55.357 


16.296 


14.511 


28.531 


22. 648 


15.420 


HEMBA 1003974 


147. 167 


439. 547 


139.030 1 


17.010 


33.973 


54. 122 


29. 356 


338.820 


HEMBA1 003976 


20.167 


17.809 


13. 159 


9.187 


5.748 


6.820 


6.952 


10.367 


HEMBA 1003977 


32. 761 


12. 350 


24.212 


6.558 


6.775 


12.413 


17.016 


9.367 


HEU8A1 003978 


40. 564 


13.858 


10.812 


11. 585 


11.203 


23. 881 


20.489 


17.488 


HEMBA1 003981 


65.803 


34.462 


71.399 


26.801 


31.348 


48.051 


31.355 


42. 728 


HEMBA1 003982 


15. 104 


89.360 


20. 946 


18.086 


1.620 


" 3.781 


3. 102 


64.356 


HEMBA 1003985 


15. 199 


10.866 


21.715 


9.199 


1.517 


8.041 


5. 977 


7.569 


HEMBA1003987 


48.695 


30.080 


108.473 


25.632 


23.222 


28. 008 


21.302 


24. 940 




47.641 


51.466 


128.889 


32. 288 


24. 298 


24. 627 


15.392 


23. 174 


HEMBA 1004000 


36.424 


35.098 


34.843 


16. 292 


19.541 
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14. 243 


17.539 


37. 269 


9.635 


12.276 


5.454 


5.259 


6. 787 


HEHIBA1O05703 


19. 524 


15. 116 


20.249 


7.662 


15. 489 


11.648 


8. 488 


10. 229 


HEMBA 100 5705 


35. 316 


35. 677 


66.552" 


26.492 


29. 605 


90. 298 


18. 303 


44.730 


HEMBA1005712 


20.Z)2 


29. 695 


30. 267 


17.829 


17. 668 


17. 695 


14.517 


23. 820 


HEIIBA1005717 


At 313 


15.037 


30.499 


6.950 


13.391 


32.044 


1 5. 084 


7. 078 


HEMBA1005718 


88. 576 


81.734 


176.773 


75.414 


46.080 


58. 797 


49. 803 


76. 705~~ 


HEMBAI005721 


84. 981 


42.340 


56. 434 


18. 134 


34. 246 


43. 284 


34. 523 


41. 460 


HEMBA10Q5722 


174.952 


92. 346 


194.868 


55.652 


48. 768 


63. 471 


92. 755 


56.031 


hEMfiAtdt)5724 




8. 284 


5. 342 


4.000 


14.801 


15.671 


9. 324 


5. 953 


HEMBA1005732 


89.624 


24. 907 


32.546 


5.638 


21. 753 


30. 046 


28. 487 


20. 595 


HEMBA 1005737 


25. 179 


16. 797 


16.017 


10. 703 


12. 731 


12. 444 


8. 579 


7.257 


HEMBA1005742 


11.547 


23. 162 


24. 345 


20. 921 


29. 934 


18. 597 


1 3. 749 


22. 702 


HEMBA1005746 


$6,098 


14.407 


21.907 


16.923 


13.431 


12. 235 


10. 908 


8. 606 


HEMBA1005747 


80.718 


30. 396 


44.843 


21.861 


30. 274 


80. 588 


47. 082 


26. 037 


HEMBA1005749 


35. 749 


31. 758 


64.769 


22.766 


28. 853 


26. 733 


31. 698 


30. 7TT" 


HEMBA 10057 55 


34.680 


39. 133 


30.663 


37.837 


21. 308 


24. 392 


15.905 


25. 470 


HEMBA1 005760 


116. 125 


41.490 


1 33.276 


25. 724 


28. 933 


46.295 


36. 173 


31.20? 


HEMBA 1005765 


94.451 


70. 516 


200. 826 


48. 023 


37. 340 


35.414 


31. 098 


40. 04T~ 


HEMBA1 005766 


112.861 


70. 359 


87.247 


48. 958 


51.073 


52. 147 


72. 391 


63.859 


HEMBA 1005780 


55.961 


34. 713 


89.816" 


28.466 


46.254 


28. 283 


25. 156 


29. 122 


HEMBA 1005795 


18.800 


38.386 


19.656 


10. 007 


13.009 


11.811 


13. 106 


14.463 " 


HEMBA 1005809 


67.301 


66. 510 


87.396 


53.061 


43. 975 


36. 574 


35.334 


57.818 


HEMBA 10058 13 


52.911 


84.881 


160.064 


38.752 


43.727 


30.799 


23.426 


57. 177 


HEMBA 10058 15 


30.398 


30.434 


43. 366 


19. 911 


16. 123 


39.746 


26.743 


28. 548 


HEMBA 1005822 


40. 948 


47. 746 


65. 298 


51. 932 


30. 845 


20. 187 


22.641 


29. 114 


HEMBA 1005829 


114.982 


70. 536 


272.004 


48.816 


36. 558 


40.259 


23.443 


35.824 


HEIBA1 005833 


59.540 


25.743 


29.266 


15. 545 


24.711 


26.964 


17.968 


18.807 


HEMBA 1005834 


151.440 


82.917 


322.413 


102.348 


74.711 


59.590 


35.082 


70.415 


HEMBA1 005844 


66.624 


11.865 


96. 556 


95. 719 


56. 133 


75.546 


1 55.974 


122.840 


HEMBA1 005852 


71.743 


77.830 


72.218 


53.009 


85.623 


78.593 


90.291 


87.310 


HEMBA1 005853 


62.809 


83.326 


343. 381 


63.897 


79. 208 


48. 939 


27. 359 


58. 468 


HEMBA 1005878 


139. 991 


109. 928 


447. 600 


93.748 


65.325 


53.917 


35. 383 


63.446 


HEMBA 1005883 


5.211 


6.310 


6.808 


14. 769 


10.070 


6.6JS 


4.486 


11.850 


HEMBA1005B84 


9. 136 


10.768 


29. 442 


9. 504 


7.302 


9. 142 


4.561 


12 287 


HEMBA1 005891 


8.927 


12. 500 


12.662 


5. 996 


i 7.370 


7. 346 


1.250 


5.470 


HEMBA1 005894 


70.006 


59. 347 


177.879 


49. 407 


29.584 


23.227 


14.651 


36. 934 


HEMBA 1005898 


84.399 


61.254 


234. 549 


59. 872 


43.955 


25.491 


23.019 


41. 130 


HEMBA1 005902 


38.306 


16. 873 


52.804 


16.742 


33. 189 


39. 317 


26.778 


43.681 


HEMBA1 005907 


4.806 


3.997 


8.804 


5. 339 


3.957 


17.078 


5.311 


4. 941 


HEMBA1 005909 


4. 140 


3.733 


23.479 


2.443 


4.661 


6.683 


0.750 


10. 643 


HEMBA1005911 


143.926 


92.633 


316. 302 


83. 107 


51.954 


60.593 


39. 302 


55. 189 


HEMBA1005912 


18.801 


17.269 


13. 568 


32. 298 


21.976 


14.454 


12.917 


26. 318 
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15. 386 


17. 868 
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HEVBA1 006091 
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69. 460 
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85. 135 


HEMBA1006171 


66. 839 


48. 304 


34.618 


13.911 


21.700 


40. 783 


26.049 


37. 233 


HEMBA1006173 


63. 939 


35. 393 


52.598 


22.894 


32.403 


35.413 


40.872 


67.870 


HEMBA1006176 


! 51.671 


222. 661 


52.703 


39. 369 


29.305 


! 59. 271 


24.272 


83. 343 


HEMBA1006182 


72.842 


38. 362 


132.455 


29. 730 


26.735 


I 30. 382 


! 19.907 


34. 405 
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16.655 


31. 338 


37. 528 


55. 808 


23. 143 


18. 848 


j 13.456 


40.765 


HEMBA 1006 198 


i 30.466 


15. 178 


21.337 


16. 185 


25. 764 


15. 643 


14.389 


18.561 


HEMBA1006213 


38.783 


20. 120 


38. 136 


15.627 


10.604 


25.761 


21.716 


35.282 


HEMBA1006217 


\ 32.003 


18.510 


33. 960 


4. 079 


17. 107 


31.016 


36. 526 


19.419 
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40.304 


60.090 


tlO.529 


40.359 


39.915 


62. 796 


35.202 


59. 281 
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40. 954 
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21.361 


7.280 


14.241 


13.056 


4.951 


7.077 


HEMBA 1006248 


42.946 


17.521 


32.092 


10. 747 


12.992 


19. 331 


18.339 


17.999 


HEMBA 10062 51 


84.944 


24.303 


30.554 


15. 291 


24.212 


30. 870 


18. 154 


10.996 
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EMBA1 006252 


36. 069 


24.612 


74. 170 


29. 506 


28.055 


19.517 


14.085 


1 5.356" 


EMBA1 006253 


75. 854 
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20.773 


16.455 


11.705 


12.936 


6. 506 


11.398 


HEMBA1 006259 


37. 456 


48.402 


136.000 


39.735 


19.462 


25. 242 


19. 832 


25.931 
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23,677 


23. 578 


6.874 


13.012 


7. 127 


69.427 
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17.143 
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35.886 


12.563 


30.879 


8.970 


7.077 
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77.610 
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4.968 


5.925 


27.766 


15. 997 


7.567 
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58.633 


LIVER1000101 


52.507 


16. ?M 


57. 500 


10.286 


8.662 


17.642 


6. 129 


27.273 


DVER1000106 


46.259 


32. 121 


32. 438 


11.568 


9.377 


13.2)6 


102. 126 


16. 904 


LIVER1000108 


26. 277 


50. 565 


62. 172 


25.422 


16. 619 


17.243 


38. 369 


18. 508 


LIVER1000115 


23. 571 


18.673 


71. 367 


14. 244 


11.023 


17.910 


427. 626 


11. 136 


LIVER1 000120 


100.902 


21.640 


35. 183 


15. 565 


26. 236 


39.037 


87. 151 


16. 249 


LIYER1000138 


69. 624 


27. 584 


56. 479 


22. 794 


25. 076 


42. 015 


35. 937 


23. 833 


L1VER1000146 


107. 757 


63. 296 


209. 735 


54. 534 


42. 231 


45. 210 


254. 168 


42. 466 


L 1 VER 1 000148 


141. 467 


42. 327 


108. 510 


37. 031 


3 1 . 920 


62. 584 


1 25. 466 


65. 728 


LIVER1000157 


97. 282 


37. 198 


50. 979 


49. 952 


35. 021 


43. 954 


52. 527 


43. 221 


LIVER1000161 


100. 902 


24. 883 


57. 647 


26. 329 


31. 562 


42. 781 


89. 198 


30. 740 


LI VER1000167 


97. 214 


29.093 


41 . 460 


25. 700 


26. 316 


112. 706 


332. 789 


30. 702 


LIVER1000174 


53. 927 


23. 440 


26. 353 


1 3. 595 


12. 625 


36. 580 


71. 460 


10. 512 


LIVER1000185 


49. 746 


20.428 


31. 630 


13. 964 


13. 391 


16. 773 


16. 676 


14. 878 


L I VfcKlUUU lof 


00. Sol 


g oil 
0. c 1 1 


1 b. IUU 


a rca 

4. DD4 


O. U04 


Q UAH 

a*. 040 


^K7 sna 

OO 1 . OUO 


O. OeXJ 


LIVER1000190 


93. 672 


2d.o35 


50.518 




18.H8 


23.709 


41.865 


11.496 


LIVER1000192 


141.875 


53.337 


99.330 


32.936 


41.210 


79. 500 


128. 608 


47. 907 


MAMMA 1000009 


99.036 


77.266 


234. 005 


72.924 


40.612 


i 44. 930 


25.218 


! 35.909 


MAWA1000015 


40.458 


7.192 


19. 901 


13.017 


12. 921 


18.315 


13.014 


8.185 


MAWA1000019 


62.999 


29.927 


150.049 


52.037 


36.450 


42. 956 


38. 148 


30. 172 


MAMMA1 000020 


58. 696 


30. 055 


181.093 


40.615 


38. 572 


34. 176 


18.169 


i 20. 807 


MAMMA1 000024 


15.610 


i 5. 088i 


15.41! 


7.263 


3.468 


11.652 


37.960 


9. 224 


MAMMA1 000025 


53. 706 


37.358 


123. 944 


37.766 


i 29.177 


24.650 


18.530 


21. 156 


MAI8AA1 000043 


170. 220 


108.774 


290.077 


126.472 


100.059 


82.087 


70. 843 


76. 243 


MAMMA1 000045 


S 83.118 


48.873 


22. 107 


10. 125 


5.779 


15.440 


7.895 


8.811 


MAMMA 1000046 


117.084 


44.85A 


285. 890 


66.458 


43.862 


36. 388 


23.428 


22.376 
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MAMMA 1 000055 


65. 118 


40. 884 


57.307 


29.859 


27. 445 


33.405 


22.066 


23.563 


MAMMA 10000 57 


170. 331 


108.479 


421.160 1 


00.366 


84. 331 


77. 475 


42.047 


55.847 


MAMMA1 000060 


79.698 


50.265 


153.319 


49.223 


28.927 


42.539 


25. 636 


52.458 


MAMWA1000069 


118.921 


35.010 


182.272 


44.764 


43.7*6 


61.342 


45. 357 


33. 115 


MAMMA 1000084 


28.354 


92.819 


277.404 


87.542 


63. 176 


65. 262 


34.266 


45. 092 


MAMMA 1000085 | 


40. 199 


20.019 


40.608 


21.956 


13. 181 


18. 822 


36.347 


26. 209 


MAMJW1 000092 


77. 338 


37.915 


167. 474 


43.986 


16. 101 


26. del 


15.531 


22. 390 


MAMA 1000096 


55. 344 


38.495 


38.888 


25. 605 


11.893 


44. 990 


24. 784 


25. 160 


MAMMA 1 000097 


62. 546 


54.694 


52. 522 


52.269 


24.807 


65.730 


25.787 


23.298 


MAMMA1000102 


57.585 


32.797 


91.551 


31.689 


19.430 


26.892 


22. 353 


16.842 


MAMMA1000103 


63. 752 


26.301 


89.530 


30.004 


12. 188 


31.709 


11.461 


14.718 


MAMMA1000106 


37.916 


23.228 


90.795 


22. 075 


14. 445 


24.686 


16.649 


17.569 


MAMMA1 000117 


58.533 


24. 502 


43.190 


22. 445 


16.140 


27.418 


15.487 




MAMUAl000118 


04.168 


5*. 43* ; 


63.822 


8.833 


24.039 


42.731 


38. 062 


43. 242 


MAMMA1000129 ! 


170.665 


72.256 


98.813 


45.970 


22. 181 


58.739 


50. 197 


14. 587 


MAMMA1OO0133 


62.435 


25.090 ! 


33.061 


20.713 


14. 310 


34.686 


18.642 


14. 1 0f 


HAMtfAl066134 


106, 5^2 


7$. 096 t 


246.344 


$0. 530 


127. 758 


76.596 


45. 325 


60. 360 


MAMMA 1000 139 


78.566 


47.362 |i 99.179 


34. 535 


22.772 


37.601 


28.841 


28.280 


MA1MAI000141 


30. 121 


20. 528 , 


28. 150 


13. 910 


5. 510 


14. 314 


12. 120 


15. 748 


MAIMA1000143 


16.647 


8. 669 | 


41.797 


6.690 


9. 949 


10.059 


4.040 


8, 260 


MAMMA1000I50 


128. 128 


259.413 


21.844 


28. 777 


86.623 


4i.lH 


51.840 


42. 966 


MAMMA 10001 55 


205.031 


88.642 


291.247 


110. 884 


80. 817 


97.755 


63.045 


78. 585 


MAMUAIO00163 


43.643 


36.898 


57.239 


22.848 


21.852 


41. 672 


11.036 


10. 618 


MAMMA 100017! 


141.225 


46. 928 


265.746 


98. 189 


60. 007 


66.037 


34.872 


50. 109 


MAMMA1000173 


103.027 


21.955 


68.080 


33. 572 


25. 668 


45.271 


40. 340 


52. 609 


MAkMAioooifB 


19. 316 


8.683 


7.960 


4. 550 


3. 535 


7.894 


5. 9?4 


4. 015 


MAMMA1000183 


57.490 


35. 830 


148.702 


42.892 


23. 250 


23.680 


21.050 


46. 992 


HAMUA1000191 


88. 722 


31.449 


40.834 


26.064 


22. 392 


26.766 


36. 253 


27. 729 


MAIHA1000192 


53.467 


25.096 


30. 205 


28. 380 


21. 976 


101. 288 


128. 339 


44. 025 


MAAWA 1000 193 


83. 936 


36. 823 


36. 835 


29. 409 


18. 905 


35. 131 


35. 059 


36. 667 


MAAMA1000198 


132. 127 


93. 550 


347. 292 


70. 840 


49.278 


62. 924 


38.858 


66. 720 


MAMMA1 000204 


64. 455 


59. 079 


71. 789 


26. 771 


29. 275 


55. 156 


62. 132 


49. 295 


MAMMA 1 000207 


45. 771 


62.052 


52. 332 


19. 986 


16. 418 


37. 618 


225. 195 


18. 506 


MAMhlA 10002 14 


100.292 


62. 31 1 


(inn ooi 

289. 223 


62. 541 


32. 825 


57. 748 


32. 75f 


39. 770 


MAMMA100O22O 


91 . 389 


93 SIR 

Li. O I 0 


A1 TWA 


13. 919 


| 12. 649 


42. 421 


29. 143 


20. 494 


MAMMA1 000221 


39. 338 


35. 655 


11.931 


39. 315 


9. 426 


18. 802 


27. 741 


17. 121 


MAMMA 1 000226 


65. 096 


20. 174 


11.901 


11. 838 


17. 236 


23. 487 


43.016 


24. 801 


MAMMA 1000227 


94. 333 


64. 156 


183.365 


82. 763 


58.478 


66. 8) 1 


43. 961 


53. 250 


MAMMA 1000230 


116.378 


47. 908 


97.869 


47. 218 


38. 196 


56. 380 


71.726 


37. 727 


MAMMA1000241 


53.737 


85. 177 


107.748 


60. 815 


31. 230 


51. 839 


36. 525 


22. 770 


MAWIA1D00245 


107.413 


148.468 


205.437 


144. 478 


51.682 


86.017 


93. 183 


198. 398 


MAMMA 1 000248 


205. 478 


88.411 


342.827 


76.468 


51.702 


110.723 


70.650 


60. 978 


MAMMA1000251 


115.401 


47.888 


209. 360 


39. 959 


42. 597 


57.904 


34. 572 


51.015 


MAMMA1000254 


43. 161 


20.910 


114. 081 


20. 548 


9.699 


9.885 


5.346 


32.024 


MAMA1000257 


142.781 


70. 118 


332. 822 


104.425 


84.387 


124.673 


78.270 


116. 103 


UAlMAl<X)6tt2 


18.952 


34.301 


19.786 


32.516 


14.840 


15.513 


2*. 66$ 


35.519 


MAAMA 1000264 


59.532 


20.630 


124.043 


44. 847 


29.466 


21.390 


22.616 


37.039 


MAMMA1 000266 


55.476 


28. 959 


1 22.654 


35. 663 


27.018 


24.021 


20.212 


38.284 


MAIMA1 000270 


142.968 


64.234 


270. 948 


75.022 


64.760 


68. 130 


64.006 


73.994 


MAMMA1 000271 


53.605 


9.611 


1 35. 682 


12. 139 


16.139 


24. 236 


26. 722 


26. 433 


MAMMA! 000277 


56.407 


16.435 


98.448 


19.751 


12.725 


33.047 


23. 839 


33.012 


MAIMAl 000278 


"40.286 


13. 365 


19.395 


9.730 


12.609 


20. 423 


25. 204 


22. 237 


MAIMA1 006279 


68.661 


36. 984 


173. 379 


46.809 


I 34. 441 


42. 500 


25. 143 


48. 597 


MAMMA1 000283 


55.199 


27.095 


46. 168 


22. 395 


15. 870 


21. 308 


16.298 


16.564 


MAIMAl 000284 


76.726 


67.676 


42.7*4 


39.851 


1 34. 586 


47.651 


39.169 


48. 342 


MAWA1000287 


73. 583 


58.726 


142. 953 


39.301 


31.007 


27. 370 


29. 006 


35. 599 


MAMMA 1000294 


457.450 


361. 106 


313.407 


116.696 


112.848 


343.951 


155. 948 


100.375 


MAMMA 10002^8 


31.731 


25.511 


41.413 


16.220 


16.320 


14.6/6 


22.643 


20. 205 


MAMMA 1 000302 


109.379 


58. 532 


280.880 


69. 156 


44. 790 


36.788 


28.220 


40.861 


MAMMA1000303 


67. 505 


14. 147 




11.073 


33.859 


26. 599 


i 30.177 


30.810 


MAMUAI000305 


32. 363 


19.693 


108.733 


15.375 


12.695 


14.455 


13.353 


15. 189 


MAM4A1 000307 


279.606 


75.098 


397.421 


75.020 


45. 244 


68. 757 


131.117 


116. 800 


MAMMA100O3O9 


11.679 


39.455 


13.529 


3.502 


3. 904 


8.895 


10. 500 


6. 744 


MA1WA1000312 


22. 645 


50. 288 


9. 368 


4. 180 


3.450 


4.882 


7.079 


7.576 
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MAMMA 1 UUU J 1 4 


70 £77 

13, Of i 


69. 550 


54.317 


in 7 a | 


fin «\?fi 

OU. DcO 


AO Qfi4 


1 O. cUO 


07 orn 


MAMHA100033 1 


fin q 1 n 


46.868 


139. 047 


0 0 Oil 

33. 0 1 1 


JO CCA 


1 C 9n7 
10. cUl 


1 tt con 
lo. oou 


0 1 0 DC 


u a Liu a i nnn lie 

MAMMA 1000339 


ca onn 
04. BOO 


22.399 


33. 190 


1 O 'J A A 

10. c44 


1 C 070 
10. Ct i 


on c 00 
JU. OOo 


9£ fill 
CO. 0 1 1 


7on 
30. 1 90 


NAMMA10003J9 


cq oVi * 

oy. ell 


40.948 


83.679 


1 0 1 CQ 

13. 1 00 


on 041 


00 11 A 
cc. 134 


on noe 
c\i. UYo 


in 700 
10. 1 33 


HAMHA1000340 


57. 498 


34. 708 


164.968 


00 n 0 0 
32. 922 


28. 6 10 


00 nc a 
£4, Ob 9 


1 0. 030 


23. 519 


MAMAA100Q348 


78. 099 


102. 955 


374.737 


55. 033 


32. 546 


66. 256 


on 0 n o 

22. 303 


23. 575 


MAIMA1000356 


152. 238 


116.086 


454.516 


67. 232 


34. 525 


47. 884 


22. 865 


61. 267 


MAMUA 1000350 


34. 367 


56.332 , 


15.362 


15. 091 


16. 743 


1 7. 405 


19. 645 


7. 358 


MAMMAI000360 


71. 104 


74.351 | 


246.244 


43. 414 


24. 093 


24. 945 


14. 842 


14. 739 


MAMMA1 000361 


101.653 


93.468 1 


230.215 


73. 577 


45. 022 


37.236 


37. 987 


42. 992 


MAlflAA 1000 363 


71. 108 


19. 232 ! 


39.013 


13. 717 


23. 713 


30.739 


27.813 


32. 485 


MAIWAI000370 


171.867 


108.830 1 110.466 


80. 949 


52.076 


79. 266 


57.877 


247. 810 


HAMWA 1000371 


100.543 


32. 223 


80. 873 


48.039 


49. 442 


91. 739 


57.647 


46.599 


MAMMA 1 000372 


206.850 


114. 326 


609. 068 


130. 138 


79. 980 


80. 890 


54.857 


97.509 


MAfcIA 1000385 


72.074 


60. 911 


238. 462 


40.061 


34. 528 


31. 361 


22.458 


45.681 


MAMMA1000388 


118.855 


69. 094 


105. 789 


42. 626 


50.059 


55. 389 


37. 396 


37. 825 


MAMIA1 000395 


97.031 


44. 493 


34. 493 


20.201 


19.036 


27.595 


24.269 


17. 433 


MAMllAlOuMtt 


126.085 


107. 637 


256 584 


68.415 


45.669 


61.486 


30.340 


30. 943 


MAMMA 1000403 


87.558 


63. 749 


208. 574 


64.857 


45. 578 


44. 799 


22. 710 


42. 239 


MAMMA 10 004 10 


43.073 


43 539 


94. 207 


39.613 


19. 880 


22. 573 


16.272 


21.003 


MAMMA 100041 3 


30.829 


13. 370 


70 41 A 


17. 102 


13.392 


15.291 


11. 599 


15. 353 


MAMMA 10004 14 


125.550 




ft 1 fi7 7 
O 1 . O f c 


15.722 


51.528 


14. 549 


28.214 


13.858 


MAMMA 10004 16 


179.884 


in* 70t 


All 914 


107.383 


105.899 


121.441 


55.040 


84.667 


MAMMA 1000421 


131.712 


71 A7Z 
i O . H f O 


JU f . 1 OU 


70.841 


55.037 


49.498 


34.519 


46.482 


MAMMA1000422 


12.614 




■JU. 1 O r 


16. 100 


11.675 


22.441 


18.843 


54.831 


MAMMA1000423 


34. 100 


77 i mi 

u. 1 OU 


K9 fi77 

0 9. Of r 


18.461 


13.815 


15.645 


8.500 


8.869 


MAMMA1 000424 


9.330 




" 36 234 


8. 171 


0.971 


2.769 


0. 745 


7.26/ 


ifMX 100d42 9 


576. J21 


219 603 


-377-4 f4 


158. 529 


lo6.tt9 


290. 300 


146.161 


149.619 


MAMMA1000431 


143.825 


75 993 


275 4$7 


82.499 


52.496 


63.425 


43. 337 


66.733 


MAMMA1 000432 


65.212 


17. 117 


24.472 


28.083 


17. 360 


33.881 


27. 547 


29.615 


MAMMA 1000437 


89. 375 


88. 947 


265. 572 


60.025 


69.885 


45. 195 


30.823 


31.510 


MAMMA 1000444 


120.017 


1 24. 234 


477. 772 


115. 966 


65. 200 


66. 888 


31.943 


88.274 


MAMMA10OO446 


50. 201 


66. 027 


41 406 


8.991 


18.971 


29. 395 


7.985 




MAMVAlO0644d 


81. 386 


41. 427 


180. 761 


40.414 


25.983 


35.232 


23. 109 


27. 942 


MAMMA1 000457 


47.862 


13. 862 


15.095 


11.981 


7.566 


21. 142 


12.971 


10.872 


MAMKA I 000458 


34.485 


13. 749 


22.864 


12. 116 


If. 199 


18.881 


15. 924 


10.046 


MAMMA1000468 


8,235 


7.843 


6.029 


5.004 


S.503 


8.258 


7. 138 


1.618 


MAMMA 1000472 


250.243 


67.964 


110.774 


66.614 


73. 186 


111.758 


88.016 


79.409 


MAMMA 1000473 


54. 174 


16.566 


40. 489 


16.002 


17.450 


26.506 


17.741 


13.900 


MAMMA 1000477 


77.316 


50.237 


238. 943 


56.460 


38. 807 


32. 776 


36.438 


35. 332 


MAMmA 1000478 


201.299 


157.097 


496. 514 


127.872 


82. 832 


77.444 


49.296 


86. 763 


MAMMA 1000483 


107. 340 


74. 564 


252. 463 


60. 824 


31.055 


44. 198 


44. 167 


87.449 


MAMMA 1000490 


14.473 


14.068 


16.023 


12.496 


8.202 


15. 654 


11.091 


12. 344 


MAMMA 1000496 


32.756 


10. 554 


20. 693 


10.676 


19.830 


19. 282 


13. 204 


13.410 


MAMMA 1000 500 


23.016 


17. 584 


49. 151 


15. 706 


13.914 


19.063 


1 1.094 


22. 904 


MAMMA1000501 


196.637 


102.490 


468. 793 


104. 1 18 


67.761 


83. 834 


76. 446 


86. 912 


MAMMA 1000503 


7.083 


4.085 


3. 866 


1. 004 


1.005 


3. 752 


4. 005 


3. 248 


MAMMA1000506 


201.452 


116.279 


151.434 


56. 847 


78. 502 


149. 780 


99. 352 


64. 069 


MAMUA1000510 


70. 898 


18.432 


60. 927 


39. 187 


33. 327 


42. 829 


40. 993 


33. 1 27 


MAWA1000515 


43. 923 


30.031 


85. 637 


35. 744 


; 18. 805 


21. 837 


19. 339 


| 17.922 


MAJMA1000516 


74. 742 


48.811 


148. 307 


43. 452 


18. 069 


34. 061 


19. 122 


26. 985 


MAMMA1000522 


53. 273 


23.845 


132. 197 


22. 861 


14. 594 


24. 776 


12. 095 


27. 578 


MAMMA1000bZ4 


i on one 
1 3U. oOo 


i 51.389 


256. 529 


7 1 CCR 


cn 079 
OU. arc 


70 CQ'I 
(0.09 1 


1 A7 AHA 


00. D 1 U 


MAMNA1000528 


38.579 


27. 136 


46. 940 


35.839 


15.860 


29.316 


19. 300 


u.m 


MAMMA1000534 


32.503 


20. 488 


33. 950 


16.973 


7.185 


10. 580 


>.972 


10.160 


MAMMA1 000541 


165.518 


58. 806 


85.648 


63. 188 


27.705 


52.036 


46. 200 


39.018 


MAMMA 1 000550 


119.597 


203.059 


41. 184 


24. 393 


5. 859 


48.433 


766. 194 


63.005 


MAMMA 1000556 


31.963 


15. 056 


15. 588 


8. 634 


11.294 


15.698 


21.467 


16.597 


MAMMA1000559 


57.738 


31.181 


242. 155 


29.443 


19.030 


26.908 


13.520 


41.571 


MAMHA1000565 


118.770 


30.318 


289.829 


37.509 


33. 728 


38. 720 


18.344 


26.847 


MAMMA 1 000567 


77.050 


44. 379 


224.645 


48. 804 


i 41.102 


56.039 


i 36.496 


63. 529 


MAJAIA1 000576 


271.038 


T80. 600 


661.566 


221.987 


157.443 


1 32. 385 


93.679 


129.843 


MAMMA1000582 


54.936 


43.406 


272.356 


14.342 


18.896 


i 29.396 


46.333 


40.210 


MAMMA 1000S83 


90.692 


51.670 


147.946 


34.905 


17. 175 
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5.176 


MAMMA1001074 


104.201 


A^ R97 
Q \ . Oct 


JSC 


94. 124 


56.071 


89.717 


16.387 


14.966 


MAMMA10Q1075 


32.081 


3 *t. Dvl 1 


71 7flC 
to. r US 


29. 782 


21. 196 


23. 184 


14.757 


17.497 


MAMMA100I078 


102. 165 


III. 4UZ 


<*\ 7 A7Q 


75.869 


35. 841 


49. 660 


67.285 


67. 244 


MAIMA1001080 


367.248 


21D. 764 


1 1ft oc o 

1 3D. 2b9 


89.003 


81.982 


186.406 


141.739 


266. 507 


MAINA1001082 


50.264 


39. i ( 3 


on ma 


17.602 


43. 163 


26. 358 


17.452 


14.352 


MAIMA100109! 


3.576 


i i jnt 
1 1 . 4UJ 


OT COO 


0.000 


18.321 


4.593 


0.000 


0.000 


MAMMA106l092 


50.554 


25. 306 


48. 577 


16.425 


15.153 


18.849 


11.524 


4.155 


MAMMA 100 1094 


353. 180 


72. 506 


1 12. 379 


42. 145 


78. 386 


130. 368 


113.824 


62.964 


MAMMA1 OA 1105 


138. 777 


111. 226 


113. 12) 


82.426 


80. 960 


45. 158 


16.891 


45.652 


MAMMA1001110 


15. 141 


8. 661 


7. 407 


3.823 


5.537 


6.280 


3. 216 


4.392 


MAMLA1001126 


299. 120 


223. 060 


683. 480 


194.522 


164.920 


119.375 


96.413 


88. 784 


MAMMA1001133 


243.826 


187. 024 


529. 603 


144. 907 


119. 301 


111.573 


67.515 


94.605 


MAMMA1001139 


291.212 


867. 784 


447. 960 


473. 187 


227. 579 


348.627 


121.382 


173.640 


MAMCAI001141 


36. 320 


18. 295 


40. 066 


9. 930 


5. 202 


26.277 


16.337 


13.996 


MAMMA10O1143 


163. 308 


70. 387 


153. 588 


67.246 


59.919 


67.023 


43.805 


40. 903 


MAMMA10O1145 


110.718 


43. 148 


141.067 


30.890 


31.851 


1 1 - 000 


10. 119 


13.322 


MAMMA10D1150 


80.076 


29.005 


50. 289 


15. 249 


7.495 


33.674 


48. 052 


22. 629 


MAMMA1001154 


203. 206 


129. 777 


429. 878 


121.700 


90.014 


77.333 


45. 155 


y i . 1 54 


MAIMA1001159 


46.847 


28. 763 


19. 301 


13.704 


8.444 


23.404 


21.664 


24. 248 


MAMMA1uOl161 


185. 601 


233. 229 


485. 605 


441.151 


109.607 


tOt. 154 


96. 161 


79.043 


MAMMA1001162 


196. 299 


51 . 198 


67. 587 


29. 962 


40. 684 


78.949 


4*. 247 


18.714 


MAMMA 100 1181 


116. 505 


35. 688 


88. 127 


33. 728 


40.701 


41.280 


16. 749 


26. 312 


MAMMA1001 186 


155. 1)8 


85. 1 20 


303. 000 


69. 532 


51.017 


65.296 


42.211 


48.032 


hlAlMAIOul 189"" 


60. 587 


31 . 052 


lb. 616 


30. 386 


22. 33V 


29.609 


50.065 


54.044 


MAMMA1001 191 


120. 521 


18. 093 


i 1 Ana 
41. 909 


22.249 


21.661 


39. 122 


50. 157 


24.623 


MAMMA1001 198 


229. 338 


EC 1 CCC 

3D 1 . bbb 


7CC Q1A 

{ ab. 


695.028 


205.811 


536.623 


412.766 


746. 035 


MAMMA 100 1202 


322. 950 


114. ob4 


CCA ceo 
b04. DDK 


248.672 


218. 550 


168. 136 


144.829 


179.567 


MANNA1001203 


170. 551 


1 U 1 . Ill 


nn CQQ 


85.243 


72. 915 


53.390 


44. 564 


52. 183 


MAMMA1001206 


132. 103 


1 1 A Zf\A 


OfiO OCC 


65. 195 


71.217 


61.327 


43. 601 


48. 988 


MAMMA 100 1208 


55.417 


CO. IU 1 


m soft ~ 

jU. DUO 


21.282 


25.686 ■ 


27.394 


20.016 


15.433 


MAMMA10O1215 


199. 721 


101 ftii; 

1 L o . U 1 D 


1 J 1 *, oat 


82.919 


72.839 


87.841 


68. 245 


60.078 


HAMUU001220 


223. 133 


1 54. 557 


404. 346 


110.968 


91.387 


74.073 


58.534 


62.841 


MAMAA1001222 


5. 585 


4. 935 


6.763 


1.952 


0.474 


2. 171 


20. 800 


5.022 


MAMMA1001223 


94.809 


29.294 


42. 345 


15.601 


20.861 


20. 316 


32. 446 


15.726 


MAMMA10O1232 


130. 199 


45.692 


227. 125 


47.671 


38.837 


45. 692 


59.906 


32.862 


MAWA1001234 


129. 344 


27.935 


227. 692 


95.815 


64. 344 


61. 799 


49.210 


34.673 


MAMMA1001237 


29. 560 


M. 083 


23. 224 


7.241 


4.489 


20. 199 


16.883 


II. 003 


MAMMA1001243 


20.832 


11. 596 


47. 127 


7.253 


32.689 


20.073 


7.954 


6.544 


MAJNA1001244 


44. 925 


10.751 


11.473 


9.770 


11.102 


14.902 


16.779 


4.470 


MAMMA1001249 


43.758 


23.671 


15.616 


19.023 


10. 556 


26.846 


10. 975 


13.758 


MAHMA1001256 


169. 303 


81.917 


266.686 


187.649 


131.656 


f 44. 850 


55. 325 


59. 786 


MAJWA1001Z59 


70.213 


24. 036 


18.445 


18.447 


25. 202 


! 45.289 


34. 303 


19. 546 


MAMMA1001260 


154.426 


64. 153 


81. 115 


52.438 


46. 566 


80.874 


64.937 


87. 761 


MAMMA1001262 


153.326 


53.618 


54.054 


40.354 


54.252 


66.416 


134. 449 


25.835 


MAUNA1001258 


97.760 


53. 599 


146.494 


47.068 


42.826 


34. 360 


20.976 


28. 286 


MAMMA1001271 


305. 116 


66.364 


106.518 


32.76 


65.392 


128.314 


130. 796 


39.913 


MAWA1001274 


73. 329 


94.857 


235.4*8 


85.814 


64. 365 


71.866 


1 51.097 


! 62.114 


MAMMA1001280 


66.399 


17.595 


13.218 


9.853 


3.831 


37.015 


12.303 


6.374 


MAMM1001283 


145. 535 


67.060: 


129.301 


56.055 


| 38. 490 


56. 397 


52.661 


34. 076 


MAMMA1001284 


253.434 


60. 19<> 


204.903 


4o\?39 


63. 272 


100.485 


93.658 


76. 590 


MAMMA1001286 


1 86.284 


38. 290 


49.421 


32.175 


40.490 


57.666 


59. 470 


32.210 


MAWA10Q1289 


169. 737 


90. 05 3 


62. 200 


32. 142 


102.670 


66.398 


64.913 


47.08 


MAMMA10012W 


103. 898 


20. 400 


! 28.796 


15.498 


31.006 


29.378 


26.545 


31.970 


MAIMA1001296 


225. 022 


173.717 


324. 251 


133.662 


60. 125 


88. 173 


i 70.926 


89.316 
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MAMMA1001298 


80.876 


60. 189 


230.669 


38.485 


32. 838 


36. 675 


27.032 | 27.836 


MAMMA1001305 


153. 258 


67. 563 


147. 529 


36. 286 


31. 766 


65. 281 


41.627 


30. 730 


MAMMA10013O9 


6.490 


8. 306 


6.534 


3.627 


4.269 


0.000 


5.861 


6.705 


MAHMA1001310 


148,253 


53.093 


165.766 


46.753 


41. 171 


63.488 


82.639 


54. 927 


MAMMA1001322 


20.005 


14.809 


29.403 


19.332 


11.227 


14.549 


14. 163 


15.700 


MAAMA10D1324 


82.605 


28.652 


85.996 


52.506 


31.339 


47.688 


30. 365 


20.779 


MAM1A100133O 


180.949 


117.040 


245. 119 


52.66b 


15.121 


97.891 


81.121 


27. 980 


MAWW1001333 


101.707 


75.972 


213.812 


59. 950 


49.965 


59.640 


32.340 


37. 307 


MANNA1001334 


156. 564 


108.340 


81.315 


64.901 


34. 949 


73. 570 


65.555 


73. 287 


MAMMA1001337 


105.507 


1 is. Ill 


33. 563 


17. 119 


20. 426 


44. 148 


21.930 


33. 068 


MAMMA1001341 


100.751 


32. 100 


79.257 


23.788 


38.019 


38.614 


42.286 


29. 571 


MANMA1001343 


128.875 


95. 425 


301.822 


74.316 


77.337 


85.437 


18.963 


98. 899 


MAMMA1001344 


32.880 


35.930 


40.648 


21.963 


21 3*0 


30. 315 


16. 394 


27.074 


MAIMA1001346 j 


49.749 


17. 537 


51.635 


21. 147 


20. 480 


22. 107 


26. 805 


24. 306 


HAMIA1001383 


202.565 


185.453 


597.532 


17.676 


100. 238 


103. 083 


68. 993 


76. 274 


MAMMA 100 1388 


149. 105 


66. 100 


213.624 


45. 488 


52.686 


66. 868 


85. 346 


5*. 974 


MAMMA1001396 


197.435 


81. 919 


430.433 


80. 848 


94.812 


95. 399 


75. 293 


90. 889 


MAMMA1001397 


116. 167 


86.809 


175. 125 


67.323 


58. 676 


56.833 


61. 558 


52. 233 


MAMMA 100 1401 


101. 761 


72.090 


194. 999 


62.966 


48. 162 


57.422 


73. 403 


78. 023 


MAMMA1001408 


62.875 


17.757 


62.603 


9.779 


13.557 


44. 301 


1 1. 008 


20. 408 


MAIMA1001411 


271. 344 


54. itl 


67.489 


20. 558 


68.5$? 


157.085 


134. 884 


38. 338 


MAIMA1001414 


74.836 


21.511 


88.459 


27.219 


20.603 


32.791 


16. 798 


25. 126 


MAIWA1001415 


207. 635 


38. 228 


51.690 


26. 716 


68.700 


89. 184 


99. 527 


41. 848 


MAMMA1001418 


103.090 


36. 102 


91.976 


39. 234 


28.949 


27.016 


31. 339 


23. 195 


MAIWA1O01419 


106.299 


52. 357 


210.943 


52. 570 


45.256 


41. 351 


37. 624 


25. 9"4 


MAI61A1001420 


133. 835 


4S. 567 


149. 981 


15.816 


19.703 


28.670 


26. 323 


15. 896 


MAMMA 100 1426 


265. 539 


180.062 


165.308 


87. 320 


89.096 


170. 869 


109. 848 


84. 772 


MAIMA1001428 


310. 313 


180. 134 


229.960 


136. 337 


147. 398 


262.499 


135. 345 


83. 047 


MA1MA1Q01432 


266 375 


107.317 | 387.676 


86. 786 


60. 159 


83.974 


37. 205 


60 775 


MAIWA10Q1435 


99. $96 


48.079 ! 


193.151 


53.623 


12?. 154 


41. 869 


30 388 

v V. OUO 


3£ 8JS " 


MAl*lAld6l442 


1037671 


ibfl.m i 


193.544 


78. 030 


54. 054 


54. 359 


43. 164 


50. 728 


MAMMA 100 144 6 


180. 367 


105.551 j 


197.748 


98.484 


72. 694 


46. 485 


39. 641 


61 589 


MAMAA1001450 


67. 785 


51.961 


68.660 


34. 362 


32. 591 


32. 211 


28. 904 


9. 424 


MAIHA 100 1452 


180. 732 


124. 244 


432. 438 


115. 549 


111.829 


104. 153 


92. 517 


96. 081 


MAMMA100I465 


528. 588 


255. 549 


770.820 


359. 206 


464.^62 


388. 404 


209. 219 


264. 053 


MAMMA1Q01476 


33. 639 


19.551 


25.289 


5.909 


17. 988 


24. 584 


26. 252 


17. 981 


MAMMA 100 1478 


117. 183 


61.333 


147. 393 


46. 785 


39. 649 


32. 143 


33. 776 


40. 723 


MAMMA 100 1479 


156. 131 


59.931 


31.646 


28.808 


44.671 


62. 901 


69. 91 1 


26. 759 


MAMMA 100 1487 


67.613 


53.042 


92.480 


34. 978 


30. 928 


40. 427 


27 489 


1 1. 238 


MANMA1001498 


iS. 5*2 


111.213 


222. 159 


50.813 


i 14.811 


23. 385 


56. m 


28.054 


MAMMA1001501 


216. S69 


55.879 


84.459 


38. 369 


49. 731 


88. 169 


43. 395 


32.036 


MAMMA1001502 


124.674 


57.815 


131.281 


46. 452 


43.478 


54.854 


34. 762 


36.860 


MAMMA1001510 


27.993 


7.591 


13.577 


10. 197 


11.745 


6.993 


14.922 


8.046 


MAMMA1001522 


56.601 


24.819 


109. 236 


27. 569 


21.472 


26. 994 


29. 481 


17.416 


MAMMA1001529 


83. 190 


23. 330 


52.489 


20.883 


31.879 


41.170 


29. 923 


20. 596 


MUWA1001S3* 


47. 054 


33.S75 


9*. 780 


33.881 


17.641 


23. 522 


25. $6* 


30.896 


MAMMA10O1533 


97. 390 


40.032 


30. 146 


22.218 


20.573 


25. 298 


46. 390 


16.233 


MAJWA1001534 


0.341 


0.000 


I 0. 000 


0.000 


0. 608 


6.274 


0. 000 


! 0. 000 


MAMMA1001535 


32.482 


21.042 


23.902 


24.788 


14. 317 


27.839 


5.277 


I 10.537 


UAMMA1001547 


122.717 


75.842 


186.325 


45.519 


46.073 


43.338 


36. 590 


24.660 


MAMMA 1001 551 


103.124 


52.282 


155.615 


43. 540 


38. 692 


47.685 


20. 767 


32.781 


MAMMA1001569 


47.916 


19.726 


56.549 


24.376 


18. 319 


34.666 


36. 128 


11. 381 


MAMMA1001575 


137- 304 


30.090 


50. 539 


31.981 


29.095 


50.896 


55.992 


33. 156 


MAHlAlOOl^ 


355.571 


5>.322 


87.851 


39.259 


62. 142 


ii&.tto 


85. 589 


39.636 


MAMMA I 00 1584 


59. 860 


| 30. 398 


60.438 


23. 526 


24. 246 


3D. 161 


16.694 


22. 305 


MAMKA 100 1586 


6. 157 


32.887 


0.000 


2. 133 


1. 210 


6.758 


2.949 


4.371 


MAMMA1001590 


150.616 


76.439 


214.250 


84.714 


45.244 


67.639 


37.913 


52.869 


MAMMA1001599 


40.717 


29. 889 


37.283 


14.016 


19.295 


24.401 


27.880 


19. 119 


MAMMA1001600 


109. 112 


32.647 


49. 324 


13. 148 


24.411 


44. 599 


35.258 


I 20. 344 


MAMMA1001604 


153. 185 


34.765 


63. 275 


52.861 


9.643 


15.339 


24.456 


! 16.253 


MAIMA1 001606 


217.088 


99.469 


248.919 


91.848 


90.788 


88.514 


79.192 


78. 377 


UAMMA1 001609 


64.637 


23.619 


74.281 


18.302 


10.063 


100 


19.011 


13.860 


MAMMA1001614 


74.839 


29.828 


9.202 


11.550 


18.036 


35. 992 


21.716 


14.483 


MAMMA1001615 


71.970 


10. 164 


10. 048 


11.622 4.999 


35.674 


12.056 


11.852 
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MAMMA1001619 


361. 714 


66. 104 


138. 945 


35. 137 


88. 004 


177. 280 


1 55. 721 


44. 365 


MAMMA1001620 


113. 233 


68. 799 


32D. 014 


88. 182 


65. 387 


62. 891 


47. 797 


49. 428 


HAJWA1001623 


32.719 


16.493 


22. 246 


8. 396 


13. 561 


16. 233 


7. 490 


7. 940 


MAIAIA1001626 


75.279 


8. 514 


13. 728 


10.774 


12. 665 


56. 61 3 


57.493 


6. 962 


MAIMA1001627 


28. 468 


7.652 


39. 356 


8. 734 


4. 064 


8. 190 


14. 443 


7. 576 


MAMMA 100 16 30 


36.419 


36.649 


115. 287 


20.971 


7.371 


8. 511 


10. 371 


16. 570 


MAMMA1Q01633 


77.945 


25.597 


143. 786 


22.273 


51.279 


40.689 


37. 952 


19. 350 


MAJOIA1 001634 


132. 937 


95.570 


297. 140 


83.974 


56.835 


62.263 


58. 952 


56.333 


MAMMA1 001635 


140. 754 


47.359 


225. 161 


34. 126 


24, 717 


38. 086 


34. 792 


34.698 


llAfeiAtd0164d 


30. 569 


12. 321 


20.513 


11.727 


13.713 


19. 29^ 


12.550 


9. 106 


MAMMA1001654 


150.282 


91.691 


90. 096 


34.969 


64. 959 


66.853 


62.712 


58. 197 


MAMMA1001660 


133. 470 


97.805 


42. 199 


61.020 


54. 089 


65.813 


66.019 


54.874 


MAMMAlOOlfie* 


394. 964 


2(^.523 


572.820 1 


54.372 


162. 177 


148.843 


118. 542 


79.262 


NAMKA1401670 


109. 171 


38. 230 


119.077 


31.362 


18.030 


43.797 


53. 194 


28.426 


MAMMA1001671 


145. 809 


21. 188 


31.621 


20.983 


11.973 


13.009 


10.867 


8.816 


MAMHA1001679 


74. 490 


17.313 


20.426 


10.837 


8. 375 


23.180 


9.271 


18.786 


IIAMMA1001683 I 


147.044 


87.078 


260. 375 


71.605 


39.630 


48.331 


49. 633 


41.012 


UAftBIA 100 1686 


12.824 


14.464 


46. 223 


12.860 


21.575 


12.528 


5.274 


9. 906 


MAMMA1001688 


290. 960 


584.756 


484. 182 


107.762 


105.060 


319.616 


241. 392 


824. 687 


MA1BIA1001689 


74.686 


28.294 


39.725 


20. 248 


8. 261 


19.721 


31.387 


18. 923 


MAMMA1001692 


90. 375 


64.474 


198.053 


S6.974 


35. 470 


19.914 


16.899 


28. 825 


MAMMA! 001711 


111.425 


82. 300 


189.195 


30.269 


36. 663 


51.227 


10.898 


27. 229 


MAJMA1001715 


67.545 


40.330 


71.553 


28.616 


19. 372 


25.019 


24.223 


13.907 


MAMMA10Q1730 


" 33. 925 


17.096 


21.837 


11.464 


4. 477 


36.743 


11.375 


8. 587 


UAlilA1(IOl7i5 


384 


42.172 


38.240 


i3.$y$ 


25. 390 


20. 932 


27. 963 


11.31S 


MAINA10O174O 


100.894 


2*.2lfi 


94. 454 


17.836 


17.794 


23. 366 


21.945 


16. 107 


MAWA1001743 


199. 112 


1 18.364 


141.535 


72.049 


46. 384 


85. 104 


96.828 


100.038 


IIAMMA1001744 


23. 256 


20.454 


0.000 


2.086 


2. 551 


2.098 


5.703 


0.000 


MAMMA1001745 


121.679 


94. 047 


301. 292 


106.455 


100.677 


125. 697 


46.388 


55.894 


MAMMA1O0175I 


58. 670 


37.967 


90. 572 


30. 921 


14.618 


26.066 


33.416 


32. 380 


MAMIA 100 1752 


284.221 


89.024 


175.680 


74. 746 


86.008 


159. 864 


103. 908 


99. 685 


MAMUA1001754 


57.620 


30. 193 


53. 390 


14. 833 


35. 182 


39. 454 


17.523 


12.754 


MANMA1001757 


14.456 


8.290 


7.632 


7.247 


6.076 


15. 580 


5. 382 


5.641 


MLAMMAI001760 


283. 527 


155. 103 


596. 815 


118.229 


106. 868 


115.717 


105. 154 


147. 707 


MAMMA1001764 


33.825 


15.661 


33. 885 


14. 429 


5.043 


11.697 


22.420 


16. 539 


MAIAIA1001767 


41.791 


27. 578 


112.242 


22.484 


21.848 


16.357 


11.576 


9. 367 


MAMMA J00 1768 


50.861 


34. 645 


129.707 


25.692 


23.037 


24. 674 


27.811 


11.075 


MAHIA1001769 


206.737 


82.818 


645. 195 


110.913 


102.640 


105. 607 


80.653 


102. 144 


MAMMA1001771 


123. 973 


30. 551 


49.772 


16.877 


55.099 


52. 348 


41. 113 


48.806 


UAMIA1O01773 


47.743 


27.204 


35.277 


8.450 


18.002 


17. 141 


23.713 


30.755 


UAMiA 100 1778 


104.585 


49.619 


92. 589 


42. 249 


35. 085 


50. 584 


39.215 


26.862 


MAJMA10017B3 


140.821 


89.274 


371.095 


82.231 


85. 003 


87. 248 


61.999 


71.448 


MAMIA1O01785 


119.072 


j 65.819 


I 256.400 


60.491 


37. 351 


65. 802 


45.875 


54.652 


MAIMA1001788 


37.967 


8.305 


I 25.708 


9. 749 


9.870 


11.494 


13. 172 


10.408 


UAMIAl6(tl7M 


202.092 


181.258 


! 279.482 


57.700 


22.737 


29. 2*4 


28.819 


46. 106 


MAMMA1001800 


24.282 


11.444 


I 30.466 


12.517 


1.763 


8.501 


13.06$ 


25.671 




150.744 


16.771 


51.213 


14. 975 


33. 630 


67.533 


64.799 


20.701 


MAJWA1001806 


62.312 


54.896 


146. 142 


37. 371 


1 1 . 402 


36.501 


43.675 


52.846 


MAMMA1001812 


17.002 


11.569 


i 32.023 


10. 166 


5.995 


9.576 


10.245 


11.255 


MAMMA1001815 


50.743 


27.272 


: 61.778 


19.704 


15.636 


! 25. 863 


15. 187 


22. 130 


MA1MA1001817 


10.653 


7.578 


15. 446 


7.044 


7.758 


! 3.611 


7.974 


11.601 


HAWA1001818 


48.733 


19.657 


87. 193 


21.647 


18.566 


18.770 


19.255 


18.678 


MAMMA10Q1319 


165.340 


99. 233 


343. 318 


111. 523 


1 12. 261 


57. 848 


73. 268 


0 7 7 9 C — 

87. 725 


MANMA1001820 


48.662 


! 22.951 


34.879 


16.243 


11.743 


9.468 


15.897 


11.396 


MAMMA1001824 


125.683 


53.824 


187. 383 


S8.214 


53.691 


47.999 


45. 347 


37. 548 


MAMAA1001832 


56.633 


30. 370 


42.082 


21.957 


23.518 


23.996 


20.046 


8.482 


MAMMA10C1836 


128.477 


58. 280 


179. 541 


45.913 


43.465 


44.952 


56.814 


24.346 


MAMMA1001837 


118.428 


1 66.031 


172. 658 


60. 299 


38.153 


37.090 


17.947 


50.301 


MAIHA1001848 


42.562 


27.622 


82.759 


24.693 


! 20.435 


I 22.941 


15. 102 


19. 124 


MAMMA10Q1850 


402.506 


243.182 


312. 586 


171. 182 


143.034 


232.615 


91.466 


106.637 


MAMMA1001851 


123.305 


30.035 


69.870 


64.763 


41.560 


i 39.454 


! 33.329 


45. 924 


MAMMA1 001852 


198.774 


161. 311 


321. 896 


118.228 


133.655 


112.820 


91.724 


115.602 


MAWHA1001854 


158.894 


117.462 


234. 984 


44.823 


77.240 


42. 929 


! 39. 634 


45. 321 


MAMMA 1001858 


148. 310 


133.834 


240. 344 


51.820 


24.063 


35.871 


73.151 


58.279 
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MAMMA1 001864 


169. 742 


52. 389 


165. 785 


37. 880 


50. 896 


67. 999 


55. 272 


23. 142 


MAMMA 100 18 68 | 


82. 643 


56. 439 


59. 491 


62.418 


34. 438 


47. 003 


29. 586 


35. 585 


MAMMAI001874 


9. 192 


9. 651 


51. 178 


7. 405 


1 1. 275 


9. 054 


7. 189 


10. 453 


MAMMA 1001878 


190. 515 


70. 315 


227.600 1 


64. 835 


101. 886 


72. 219 


79. 645 


146. 982 


KAJHNA1001860 


159. 918 


94.489 


292. 528 


95.467 


48. 528 


98. 588 


39. 271 


81. 114 


MAJY&/A1001885 


117. 729 


44.975 


110.656 


53. 460 


26. 142 


52. 223 


41. 423 


29. 156 


MAUUA1001890 


127. 969 


47.712 


247. 654 


60. 558 


29. 367 


36. 838 


39. 109 


41. 483 


MAWA1D01893 


90. 120 


22.271 


50.435 


19.070 


23. 222 


27. 783 


36.643 


18. 711 


MAMMA 100 1901 


78. 854 


67.274 


188.894 


57. 355 


38.856 


45.633 


22.050 


26. 367 


MAMMA1001907 


159. 767 


70.062 


305. 846 


76.004 


91.563 


25.690 


68.288 


28. 595 


MAMUA1D01908 


44. 964 


27.928 


41.967 


55.852 


40.219 


53. 008 


32. 123 


40. 375 


MAJVNA1001919 


0.000 


82.865 


12.109 


0.000 


2.270 


0. 000 


0.000 


5. 175 


MAMMA1001931 


59.705 


9.869 


29.213 


49. 582 


13.981 


18. 165 


29.466 


11.467 


MAMMA1001937 


47.045 


26.453 


33. 302 


16. 535 


17.844 


31.265 


29.899 


19.650 


MAA6IA1001951 


114.033 


76.574 


311.618 


70.531 


55.661 


40.552 


39. 990 


4t).*24 


MAMIA1001956 


171. 199 


78. 116 


295. 630 


76. 171 


65.654 


47.426 


67. 568 


57.411 


MAMIA1001957 


114. 304 


40. 789 


155. 366 


46.819 


41.429 


43.671 


26. 153 


26. 982 


UAKWAI001960 


99.822 


63.449 


192. 955 


55. 422 


57. 938 


23. 395 


42.027 


44.844 


MANMA1001963 


6.938 


3.651 


9.748 


3.671 


3.337 


O.OOO 


0.000 


5.275 


MAMJA1001969 


237. 109 


164.919 


517.768 


178.594 


149.500 


109.284 


97.612 


137. 120 


MAIWA100197O 


199.358 


123.085 


297.080 


101. 158 


41.691 


71.806 


71.685 


61. 125 


MAMMA1001978 


1.206 


0. 000 


0.000 


0. 000 


1.081 


1.561 


0.000 


0. 000 


MAMMA1001992 


189. 502 


91.630 


283.440 


78. W 


70.640 


63.218 


^1. 282 


32. 898 


MAMMA 100 1994 


85. 231 


21. 385 i 


143.259 


40. 178 


38.484 


54. 686 


24.893 


33.837 


MAMMA 100 2008 


66.834 


77. 793 | 


37.647 


14.813 


20.016 


33. 334 


39.365 


10. 388 


MAMMA 1002009 


144.462 


65. 030 


407.91 1 


107.350 


55.438 


47. 107 


40.434 


57. 138 


MA1MAI002011 


32.M2 


13.901 


2*. 624 


10. 188 


i9. m 


17.344 


2*. 3*4 


14.449 


MAMMA1 002022 


107.727 


67.057 , 


159.576 


65.640 


59.239 


37.381 


36.122 


50. 747 


MAH1A1 002024 


176.885 


ML IK 


207. 390 


72.614 


55. 279 


78. 953 


108.945 


46. 948 


MAJAIA1002D32 


270.523 


130. 983 


362.313 


98. 620 


95.826 


104.970 


73. 966 


83. 780 


MAMIA1002033 


132.652 


119. 984 jj 303.660 


81. 264 


93. 758 


74.391 


34. 919 


49.831 


MANIA 1002041 


19.611 


15. 313 


18. 901 


u.m 


10.859 


1*.7<J5 


11. OSS 


10.476 


MAMMA1002042 


78. 700 


42. 958 


161. 397 


37. 566 


30.208 


55.486 


24.562 


23.890 


MAMMA 1002045 


7. 131 


8.948 


24.018 


14.459 


14.811 


11. 172 


1. 533 


10.371 


MAHHA1002047 


82.875 


57. 343 


192.240 


55. 806 


45. 781 


34. 315 


27.824 


37.210 


MAANA1 002056 


212. 189 


152. 323 


474.785 


146. 238 


94.617 


84.218 


104.806 


75. 923 


HAM*A1002ti$8 


149. 112 


126. 148 


334. 116 


98.541 


74.809 


41.670 


44.227 


65.825 


MAMMA1002060 


13.278 


7.931 


14.514 


12.643 


5.782 


6.917 


16. 902 


5. 536 


MAMMA 1002065 


128. 185 


46.405 


127.810 


82.855 


59. 107 


72. 737 


63.052 


39.667 


MAWA10D2068 


110.652 


64.982 


163. 753 


51.583 


45. 893 


40.656 


37.400 


24.128 


MAMMA1002070 


61.186 


24. 791 


29. 988 


16. 102 


15.306 


31.362 


22.002 


21.338 


MAMMA 1 002078 


17d.l47 


38.633 


$3,014 


*0.*33 


33.682 


90.533 


42. 110 


14.299 


MAMMA 1002080 


21. 195 


14.596 


12. 646 


10. 208 


14.094 


14.792 


10. 377 


10.263 


MAMMA10O2082 


111.870 


77.716 


117.819 


55.009 


54.940 


28.457 


25.946 


21.254 


MAAHA1002084 


74.297 


40. 086 


152.790 


30. 118 


30.052 


28.788 


24. 428 


24. 140 


MAWA10O2087 


17.991 


17.619 


30.479 


8.932 


13.026 


13.365 


9. 996 


6.344 


MARHA1 002091 


76.6(14 


26.611 


41.258 


17.086 


26.812 


39.757 


46. 803 


27. 660 


MAMMA1002093 


17. 498 


o.ooo 


5. 942 


5. 592 


5.630 


8. 103 


11.278 


4. 689 


MAMMA 1002095 


78. 790 


13.430 


22.728 


13.058 


20.650 


32. 157 


32. 621 


8. 152 


MAMMA1002108 


91. 919 


6.035 


31.027 


13.639 


7.939 


32.486 


27. 923 


11.735 


MAMMA10O2112 


24.376 


27.337 


10.667 


11.574 


5. 250 


15.678 


14.329 


37.463 


MAMMA1O021I8 


12.060 


5. 100 


8.756 


5.943 


| 6. 502 


7.856 


7. 396 


3. 149 


MAMMA 100 21 19 


1 22. 271 


36.908 


59.513 


20. 581 


' 36.895 


36. 1 / i 






MAMMA1002125 


159. 277 


83.844 


373. 786 


60.523 


54. 991 


| 63.367 


35. 366 


35. 797 


UAIMA1002126 


231. 380 


139.298 


4S1.047 


153.496 


117.027 


1 84.728 


10. 558 


62.381 


MAMMA1002128 


102. 647 


35.864 


48. 863 


19.098 


20. 911 


44.235 


39. 193 


25.406 


MAMMA1002132 


226. 752 


118.230 


198.712 


79. 589 


88.860 


84.266 


50.630 


48.550 


MAMMA1002140 


54. 642 


53. 227 


115. 593 


42. 121 


1 33.524 


31.026 


24. 905 


32. 121 


MAMMAI002142 


121.646 


33.612 


49. 214 


19.085 


27.295 


103.698 


66.348 


39.850 


MAMMA1002143 


150. 595 


15. 368 


78.681 


38. 118 


5.895 


13.974 


10.806 


45.937 


MAMMA1002145 


237.202 


72. 397 


165. 166 


45. 537 


53.986 


87.872 


73. 605 


22.437 


MAMMA1002147 


73. 366 


34. 088 


45.076 


27.984 


33.648 


1 53. 571 


33. 082 


8. 766 


MAMMA1002153 


133.485 


74.073 


143.431 


55. 132 


! 46.673 


85.911 


1 25.126 


19.099 


MAIWA1O02155 


320. 181 


146.275 


552. 191 


86. 240 


120.874 


124. 338 


93. 185 


96.378 



181 



EP 1 130 094 A2 

Table 74 



MAMAA1002156 


3.612 


2.088 


14.013 


0.880 


0.000 


0. 000 


0.000 1 


b 5 £4" 


MAMA 1002 158 


70. 916 


40.655 


88. 575 


24. 125 


14.786 


21. 144 


2 1. 72 1 


1 1 S9fi 
3 1 - 3£0 


KAMMA1002164 


109. 211 


29. 584 


54. 163 


32.089 


28. 633 


66. 844 


29. 378 


91 1 1fi 
£3. 1 30 


HAIMA1002165 


166.029 


111.787 


135. 468 


73. 710 


66. 970 


77. 137 


Jtft S40 

OO. 34v 


til 1 9C 
D3. 1 £0 




0. 000 


0.000 


0. 000 


1. 159 


0. 000 


0. 000 


0 nnn 


n nnn 
u. uuu 


MAMMA 1002 174 


139.902 


178.299 


326. 262 


182. 252 


147. 225 


141 1Q9 

i *♦ 1 . J 9 3 


ft7 RQR " 
0/ . 030 


71 C CA 

i I . b bU 


MAMMA1002175 


49.635 


20.661 


21.290 


16. 108 


13. 918 


79 449 

£ £ . 449 


19 H7£ 
1 £. 0 f 0 


1 0 CC A 

lo. bo4 


MAMMA1002180 


117.470 


55. 089 


69. 154 


18. 969 


36. 764 


4R Q4K 
43. 340 


CO 791 
39. f £ 1 


45. 237 


MAtfiA 1002 198 


123.227 


67. 539 


235. 488 


54. 699 


5 1 835 


4ft 7QR 
**0. i 90 


11 1 9 j4 
Jl. 3£4 


62. 413 


MAJfllAl 002205 


114.861 


63.437 


420. 688 


47. 331 


Rl 775 

O 1 . 113 


fi 1 40Q 


AO 9 DC 
41. £30 


74. 029 


MAMMA1002206 


86. 539 


30. 665 


50. 3 18 


17. 788 


17 HQ 
ic. \ 03 


C *i 7OA 
03. 3£U 


64. 272 


56. 392 


MAMMA 1002209 


124.961 


73. 557 


143. 21 1 


32. 601 


41 4AR 

4J. 4O0 


(.A A AO 

04. 440 


A 1 C C 1 

43. 661 


36. 987 


MAMMA 10022 15 


446. 836 


148. 590 


401 . 477 


1 50. 983 


ICO OAQ 

\0C. £40 


Q 1 A ACQ 


210. 563 


225. 764 


MAlUAl0022ld 


103. 054 


68. 338 


1 10. 047 


79 59*t 

£9. 999 


?c A 04 
33. U34 


CA AAO 

3u. UUo 


1 J 1 D O 

34. 183 


47. 670 


MAJWA1002224 i 


155. 329 


135. 036 


375 59fi 


9? 741 


110 111 

1 09. 1 1 J 


b4. 008 


50. 692 


104. 338 


MAMMA1002229 


54. 055 


19. 297 


24. 594 


8. 408 


1 R 9 An 

1 0 . LOU 


1 q no 
1 3. (124 


14. 880 


18. 482 


MAHMA1002230 


131. 172 


96. 706 


345 936 


76 K17 


*»n Ira 

3U. 104 


0£. Jl 3 


35. 205 


65. 871 


UAMIA10022M 


40. 299 


20. 503 


27 7A0 


1 4 A4K 
1 4. 043 


if 'i art 

1 3. dOU 


£4. 157 


18. 866 


16. 294 


MAI«A100*234 


16. 951 


13. 815 


1 9. 460 


7 75, 1 


4. 1 £0 


1 A C O 1 

10. 631 


13.812 


19.438 


MAMMA1002236 


50 642 


23. 553 


ca coo 

jv. 000 


1 A ICO 
14. 1 0 C 


51. 817 


24. 897 


29. 324 


44. 837 


W^kA) 0022 At 


66. 955 


30. 943 


3A 177" 


4R1 
£0. 401 


91 coo 
£ 1 . 003 


37. 268 


32. 369 


10. 849 


MAMMA10O2250 


101 . 569 


23. 851 


17 1 nil 

1 f 1 . U J 1 


00. D 1 A 


? 4 ^ Art 

74. 300 


48. 863 


11.431 


66. 114 


MAWA1002253 


515. 165 


161 871 


3£ £ . 1 3U 


on Kin 
OU. OjU 


1 7C CCA 
I / 3. DfeO 


370. 878 


217. 429 


157. 156 




129 167 


719 win 


ion AdC 
1 OU. U40 


33. 4bf 


55. 654 


98. 387 


72.076 


331. 998 


MAiMAl0O2266 


" 36.456 


1 W. If I 


""^0, 7 1 it 
0 3. £ I 0 


If. bUl 


24. 043 


15. 873 


20. 704 


13. 929 


MAMMA 1002269 


27. 848 


(% fi34 
u. Ota 


11 X 1 0 


i e aa ■> 
16. 093 


10. 1 54 


9. 666 


6. 915 


4. 635 


MAMMA 100? 7 8 7 


*i1 RAk 


CO OCA 

30. cOg 


1 7 0 OOD 
I/O. £30 


38. 160 


60. 059 


34. 106 


22.977 


37.892 


MAMMA10O22S2 


62. 491 


1 7 R71 
1 / . Of g 


48. 9^0 


22. 803 


16. 547 


14. 012 


30.027 


30.270 


MA1OIA1007793 


91R ?flfl 

lJD. £0U 


r ICO CM 

1 0£. 3 1 4 


A 0 I AAA 

4o I . 000 


154. 526 


85. 449 


104. 060 


60. 152 


54. 729 


MAMMAl00?794 


i i n 7nc 

1 1 U. / U3 


3"4 rET" 
ch. 004 


1 24. 002 


36. 492 


33. 138 


43. 853 


25. 143 


19.816 


MAMMA1 007797 


OO. **£«* 


4n 774 
4U. f /«♦ 


oo. ZZS 


32. 940 


16. 126 


21. 061 


14. 524 


17. 505 


MAMMA 1 007798 


IDA IKft 
1 Uh. 300 


9 A 770 
JU. ill 


64. 493 


24. 071 


29. 853 


40. 308 


35.653 


29.912 


MAJAIA 1007799 


in? 7«4 

1 U£ . / 04 


41 IOC 


67. 1 39 


29. 656 


30. 944 


33. 813 


19.722 


23. 248 


MAMMA 1 OOTIffS 


69 799 


>3U. / 30 


oo. bUo 


30. 668 


29. 756 


27. 771 


17.935 


16.223 


MAMMA 1003310 


444 9R7 

**3*# . £ 3 f 


773 RflQ 
etc. 3U9 


C A C C7 1 

04b. b/ l 


186. 568 


219. 463 


344. 867 


183. 571 


203. 149 


MAMMA 100231 1 


1 J 1 , U Jj 


fin Q4i 

OU. 34 | 


11C 7A7 

3 1 b. f U f 


69. 190 


66. 700 


63. 609 


50. 563 


40.723 


MAMMA 10023 12 


79 f.4fl 

i 9. 9«fO 


IK 4A1 
30. 400 


1 n Q 0 A 


34. 1 10 


19. 878 


36. 852 


19. 114 


16.993 


MAM1A1Q02317 


96 094 

9B. U91 


13 n?<; 

3£. l/£0 


loo CT9 
1 00. 0 3£ 


45. 170 


46. 365 


46. 409 


41. 391 


20.920 


MAMMA 10023 19 


141 170 

1 *t 1 . JtU 


fi9 4,00 


9 1 Q it 7 9 

£ lo. 4/ Z 


74. 218 


50. 463 


59. 927 


44.261 


42.418 


MAJWA10O2322 


144. 393 


65. 401 


£03. / 3U 


C7 OC7 
0 I . Ob ( 


46. 931 


25. 375 


51r002 


44.826 


MAMMAt002329 


49. 002 


17, 163 


CO. 043 


1 7 AC 7 
1 / . Ub f 


2 1 . 239 


27. 2 18 


20. 223 


13.611 


MAAWA1 002332 


55. 840 


30. 915 


117 7F.K 
1 3 # , too 


47 AQ7 

4 1 . «*9£ 


33. 412 


32. 956 


23. 1 30 


16. 413 


MAMMA1002333 


75. 478 


17. 882 


17 mo 

0 £ . JU3 


1 Q 9sn 


OO it 7C 
£0. 9f D 


31. 145 


41. 629 


17. 637 


MAIKA 1002335 


171. 866 


50. 373 


149. 58jT 


34. f ro 


4fT"iC7 
4U. JO/ 


10 CDC 

18.033 


38. 972 


26. 410 


MAMMA1002339 


91. 741 


62. 6(8 


1 52. 049 


63 915 


m no7 


48. U3o 


33. 591 


31 . 797 


MAMMA 1002347 


98. 915 


55. 800 


120. 784 


40. 650 


C C QOQ 

33. 9^3 


IT 197 
JO. J £ f 


45. 235 


27. 501 


MAMMA1002351 


70.045 


22. 016 


35. 600 


18. 333 


7n 197 

£U. t££ 


11 COO 

33. 303 


01 7 00 
It. 122 


19. 631 


MAMMAlOu^** 


52. 143 


17. 786 


22. 690 


23. 069 


19 417 
1 £ . 4 1 L 


OA A 1 1 
£4. 4 1 1 


13. 8 1 B 


1 1 . 949 


MAIBIA1002353 


128. 336 


52. 785 


144. 030 


46. 481 


4fi ^ 1 


1 k fine 

3D. OUD 


12. 13Z 


34. 575 


MAMMA1002355 


46. 995 


34. 505 


123. 684 


29. 737 


77 n?^ 

££. U £ J 


30, 1^9 
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1.48S 


4.215 


5. £55 


5.234 


NT2RP1000347 


8.732 


4.239 


0.000 


3.444 


2.753 


3.942 


4. 829 


4. 180 


NT2RP1O00348 


9. 118 


3.224 


2.495 


2.895 


3.816 


3.756 


4. 511 


1.450 


NT2RP1O00349 


6.925 


4.441 


0.000 


1. 180 


2.776 


3.407 


3.025 


2.512 


NT2RP1000353 


26.257 


80.510 


62. 172 


39. 139 


13.657 


50.445 


33. 300 


118.905 


NT2RP1OO0356 


25.146 


46.385 


82.299 


43.972 


13.987 


49.489 


26. 724 


110. 239 


NT2RP1000357 


213.820 


128. 901 


421.567 


86. 179 


76.445 


136. 345 


94. 747 


87. 310 


NT2RP1000358 


186.987 


64. Of.5 


108.939 


32.778 


41.723 


110.904 


74. 510 


67.426 
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NT2RP 1 000360 2 


'97.314 [ 1 


34.601 1 i 


91. 999 i 


F 1.8!9 


85.890 i 


02. 062 1 


47.810 


89. 594 | 


T2RP1O0O36i 2 


64.040 2 


12.933 2 


80.442 i: 


16.437 1 


23. 748 i 


(47.266 t 


156.906 


28.344 


T2RP1000376 1 


27.768 


49. I 54 I 


84.631 < 


>9.920 


40.910 


71.095 


82. 258 


43. 951 


2RP1000385 


39.353 1 


45.725 


56.520 ! 


52. 245 i 


J52.336 


85.039 


21.336 


65. 534 


T2RP10004O7 


2.663 


0.197 | 


0.000 


2.423 


0.000 


3.032 


2. 424 


3.461 


T2RP 1000409 


0. 0D0 


5.878 


0.000 


0.850 


0. ooo 


0.424 


0.000 


0.000 


NT2RP 10004 13 


7. 153 t 


2.048 


2.681 


0.000 


8.303 


4.015 


0.344 


0.307 1 


2RP100Q416 


0.000 


0.000 




0.000 


0.000 


0.000 


0.000 


0.000 


c i\r 1 uuut i « 


" 9. 174 1 


4.984 1 


8.733 


3.988 


S.v66 


7.64& 


7.116 


4.283 


'9&piooo4£n. 


i.Mi 1 


0.924 


ft. odd 


6. Add 


d. 006 


6.006 


6.147 


6.000 j 


'9dpi nooiid 


o.ooo 


19.791 I 


0. 000 


0. 750 


0.000 


0. 189 


1.654 


0.000 1 




134.853 


56. 272 


1 15. 668 


5 .887 


49.782 


73.229 


64.079 


15.355 


jT9dpi oooaai 


58.432 


1.440 j 


0. 000 


3.540 


5.276 


7.299 


4.900 


2.656 


UT1DD1 ClfMAAl 

IHr iuuu44f 


3.820 


2.955 


0. 800 


3. 240 


1. 187 


3. 303 


1.052 


3.063 


ZKr IUUU445 


3.888 


0.697 


0. 000 


0.778 


1.043 


0. 314 


0.856 


0.000 


IZRr 1UUU4DI 


5.766 


4.110 


3.245 


4. 480 


1.272 


3.036 


1.022 


3. 138 1 


TZKP1UUU455 


277.437 1 


139.151 1 


249 632 1 


14. 073 


87.709 


243.919 


188. 141 


160.796 


TZHr 100U4DU 


216.381 


129.722 


192! 470 


86. 161 


96. 273 


135. 913 


170. 172 


91.267 


NTZRP10004D5 _ 


290. 518 221.955 1 


40? 881 1 

HUC Owl I 


92. 151 


210. 010 


236. 32i 


182.401 


20$. 487 I 


TZKr I0UU4OD b 


29. 203 


30. 933 | 


61 862 


19. 161 


13. 854 


16. 791 


11.220 


11.713 I 


WTZRr 1QUU4/U 


247. 991 


94.630 j 


1 18. 548 


33. 073 


62. 185 


113. 536 


101.037 


71.927 


UT4DD1 A/tflil77 

TZRP100U4I f i 


3.039 


1.894 I 


0. 000 " 


0. 887 


1. 636 


2.721 


1.261 


1.757 


TZRP100U4#o j 


2.842 


0.655 


0. 000 


0. 363 


1.122 


0.412 


1.375 


0.000 


tnrmDinnAJOl i 

NT2RP10004PI 


5.676 


0.693 | 


1 376 


2. 294 


1 991 


0 993 


2.480 


1.941 


T2RP100Q493 


5.004 J 


0.820 I 




1 070 


u. 6o7 


\ 252 


0. 401 


0.344 ] 


T2RP10D0513 


183.214 1 


52. 178 


111 Qft3 


29. 869 


42. 569 




6JJ61 


"«.S29 


iit A net 1 Ann con 

NT2RP10005ZZ 


183. 947 


57.483 1 


ion 005 


32. 529 


32. 275 


1 10. 978 


93.419 


62.294 1 


NT2RP1 000533 


21.686 


8.198 1 


19.1 UU 


3,010 


6. 071 


12. 902 


9. 030 


5.528 | 


NT2RP 1000544 


3.732 


10.988 


I.I U4 




2. 581 


6 543 


9. 371 


6.069 1 


NT2RP1 000547 


0.300 1 


0.310 1 




o oon 


0 000 


0.000 


0 000 


0.000 j 


NT2RP1 000551 


3.716 1 


1. 322 | 


1 171 


U. D3I 


l.otO" 


1 149 


3 2M 


1. 199 1 


NT2RP1 000567 


18.148 


4.SJ5" 


f . boU 


i i?T 

l . \ co 


fi "£VR 


1 1 5 " 


" ft. 337 


2. 192 1 


■JT2RP1 000574 


2.807 


2.740 


A 1 CO 

4. 1 ay 


u. uuu 


1 9&fi 

1 . C DO 


2. 846 


0. 662 


0. 000 1 


YT2RP10OQ577 


5.767 


6.059 


b. £04 


9 fill 


A ORfi 


4. 517 


1 . 545 


3. 188 1 


4T2RP1000579 


13. 591^ 


6.812 


7. 808 


I. Ubb 


•tat 


A RQQ 


7.026 


6.279 1 


NT2RP1000581 


23.446 


8.664 


l 5. 950 


D. DO 1 


0 . U<tD 


1 5. 075 


12. 76 I 


9.085 I 


NT2RP1 000593 


6.058 


I 14.376 


I D. foil 


9 £BO 


5 057 


9 1 52 


5. 483 


15 975 1 


NT2RP1 000604 


3.081 


4.126 


| J. H 1 J 


3. 1 J** 


3. 748 


4 785 


3.835 


2.2*5 J 


VT2RP1 000609 


27.487 


[ 3.174 


1 in ki? 


L. L CO 


3. 986 


1 3" 382 


13. 752 


3.82$ 


NT2RP 10006 13 


4.356 


1 2.265 


I i . Ota 


1 001 


0. 000 


1 . 1 84 


2.710 


0.767 


NT2RP10006ZZ 


15.005 


7.496 


j — OTi 


1. 968 


l. 752 


7.985 


7. 518 


6.485 


iiTAHn I ft fine *)7 

NTZRPIOOUbZf 


17.344 


1 14.772 


22 410 


6. 441 


12.047 


16. 356 


20.729 


10.336 1 


NTZRrlOOUbZS 


15.718 


I 4. 144 


I 12.352 


4. 104 


4. 312 


7.820 


11.024 


7.693 j 


NlZKr lUUUbJU 


65.244 


1 32.499 


I 52.599 


15.138 


14.415 


30. 508 


33.741 




iiT*3 0Di nrSfiOQ 
HI cHr luuuoj? 


43. 900 


1 18.204 


1 18.020 


10. 187 


10.606 


19. 791 


14. 683 


1 16.200 


Nl £Hr lUUUb4ll 


86. 217 


156. 971 


1 37. 078 


60. 057 


32.726 


29. 102 


17.026 


76.883 


UT9DP1 i\nf\RAn 

ft i ztir iuuuo4o 


7. 394 


1 16.894- 


1 13 629 


5. 542 


5. 660 


7.382 


| 1.582 


2.851 


uT9DPinnnf«*t<) 


26. 494 


1 13.97S) 


53.935 


11.276 


9. 119 


12.945 


10.602 


15.936 


uT9DPinnnR7A 
n l enr iuuudi «* 


10.820 


1 5. 50Z: 


9.633 


4.224 


4. 542 


3.907 


5. 942 


5. 755 | 


N 1 tBr 1 UUUD J F 




76.173 


99. £69 


J5.S59 


49.679 


90. 146 


95.230 


63.227 1 


n 1 tlvr lUUUPf 9 


9.839 5. 90 f 


1 7.263 


2.229 


1.965 


2.520 


\ 3. 853 


6.223 


NT2RP1 000588 


30.741 


1 21.137 


) 41.993 


9.852 


14.205 


17.736 


20. 738 


18.729 | 


NT2RP1000689 


8. 594 


1 2. 814 


1 13.021 


1.222 


4. 171 


7. 394 


4.473 


3.167 


NT2RP1000595 


1.813 


j 3. 104 


! 2.058 


0.810 


0.000 


0.000 


0.78b" 


0.000 


NT2RP1000701 


1. 280 


1 1.033! 


1 0.000 


0.000 


0.000 


0.855 


0. 000 


0.607 


NT2RP100O7OZ 


4. 112 


I 3.34IJ 


1 8.473 


1.156 


1.698 


1.616 


4. 749 


0.000 


NT2RP1066713 


0.233 


1 0.021! 


! 0.927 


0.000 


0.000 


0.000 


0. 300 


0.000 


NT2RP1 000721 


199. 987 


1 95.44!) 


1 152.563 


45. 581 


64.142 


102.872 


121. 431 


76.919 


ktiRPi 666736 


24.414 


1 16.302 


64.370 


4.470 


6. 129 


18.698 


8. 948 


6. 185 I 


NT2RP1 000733 


9.992 


\ 13.894 


1 13.138 


3.593 


3.087 


6.945 


6.918 


10. 277 


NT2RP1000738 


357.551 


1 171.924 


1 254.026 


55.731 


120. 195 


211.940 


169.539 


140.421 


NT2RP1 000739 


251.372 


[ 106.684 


| 146.597 


37.731 


77.574 


193.277 


164. 547 


67.465 


NT2RP1000740 


50.717 


34. 534 


1 37.472 


15.130 


15.350 


35.255 


35.792 


28.239 


NT2RP1000746 


13.275 


9.551 


1 20.132 


3.378 


1.635 


3.601 


3. 265 | 3.969 
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NT ZRP 1 0UO75O 


1 34. 653 


52. 958 


80. 346 


28. 605 


36. 158 


71.713 


92.2SO 


39.685 


Hi ZHr 1000751 


17. 717 


44. 325 


3). 941 


32. 295 


15.461 


19.059 


18.084 


64.708 


NT2KP10Q0767 


12. 860 


6. 572 


9.057 


2. 510 


3.872 


3. 120 


5. Ill 


4.085 


NT2RP100Q769 


27. 412 


21.636 


18. 089 


7. 324 


7.758 


I 13.441 


i 12.436 


7.317 


NT2RP 1000780 


7. 664 


2. 995 


3.269 


2.715 


2.030 


0.000 


0.000 


0.000 


NT2RP100Q782 


11. 6)8 


23.259 


28. 607 


5.886 


16.596 


14. 946 


5. 301 


7.061 


NT2RP 1000796 


118. 585 


56.532 


75. 809 


15.096 


41.498 


78. 341 


"73.407 


26.6*5 


NT2RP 1000797 


215.680 


107.927 


100. 844 


28. 806 


53.841 


131.952 


306.946 


11. ni 


NT2RP 1000800 


5. 249 


3.787 


2.211 


1.617 


7.056 


3.306 


3.512 


2.851 


NT2RP10O0825 


49. 312 


22.623 


29. 009 


4. sti 


15.271 


16.815 


24. 570 


12. 10) 


NT2RP10O0833 


67.848 


23.702 


41. 132 


9.260 


13.328 


25. 255 


29.305 


27. 307 


NT2RPI 000834 


2). 157 


17. 555 


1 5. 686 


11. 112 


11.392 


19. 117 


14. 348 


17. 998 


NT2RP1000B36 


12.434 


11.272 


7.839 


3. 196 


2.621 


7.219 


5. 827 


5. 382 


KTZRPI 000837 


98. 743 


40.415 


104. 822 


21.833 


23.029 


41.395 


35.068 


27. 483 


WT2RP J 000846 


14.775 


11.209 


35.656 


4. 957 


5. 131 


7. 919 


3.229 


5. 512 


NT2RP1 000847 


27. 431 


18.237 


16. 588 


10.757 


10.320 


14.784 


19. 182 


10. 029 


NT2RPI0Q065I 


214. 374 


87.847 


128. 937 


45. 113 


51.955 


144. S98 


108. 723 


51. 968 


NT2RP 1000856 


26. 023 


29. 514 


67. 757 


23.663 


28. 185 


38.015 


15. 874 


1 1. 458 


NT2RP1 000860 


163.711 


61. 100 


101.078 


35.949 


41.953 


87.889 


80. 204 


48. 859 


JJT2RP 1000902 


24. 271 


31.899 


49.716 


12.862 


11.23?* 


22. 189 


17. 326 


17.501 


NT2RP1 000903 


68.716 


24.490 


31.806 


9. 135 


15.239 


68. 2A2 


28. 337 


14. 115 


NT2RPI 000905 


25. 652 


11 385 


22. 530 


7.568 


3.894 


6.452 


12.01 1 


13 929 


NT2RP 10009 15 


22. 768 


32. 699 


39.412 


17. 920 


10.752 


16.493 


10. 069 


1S.4JT 


HT2RPI000916 


36. 355 


17.076 


24. 787 


8.241 


2.752 


29. 963 


18. 335 


4. 134 


NT2RP1 000921 


20. 200 


10.536 


22. 363 


8. 324 


5.717 


15. 896 


15. 473 


4. 407 




9.440 


4.278 


14.836 


10.665 


2.682 


3. 445 


1 . 686 


1 . 791 


NT2RP1 000944 


65.067 


27.816 


40.730 


12.441 


18. 584 


43. 858 


29. 682 


34. 740 


NT2RP 1000947 


18.414 


12.386 


22.697 


15. 197 


10.849 


17. 723 


" " 4. 687 


20. 200 


NT2RP1 000954 


28. 307 


24. fctf a 


28.425 


5. 358 


10. 337 


20. 625 


13. 192 


15 554 


NT2RPI000958 


21.987 


38. 788 


40. 914 


23. 030 


1 1. 285 


20. 525 


21 953 


or qon 
CO. Jcu 


NT2RP1000d59 


84. 562 


81.956 


164. 902 


59. 8§5" 


32.501 


60. 329 


47. 305 


77 7fM 


NT 2RP 1000956 


104.461 


73. 705 


101. 907 


58. 653 


28. 479 


65. 560 


39 891 


17 1 0 c 
<*! . 1 CD 


NT2RP1 000974 


213.892 


124. 166 


171.079 


71.813 


73.877 


160. 514 


104. 131 


A\ KQfl 


NT2RP1 000980 


16.802 


11.080 


6. 958 


4. 146 


7. 799 


7. 626 


D, <I 1 1 


9 n 1 7 


NT2RP 1000981 


50. 385 


24. 506 


35. 067 


13.841 


17. 653 


24. 416 


IS 30? 

1 9. <JU£ 




NT2RP1 000988 i 


19.623 


1 1.058 


22.064 


9. 003 


7. 658 


18. 310 


1 5. 545 


11 1QA 
1 1 . i 


NT2RP 100 1002 


56.891 


33.510 


22.993 


6.717 


20.078 


27. 348 


21. 988 


16 ""177 


NT2RP1001OO4 


23.268 


13. 134 


13.405 


6. 295 


5.883 


1 1. 999 


12 399 


18. 783 


NT2RP10Q1007 


29. 127 


10. 102 


12.426 


8.003 


3. 193 


18. 313 


" lJ.582 


9. 737 


NT2RP1001011 


36. tor 


27.54? 


42.002 


16.657 


13.048 


28. 628 


24. 654 


1 2. 589 


NT2RP1001013 


9. 942 


14.082 


54. 179 


41.030 


16.518 


29. 607 


r 9. 620 


52. 526 


NT2RP1001014 


19, 677 


17. 977 


30. 913 


10. 101 


1 1 . 200 


9.468 


17.655 


12. 776 


NT2RPlflfll020 


39.078 


9. 107 


36.274 


3.816 


13.500 


15. 563 


15. 121 


4. 580 


NT2RP1001023 


5309.613 


98S. 566 


1698.618 


284. 967 


1874. 160 


4332. 654 


3092. 785 


808. 260 


NT2RP1001027 


73.098 


53. 184 


34.629 


18.681 


24.296 


93. 325 


67. 199 


51. 245 


NT2RP1001O31 


6.727 


3. 944 


1.413 


2.625 


2.583 


4.462 


2.652 


2.043 


NT2RP1001033 i 


34.383 


18.547 


52.827 


11.061 


12.794 


15. 798 


10. 825 


16. 802 


MT2RP 100 1042 


16.664 


10.042: 


32.855 


18. 106 


26.513 


10. 262 


8. 945 


11. 915 


NT2RP 100 1045 


189.863 


33.846 


51. 766 


24. 186 


48.474 


n. at 


35.437 


30. 767 


NT2RP1001073 


12.246 


10.61? 


7.850 


6.640 


5.048 


9.855 


6.935 


5. 520 


NT2RP1001079 


91.852 


71. 311 


176.776 


25. 199 


28.090 


49. 291 


51.519 


16.408 


NT2RP 100 1080 


36.634 


23. An 


19. 061 


M.316 


14.731 


18.612 


18. 139 


11.376 


ait 9 d d 1 nn 1111 
IViZKr 1UU1 1 13 1 


14. 930 


5. 61V 


8. 21 9 


2.444 


3. 358 


9.872 


5.861 


3.904 


MT2RPT001159 


327.758 


59. Ill 


125. 441 


72.993 


66.677 


187.780 


55.003 


98.072 


NT2RP1001173 


16.780 


13. 13V 


27. 175 


6. 169 


17.W6 


13.269 


9.476 


11.252 


NT2RP1001176 


12.987 


10. 03!i 


21.335 


6.618 


14.457 


10.468 


9.085 


4.024 


MT2ftP100i!77 


47.481 


25.797 


35.864 


7.900 


13.900 


29. 446 


22. 230 


7.579 


NT2RP1O01185 


90. 471 


76. 83!) 


221. 325 


28. 708 


27. 738 


39. 654 


27.055 


27.069 


NT2RP 100 1199 


15.790 


I7.Su* 


2l. 913 


11.849 


14.093 


14.390 


10.829 


1 1.780 


WT2RP 100 1205 


22.415 


19.35!) 


38.756 ' 


18.438 


19.648 


28. 439 


20.497 


36.255 


N72RP1001215 


26.469 


21.8515 


25. 048 


13.068 


1\.Q39 


25.483 


15.692 


15.808 


NT2RP 100 1225 


54.629 


20. 260 


37.472 


13.542 


10.291 


26.429 


33.484 


22. 194 


NT2RP1001245 


M.787 


8.531 


12. 195 


4.229 


4.219 


12.906 


5.042 


9. 166 


fot2RP1<KH247 


6.228 


6.1 bo 


7.648 


1.747 


1.022 


2.368 


3.698 


2.028 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



NT2RP1001248 



NT2RP1001253 



NT2RP1O01266 



NT2RP1001294 



kY^RPl601302 



49.226 



16. 172 



31.909 
T5.024 



NT2RP1001310 



NT2RP1Q01311 



NT2RP1001313 



NTZRP1001324 



NT2RP1001349 



NT2RP1001361 



NT2RP1001379 



NT2RP1001385 



NT2RP1001395" 



NT2RP10OI410 



NT2RP1Q61424 



NT2RP10O1432 



NT2RP1001449 



NT2RP1D01457 



NT2RP1001459" 



NT2RP1001466" 



20.570 



73.669 



107.757 



55. 324 



35. 171 



44. 453 



55.753 



126.769 



74.494 



45. 302 



23.514 



TOTS" 



12.466 



55.536 



30. 322 



88.712 



NT2RP100147S 



16. 844 



25.943 



14.468 



17.523 
26.137 



17.865 



50. 596 
35.881 



32.674 



18.577 



17.959 



27.902 



137.614 



89. 642 



31. 340 



23.629 



33. 112 



40. 995 



116.648 



19.494 
37.293 



24.014 



14.990 



61.003 



46.474 



63.966 



22.653 



25.475 



58.131 



71.862 



123.622 



24. 575 



40. 104 



10.799 



20. 728 



32. 721 



~62- 417 



NT2RP1001494 



NT2RP10O150O 



lNT2RP1001sTr 



INT2RP10O1540 



NT2RP1001543 



NT2RP1001546 



1NTW100155Q- 



1NT2RP10015ST 



|NT2RP10015ST 



[NT2RP1001563 



lWY2RP1O0156r 



INT2RP1001584 
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11.298 




» 1. f Oo 


3D. o9o 


7GC 

oo. rob 


25. 296 


17. 190 


34. 146 


31.668 


29. 346 




04. f 3 <| 


DO. O 1 0 


1 9 A A AO 

lc4. 498 


39. 521 


45. 715 


83.255 


42. 335 


39. 394 




1 4 / . u i t 


77 Of O 
it. 5f lO 


101. 793 


33. 659 


48. 293 


105. 808 


93. 191 


47.902 


nii.nr juvtrfOJ 


9 1. JOU 


99 1 Qj4 
CC. 1 34 


97 mo 
1 1 . olio 


lb. 354 


18. 149 


41. 241 


27. 368 


9.958 


MT9Rp3nfl9777 


99 car 


1 C A7Q 

1 o. 4/y 


9£ Q A^ 
cb. ^41 


11. 831 


11. 702 


22. 164 


19.250 


14. 688 


ff 1 tnr JUUt JO J 


JO. 0OC 


26. 590 


37. 776 


12. 961 


!8. 317 


29. 595 


32.435 


19.372 


n 1 t nrgUUl JOB 


41. fail 


29. 432 


82. 187 


16. 223 


19.758 


13. 702 


16. 544 


34. 308 


liT9DP?n/T9l04 


04. off 


31 . bob 


40. 945 


18. 641 


23. 109 


44.424 


35. 200 


24.054 




1AA 7flfl 


215. 569 


379. 846 


153. 561 


145. 584 


244. 214 


334.003 


155.648 


N lZKr3002399 


120. 898 


118. 841 


123. 581 


92. 322 


61. 939 


76.458 


34.837 


92.415 


NIZKr 3 002402 


52. 959 


35. 232 


68. 571 


16.571 


20. 492 


53. 151 


21.545 


24.518 


ffTZRP 3 002409 


167. 688 


37. 697 


700. 164 


25. 069 


35. 882 


114.827 


68. 945 


40.800 


NT2RP3002410 


144. 081 


109. 377 


101. 178 


45.575 


39. 226 


71.259 


45. 433 


41.401 


NT2RP3002411 


93. 030 


33.468 


50.254 


10. 997 


27.600 


27.023 


23. 736 


1 5. 047 


NT2RP3002429 


43. 781 


19. 997 


33.403 


9.720 


14.797 


31.472 


21.609 


8.498 


NT2RP3002448 


18. 505 


12.378 


25.831 


8. 000 


12.388 


14. 483 


16. 180 


51.704 


NT2RP3002454 


22.834 


27.433 


27. 109 


11.518 


12. 679 


23. 830 


18.696 


7.724 


NT2RP3002455 


42. 267 


39.024 


4B.2S2 


18.078 


25. 184 


40.843 


26.300 


25.891 


NT2RP3002456 


63.618 


62.895 


132.023 


60.865 


48. 457 


47. 502 


34. 943 


107.915 


NT2RP3002462 


81.232 


66.732 


75.545 


22.706 


28.463 


63.509 


41.St6 


23.685 


MT2RP3002469 


31.281 




41.900 


16.283 


18.312 


31. 313 


22.887 


8.684 


NT2RP300247O 


394. 179 


240. 381 


344.97 1 


150. 134 


156.904 


226. 629 


242. 639 


129.974 


NT2RP30024B4 


119.962 


120.572 


179.767 


55.590 


78. 186 


80. 561 


80. 333 


21. 126 


NT2RP3002491 


20. 237 


11.861 


12.690 


4.6H 


6.231 


7.954 


11.431 


53/ 


NT2RP3002494 


102.258 


227.475 


73.714 


31.409 


28. 100 


91.250 


56. $n 


81. 1)6 


NT2RP3002497 


111.163 


46.894 


64.415 


16.949 


25.888 


63. 935 


42.893 


24.093 


NT2RP3002500 


77. Ill 


26.529 


42.337 


12. 959 


16.485 


30. 996 


37.915 


22. 524 


NT2RP3002501 


53.661 


44.526 


44.009 


16.212 


22.884 


27.120 


37.461 


16.746 


NT2RP3002512 


63.608 


44.357 


40.061 


2o.o54 


21.830 


23. 291 


29. 988 


18.925 


N i T2RP3002529 


45. 34) 


43. 112 


AS.2B2 


25.498 


22.514 


£5.39$ 


23.936 


31.672 


NT2RP3002533 


94. 195 


65.870 


61.041 


1 8. 300 


73.412 


49. 543 


39. 779 


"31.5*0 


NT2RP3002539 


48. 864 


37.046 


54.572 


30. 194 


21.685 


26.897 


29. 822 


42.332 


NT2RP3002S40 


30. 794 


21.358 


37. 383 


11. 560 


13.724 


17.298 


19. 581 


1 1 . 502 


N72RP3002543 


223. 940 


UO. 144 


120. 839 


52.219 


64. 994 


144.657 


115.227 


76.872 


NT2RP300254S 


15. 100 


41.894 


32. 270 


19.423 


32. 049 


13. 151 


11.195 


10.417 


NT2RP30D2S49 


28. 199 


14. 150 


27. 495 


13.528 


19. 671 


17.420 


U. 163 


/.544 


NT2RP3002552 1 


47.064 


17.945 


25.504 


12. 370 


13.372 


28.220 


22.837 


14.570 


NT2RP30025S6 


61.923 


30. 846 


56.966 


17. 185 


28.359 


H. 4*7 


22. 300 


21.755 


NT2RP3QQ2565 


62. 350 


42. 196 


107.270 


25. 722 


27. 937 


33.279 


27. 380 


20.262 


N72RP3002S66 


54. 275 


39.776 


49.593 


22. 587 


24.849 


18.616 


38. 067 


25.776 


NT2RP3GQ2571 


16. 476 


11.788 


20.308 


3.165 


5.305 


12. 738 


11.591 


7.492 


NT2RP3O02S72 


65.635 


36.206 


37.*72 


17. 526 


23.615 


29.016 


17.205 


16.571 


NT2RP3O02573 


104. 009 


83. 178 


49.387 


55. 147 


11.324 


27. 54$ 


32.618 


43.821 


NT2RP3002577 


52. 884 


22. 337 


33.591 


12. 529 


6.690 


22.718 


19.368 


y.491 


NT2RP3002579 


71. 729 


30.291 


36.007 


21.690 


15. 920 


21. 971 


21.241 


10.888 


NT2RP3002582 


81. 979 


51. 167 


67.043 


31.231 


41.904 


56. 964 


46. 155 


37.227 


NT2RP3002587 


26. 087 


32. 407 


69.922 


18. 487 


19.982 


21.677 


19.805 


12.145 


NT2RP300259O 


7. 512 


, 8.105 


10.729 


21. 190 


»5.3d5 


8.973 


7.009 


4.548 


NT2RP3 002602 


47. 775 


| 1 7. 298. 


29.784 


12.271 


15. 119 


25.375 


31.820 


4. >70 


ff IZRP3 002603 


161. 708 


183. 767 


216. 650 


65. 839 


78.955 


109. 597 


71.485 


115.706 


NT2RP3Q02621 


119 248 


24. 59i; 


40. 553 


Ifi "47Q 




be, UoO 


30. 435 


25. 390 


NT2RP3002622 


6§. W 


50. 02(l 


145.390 


29.140 


21.618 


41.045 


15. 163 


'15.914 


NT2RP3002624 


1. 393 


5. 920 


0.000 


d. M 


2.232 


1.299 


2.998 


1.562 


NT2RP3002628 


9.999 


8. 7031 


j 17.715" 


17.122 


8.351 


14.530 


4. 109 


5.659 


NT2RP3002829 


249.675 


S3, to' 


98.304 


56.623 


88.848 


134. 353 


115. 158 


40.1J2 


NT2RP3002631 


0. 595 


0. 000 


0.000 


0. 000 


6. (too 


0.000 


0.000 


0.000 


NT2RP3002647 


30.462 


1 5. 044) 


27.336 


16.536 


i 12.777 


15.918 


14.63t) 


14,888 ' 


MT2RP3002649 


120.351 


83. 386 


89.024 


51.631 


33.853 


77.229 


31.648 


30.637 


NT2RP30O265O 


78. 123 


37. 371 


55.575 


21.740 


26. 972 


61.290 


42.009 


51.110 


NT2RP3002652 


40.736 


1 5. 1 02 


33.402 


15. 021 


16.044 


39. 523 


34. 502 


10.676 


NT2RP3002654 


32.673 


14. 185 


26. 107 


12.823 


19.846 


18.421 


24. 175 


8.617 


NT2RP3002657 


79.710 


86.415 


129. 177 


41.769 


103.657 


80.846 


59. 737 


46.192 
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NT2RP3O02659 


18.914 


12. 170 


24.486 


6. 353 


13.690 


36. 308 


7.922 


9.590 


NT2RP3OO2660 


64.465 


53. 376 


119.655 


42.835 


35.909 


41.916 


10.430 


27. 532 


NT2RP3002663 


30.048 


20.813 


29.457 


13.785 


13.557 


15. 463 


15.414 


13.216 


NT2RP3002664 


14.659 


18.990 


23.494 


8.867 


10.564 


9.625 


5.085 


4.798 


NT2RP3002667 


15.216 


16.234 


11.286 


11.809 


8.647 


8.464 


26.055 


18.907 


NT2RP3002671 ! 


39.495 


26. 960 


28. 177 


15. 153 


12.285 


24. 589 


13.809 


14. 654 


NT2RP3002682 


1 1.347 


14.990 


2t.5d6 


28. 999 


14.002 


9.455 


15. 128 


33.677 


NT2RP30O2684 


13.722 


11.697 


16.858 


8.392 


12.676 


7. 181 


5.777 


4.503 


NT2RP3002687 


2.560 


4.651 


10. 162 


1.691 


1.917 


2. 141 


3.705 


3.397 


NT2RP3002688 


15.864 


2.884 


22.879 


1.260 


13.309 


20.413 


8.939 


1.088 


NT2RP3002698 


28. 485 


12.350 


29. 970 


11- 179 


18.339 


22.012 


15.073 


59.183 


NT2RP3002701 


144. 580 


68.552 


65. 738 


22.713 


47.971 


1l7.l7l 


58.063 


64.453 


NT2RP3002705 ! 


50.811 


34.865 


76. 689 


77.242 


38.688 


84.791 


28.441 


54.479 


NT2RP30027O8 1 


107.193 


25. 745 


48. 335 


10.739 


20. 147 


29.081 


22. 130 


32. 554 


NT2RP3002711 j 


38.410 


19. 460 


31. 129 


24.261 


21.934 


31.711 


19.413 


9.154 


NT2RP3002712 


127.597 


337. 217 


172.297 


85.410 


157.291 


209. 750 


71.600 


90.235 




tt.llt 


12.447 


25.653 


9.43b 


11. 236 


16.757 


16.310 


18.652 


NT2RP3002721 j 


48.039 


15. 327 


24.924 


23. 105 


19.153 


24. 353 


19.280 


10.413 


NT2RP3002722 


421.087 


147.659 


338. 772 


115. 647 


164. 233 


259.194 


308.668 


136.618 


NY2RP30WV23 


43.086 


85.012 


67.010 


38. 528 


35.204 


150. 941 


121.373 


45.387 


NT2RP30027i7 


71.494 


47. 67*'" 


52.17* 


22. 716 


32.049 


58. 862 


47.802 


16.796 


NT2RP3002738 


47. 542 


16.654 


36.964 


9.362 


16.223 


38. 458 


2^.366 


23.198 


NT2RP3002742 


81. 782 


149. 322 


102. 776 


54. 228 


44. 909 


105. 384 


127. 394 


33.680 


NT2RP3002744 


2.263 


4. 168 


21.735 


2.015 


3. 502 


1.976 


2. 225 


0.560 


NT2RP3002756 


22.619 


12. 182 


21.840 


8. 009 


16.135 


11.380 


12.917 


4.838 


NT2RP3002757 

1 1 4 Hi vVVL 1 m ■ 


113. 772 


65. 294 


69. 951 


34. 431 


19. 743 


281. 518 


37.409 


82.637 


OT2RP3002758 


60 176 


82. 91 1 


68. 360 


23. 774 


51. (97 


81. 519 


55.695 


20.674 


NT2RP3O02762 


70. W7 


62. 402 


96. 808 


44.246 


70. 524 


111.844 


35.004 


61.053 


NT2RP3O02763 


65. 632 


38. 286 


93. 384 


42.890 


27. 102 


55.601 


31.878 


35.587 


CT2RP3O0277O 


35. 381 


13. 511 


35. 913 


7. 950 


10. 042 


24.469 


17.480 


11.225 


¥T2RP3O02771 i 


40. 863 


23. 186 


29. 004 


13. 976 


35. 897 


25. 254 


18.920 


17.572 


NT2RP300278S 


13. 960 


5.890 


4. 173 


2. 677 


2. 677 


9.071 


5.889 


5.289 


NT2RP3O0279O 


34. 782 


20. 599 


28.673 


15. 987 


14. 483 


19. 288 


18. 105 


19. 766 


NT2RP3002799 


39. 751 


31. 026 


83.485 


29. 150 


23. 866 


22.566 


21.257 


45.619 


NT2RP300780I 


47. 659 


26 163 


128. 555 


31 073 


22. 498 


26. 337 


24. 586 


24. 190 


NT2RP30D28D2 


146. 487 


n. lit 


121. 221 


33.656 


38. 992 


67.510 


59.237 


21.826 


NT2RP3002B10 


10. 160 


45. 362 


22.360 


7. 561 


8. 729 


7. 648 


14. 315 


7.654 


NT2RP3002B18 


4. 667 


6. 464 


10.095 


3.200 


6.216 


4.871 


5.874 


1 1 . 909 


NT2RP3002821 


78. 1 17 


34. 802 


53.630 


32. 950 


28.735 


58.082 


41. 128 


16.764 


NT2RP3002823 


1 1. 784 


13.818 


14.562 


1.977 


7. 384 


12.328 


6.617 


11.325 


NT2RP3O02825 


51. 146 


13. 354 


18.612 


L166 


12.766 


20. 255 


20.838 


24. 852 


NT2RP3002829 


35. 187 


38. 250 


97. 142 


25. 989 


24.214 


26.885 


\ 16.084 


21.503 


NT2RP3002831 


66.496 


27. 156 


68.213 


17.668 


23. 336 


61.962 


46.206 


37.479 


ktiRPSOMfllfc 


IJ6J7* 


72.920 


90.667 


20. 404 


36. 995 


100.291 


59.703 


56.686 


NT2RP3002845 


64. 337 


22. 726 


40. 173 


14. 166 


18.291 


22.445 


10.215 


12. 196 


NT2RP3002852 


38. 556 


19.001 


25.493 


7.993 


8.490 


26.043 


i 16.609 


7.989 


NT2RP3Q02861 


2.544 


8.478 


5.538 


! 2.371 


1.076 


! 11.828 


8.852 


2.388 


NT2RP3002869 


119.363 


36.492 


65. 104 


27. 751 


37.200 


48. 198 


61.052 


17.114 


NT2RP3002874 


i4.MW 


10. IBS' 


! 15.126 


5.983 


8. 446 


1 1 . 486 


16.97/ 


17.599 


NT2RP3002876 


64.967 


22. 806 


49.911 


23. 937 


25.658 


54. 137 


50.714 


12.582 


NT2RP3002877 


86.753 


69.68E. 


258.276 


48.444 


44. 144 


i 53.777 


36.801 


48.742 


NT2RP3002887 


32.513 


! 9.192: 


16.424 


15.590 


7.085 


25.821 


19. 262 


5.065 


NT2RP3002900 


17.592 


22. 036 


56.235 


9.751 


17.946 


18.936 


16.030 


15.494 


NT2RP3002902 


77.119 


[ 87. 651 


99.208 


65.469 


23.869 


49.857 


35. 525 


68. 682 


NT2RP3002909 


651.498 


271.044 


348.888 


147.447 


159.876 


403.448 


375. 523 


192.134 


NT2RP3002911 


18.365 


! 31.404 


29. 903 


8.152 


11.463 


10.299 


14.454 


11.143 


MT2RP3002948 


31. $54 


19.471 


22.058 


1625 


13.560 


It. 821 


12.470 


4.469 


NT2RP3002953 


86.292 


18.06:; 


24.427 


i 6.969 


18.812 


! 14.379 


! 32. 470 


9.777 


NT2RP3002955 


19.801 


7.571 


12.412 


9.001 


i 5.316 


8.726 


8.912 


8.536 


NT2RP3002958 


! 41.536 


22.160 


22.741 


5.690 


11.41$ 


41. 119 


17.410 


12.258 


NT2RP3002969 


37.280 


28. 18!) 


25. 925 


9.002 


18.977 


! 16.248 


14.471 


9.514 


NT2RP3002972 


! 22.208 


18.73i> 


16. 171 


2.364 


9.532 


9.859 


13.525 


7.568 


NT2RP3002978 


17.816 


15.240 


32.009 


15.003 


9.596 


5.319 


8. 999 


3.049 


NT2RP3002983 


7.404 


5. 940 


7. 102 


1. 188 


7.742 


3.489 


6.275 


6.214 
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NT2RP30O2985 


54. 322 


20.945 


33. 398 


4.562 


18. 165 


28.438 


25. 968 


20.623 


NT2RP3002988 


17.700 


17.268 


27. 888 


13.345 


13. 104 


15. 971 


19. 252 


22. 620 


NT2RP30O30OO 


76.725 


68.978 


102.455 


35. 327 


36. 878 


75.681 


73. 309 


47.982 


NT2RP3003008 


40. 397 


31.290 


39.833 


8.641 


14.630 


27.543 


20.015 


10. 881 


NT2RP3D03012 


14. 280 


14. 189 


33. 526 


7. 155 


11.442 


14.530 


6. 941 


4. 141 


NTZRP30O3015 1 


54. 108 


13.725 


29.619 


7.455 


12.688 


24.800 


id. 124 


11.125 


HT2RP3Q03018 


10. 045 


6.127 


17.611 


6.653 


9.081 


19.649 


6.155 


2.761 


NT2RP3003028 


75. 625 


33. 179 


39.416 


26.480 


25.319 


7.487 


13.397 


Ifl.fl34 


NT2RP30O3O29 ! 


86.986 


50.846 


63. 900 


15. 149 


20. 126 


31.780 


36. 530 


32.637 


NT2RP30O3O32 


136. 276 


96.942 


314.984 


60. 769 


68.889 


66.630 


49. 952 


17.929 


WT2RP3003041 


0. 774 


0.000 


0.000 


0.000 


0.000 


0.000 


1.309 


0.000 


NT2RP30O3O44 


58. 906 


34.057 


37.901 


33.307 


16.940 




27.766 


20.617 


NT2RP3D03047 


299.110 


142.539 


196.643 


84.285 


77.718 


179. 257 


ISS.Oltf 


76. 424 


NT2RP*M3b50 


109. 372 


50. 507 


141.571 


31.797 


25.077 


71.052 


48.869 


21 064 


NT*RP3D03653 


274. 051 


115.298 


3*4.746 


103.977 


94. 331 


152. 747 


122.042 


87. 95}' 


NT2RP30O3O59 


2. 357 


7.346 


12.467 


3.194 


4.084 


5. 560 


5. 012 


5. 335 


NT2RPSW3061 


73. 691 


33. 582 


61. 169 


13. 328 


" 36. \H 


45. 965 


43. 431 


12. 628 


NT2RP3D03068 


37.384 


20.186 


32.010 


15.417 


17. 562 


24.66S 


18. 951 


10. 008 


NT2RP30O3071 




86.945 


86.857 


82.004 


27. 275 


45. 183 


35. 965 


42. 507 


NT2RP30O3O76 


416. 323 


202. 004 


220. 395 


107. 162 


152.849 


340. 664 


234. 319 


136. 293 


NT2RP3003078 


71. 012 


26.534 


49. 393 


29. sjrs 


5. 761 


38. 583 


27. 416 


13. 913 


NT2RP3003081 


19. 188 


18. 554 


20.891 


20.934 


9.7*4 


13. 502 


9.853 


16. 047 




24. 820 


15. 196 


39. 751 


22. 524 


18. 155 


24.0/3' 


18 075 


1 1 570 


NT2RP3003097 


46. m 


29.407 


79. 360 


21.495 


17. 378 


23. 253 


27.6/3 


" 066 


HT2RP30O3O98 


13.217 


23.032 


48.998 


16. 354 


11. 329 


10. 279 


1 1. 069 


6. 398 


NT2RP30O3101 


39. 920 


30. 326 


45.276 


■ 16. 850 


23.417 


25 447 


16. 056 


8. 843 


NT2RP30O31O9 


119. 924 


108.927 


295.233 


59. 830 


51.482 


54.674 


35. 646 


24. 366 




2393. 421 


71. 299 


32. 543 


7. 629 


41 . 587 


873. 484 


LCI. »J*t 
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99. 724 


126. 975 


37. 044 


NT2RP4001283 


602. 951 


260. 199 


332. 966 


68. 876 


287. Z6Z 


624. 729 


534. 357 


126. 212 


NT2RP4001299 


44. 703 


49. 576 


35. 736 


19. 564 


12. 675 


15. 229 


13. 741 


18. 202 


NT2RP4001313 


28. 076 


13. 041 


11. 004 


3. 551 


7. 304 


11.207 


9. 673 


4. 674 


HT2RP4001315 


24. 647 


15. 443 


17. 362 


12. 324 


7. 639 


21. 010 


12. 223 


11. 809 


NT2RP40O1320 


98. 164 


61. 534 


65. 437 


15. 593 


22. 738 


54. 032 


34. 155 


23. 969 


NT2RP4001325 


144. 734 


90. 080 


132. 401 


6). 000 


64. 433 


99. 148 


198. 660 


71. 382 


NT2RP40O1336 


33. 783 


28. 245 


46. 453 


11. 843 


24. 831 


17. 470 


36. 926 


23. 698 


NT2RP4001339 


68. 525 


15. 937 


41. 646 


9. 764 


25. 036 


39. 624 


26. 253 


9. 570 


NT2RP4O01343 


161. 856 


91. 193 


100. 371 


27. 738 


38. 512 


92. 415 


57. 982 


44. 590 


NT2RP4001344 


144. 107 


58. 474 


66. 215 


21. 137 


22. 316 


72. 157 


71. 543 


26. 102 


NT2RP40Q1345 


50.445 


32. 733 


43. 703 


11. 121 


1 5. 544 


24.026 


24. 553 


13. 451 


NT2RP4O01351 


111.802 


66. 455 


97. 136 


54. 896 


34. 425 


45.604 


34. 545 


34. 491 


NT2RP4001353 


19. 537 


9. 610 


20. 460 


6. 940 


6. 519 


12. 325 


7. 907 


7. 125 


NT2RP4001355 


43. 678 


23. 203 


33. 304 


7. 482 


15. 675 


24. 196 


21. 364 


10. 692 


NT2RP4001367 


14.283 


17. 653 


14. 776 


4. 211 


8. 006 


2. 253 


3. 639 


0.000 


NT2RP4O01372 


140. 185 


27. 600 


56. 900 


12. 537 


24. 364 


62. 204 


41. 922 


18. 450 


NT2RP4001373 


126. 580 


38. 189 


93. 856 


23. 267 


28. 220 


77. 754 


42. 832 


38. 641 


NT2RP4001375 


62. 861 


32. 389 


48. 017 


13. 250 


23. 490 


43. 660 


31. 665 


13. 296 


NT2RP4O01379 


77. 263 


41. 191 


123. 636 


24. 440 


18. 057 


56. 629 


33. 185 


12.466 


NT2RP4001381 


67. 146 


46. 036 


150. 720 


64. 41 1 


23. 477 


41. 258 


40. 245 


17. 295 


NT2RP4001386 


47. 308 


42. 624 


147. 963 


19. 177 


1 12.559 


15. 127 


15. 891 


b. 6/9 


NT2RP4001389 


32. 461 


38. 092 


48. 803 


17. 637 


14. 303 


29. 242 


28. 109 


24. 013 


NT2RP4001396 


15. 198 


11. 286 


9. 85Z 


a jim 
4. 401 


3. Z/U 


A 1 CO 

4. ZbZ 


c oco 
b. Zb3 


C A7C 


NT2RP4001407 


13. 731 


19. 546 


Z 1. 83Z 


fl 97A 
9. 3/9 


C OAH 

b. B4b 


11. 1 J 1 


ft QAQ ' 
0. 099 


4. b f o 


NT2RP4001409 


26. 965 


45. 0/ J 


Z5. 480 


C ft A 0 

b. D4Z 


o. Of b 


lb. 0 Jo 


1 1 *nc 

1 1 . JUb 


f. IU3 


NTZHP40U141Q 


111 QCO 

111. 9bZ 


CO OD A 

Do. 4bo 


03. bU£ 


J I . 99D 


4i . 940 


1 1 1 AQ1 
111, 494 


177 AID 
Iff. 9> 1 O 


\a on? 
44. our 


NT2RP4001414 


C 0 AO A 

o3. 484 


79 DC n 

f Z. OOl) 


C A 1 CC 

b«. Job 


in vice 
jU. 4bb 


0£ A7 1 
CD. 4/ 1 


A A 

4U. 540 


91 fl7C. ' 
C 1 . Uf b 


49 970. 
4c. 4/9 


UT4DDJAA1 At A 

NT2RP40Q1424 


IS. bub 


1 c ncn 
I b. UbU 


i o i on 


0. J 3 J 


fi ARC 
0. 430 


7 Oflfi 


19 ?C 1 

1Z. IX 1 


! ft 9f1f1 
0. cUU 


NIZKK4UU 1433 


0 Q C07 
CO, Oil 


A7 DOD 

41 . BcO 


111 17C 
111. I / P 


1 7.49 
1 . 1 ^c 


9. C9U 


41 1 07 
1 1 . 19/ 


1 7 QC.fi 
1 f - 99U 


7 17K 
/ . 1 / D 


NT2RP4001438 


93.429 


51. 160 


63. 518 


28. 266 


34. 394 


39. 516 


76. 382 


59. 077 


NT2RP400144Z 


46. 900 


23. 169 


80.514 


5.365 


17.576 


19.430 


14.414 


23. 765 


NT2RP4001447 


20.522 


17.746 


37.089 


10.313 


11.549 


14. 801 


15. 207 


21.970 


NTJRP40014H 


84. 366 


74.971 


78. 307 


31.341 


28. 164 


Sd. ,04 


3/.6d4 


4S.48S 


NT2RP4061487 


15.268 


25.951 


20.698 


4.9*9 


5.450 


12.316 


14.737 


tfl.iii 


NT2RP4001472 


23.447 


20.56b 


19.664 


9.955 


16.415 


13.051 


11.929 


10.897 


NT2RP4001474 


23.982 


25.100 


20.243 


9.361 


9.008 


17.381 


16.055 


15. 142 


NT2RP4001483 


21.106 


19.511 


25.457 


6.485 


5.041 


10. 975 


9.879 


11.486 


NT2RP4001488 


27.970 


20.497 


49.782 


9.070 


13.416 


14.898 


20. 195 


30.898 


NT2RP4001492 


147.304 


52. 305 


152. 125 


29.017 


25.021 


50. 537 


64. 959 


35.615 


NT2RP400I498 


25. 282 


I 13.660 


23.919 


9.033 


6. 315 


17.644 


16. 153 


13. 136 


NT2RP4001502 


104.608 


138.488 


125.018 


60.185 


56.647 


81.803 


46.693 


100.340 
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N72RP4001503 


16.918 


68.637 


34. 943 


6.221 


4.744 


16.123 


9. 930 


6. 312 


HT2RP4001507 


45.444 


50. 856 


165.482 


28.606 


29.404 


30.143 


22.556 


24.934 


NT2RP4001510 


32. 998 


28.050 


63.008 


35.045 


3.511 


13.039 


13.396 


31.578 


NT2RP4001516 


103.727 


30.191 


54. 389 


3.924 


22.032 


60. 980 


55. 131 


21.835 


NT2RP4001520 


11.702 


61.159 


80. 454 


19.076 


44.823 


57.642 


65. 486 


85.768 


NT2RP4001523 


74. 331 


53. 855 


97.039 


28.897 


26.233 


31.769 


22. 342 


34.713 


N72RP4001524 


63.685 


43. 657 


79.486 


31.768 


17.811 


34. 268 


61.096 


32. 252 


NT2RP4001529 


55.817 


26. 458 


47. 156 


18. 137 


9.583 


36. 746 


22. 545 


17.561 


NT2RP4001531 


75.426 


49. 034 


79. 547 


9. 985 


15.454 


48.895 


27. 165 


35. 500 


NT2RP4001546 


475.672 


254.067 


158.609 


14.463 


52. 423 


188.321 


90. 884 


193. 923 


NT2AP4001547 


35. 657 


46.341 


75.052 


22. 751 


21.180 


18.635 


16.599 


17.284 


NTiRP460l5fel 


15. 709 


5.677 


9. 034 


3.319 


2.064 


4.065 


8. 300 


1.720 


NT2RP4001555 


35. 187 


13.947 


15. 040 


6.049 


8.613 


14.662 


15. 505 


1.914 


NT2RP4001567 


23.617 


22.434 


19.944 


10.030 


13.497 


14. 121 


17.021 


12.931 


NT2RP4001568 


656.402 


328.894 


456.250 


69.687 


176. 926 


432. 308 


269. 108 


137. 575 


NT2RP40Q1569 


71.047 


45.066 


68.921 


13. 181 


27.919 


55.014 


35.067 


22.875 


NT2RP4001571 


31.048 


30. 838 


25. 301 


9.879 


38. 867 


28.423 


12. 829 


7.326 


NT2RP4001S74 


104. 513 


60. 846 


51. 480 


12. 719 


37. 902 


43. 358 


52. 975 


26. 473 


NT2RP4001575 


99. 868 


54. 792 


66. 563 


18. 178 


23.871 


48.657 


33. 611 


35. 035 


NT2RP4001578 


27. 146 


46. 286 


41. 253 


12.060 


16. 866 


28. 516 


38. 747 


21.566 


NT2RP4001592 


56. 759 


41.720 


35.056 


13.288 


19.751 


32. 000 


46. 040 


26. 863 


NT2RP4001593 


34. 423 


36. 251 


40. 059 


19.801 


27. 006 


22.857 


28. 378 


30. 708 


N72RP4001605 


35. 830 


55.9*2 


46.086 


30. 654 


17. 304 


12. 782 


25. 954 


2t). 171 


Nt2RP4b01666 


36.059 


22. B36 


25.785 


9. 780 


11.049 


23. 731 


22. 906 


11.246 


MT2RP4001607 


12. 252 


38. 564 


26.768 


11.976 


11.793 


10.856 


12. 358 


17.689 


NT2RP4001610 


41. 606 


26. 761 


24.395 


9. 284 


13. 420 


18. 581 


25. 355 


17. 897 


a2RP400l614 


5. 320 


7. 451 


3.7t3 


3. 222 


6. 786 


0.000 


4. 236 


3. 006 


H2RP4001623 

(lift i»i wv ivm 


17. 761 


23. 809 


29. 296 


18. 722 


1 1. 464 


7. 465 


7. 749 


11.940 


*T2RP4001626 


39. 777 


77. 553 


31 . 850 


125. 728 


14. 578 


17. 234 


15. 665 


43. 780 


JT2RP4DOI634 


42. 268 


33. 465 


29. 710 


15. 079 


5. 960 


12. 998 


22. 448 


22. 801 


NT2RP4001638 


28.002 


28. 424 


27.61 9 


1 1 . 1 96 


10. 399 


6.955 


19. 293 


11. 952 


JT2RP4001644 


13. 937 


31.012 


33.018 


11.442 


10. 696 


1 5. 844 


17.103 


18. 814 


NT2RP4C01646 

l ftp I vtm 


110.825 


35. 914 


100.039 


15. 650 


68. 751 


72. 780 


""36"."023 " 


14.760 


NT2RP4G01C56 


113. 964 


57. 203 


81 638 


25 444 


41. 071 


67. 708 


57. 712 


34. 629 


NT7RP4001666 

n i c i\i ivw tow 


75. 518 


31. 622 


54.7*7 


17.666 


17. 943 


29. 002 


29. 742 


13. 61 7 


NT?RP40D1G70 

H i ft Rr 1UV IBI V 


143. 248 


64. 754 


95. 837 


25. SO 3 


20. 467 


58 425 


77 751 


32 776 


NT2RP40O1677 


364 565 


222. 618 


310. 713 


96. 394 


105. 468 


1 24. 460 


"256. 793 


96.732 


NT2RP4661679 


225. 706 


136 839 


407. 981 


82. 012 


82. 799 


62. 241 


83. 957 


50. 075 


n i tnrHvv i P3* 


51 430 


18.839 


33. 607 


11.914 


5. 205 


20. 014 


20. 606 


3. 263 


NT2RP40Q1696 


92.139 


55. 306 


51. 701 


21. 125 


15 829 


67.642 


34. 335 


27 080 


NT2RP40O1699 


20. 126 


24. 412 


12 024 


6. 153 


9.166 


12. 777 


38. 966 


fl 931 


NT2RP4001717 


104 794 


22. 524 


47" 196" 


16 831 


10.332 


44. 003 


26. 697 


10 303 


NT2RP4001719 


4 115 


3. 996 


6.251 


6 793 


0. 000 


3. 648 


0. 000 


5.696 


Nf2RP406l725 

n i #> #»p ~ w i r ft- w 


32.499 


19. 952 


25. 192 


14. 469 


10. 172 


27.215 


32. 425 


18.951 


NY2RP4001726 

f « 1 ft- P»l "? Vw I P ftW W 


54. 527 


36.453 


64.243 


26. 169 


28. 497 


40.523 


55. 394 


19.268 


NT2RP40D1730 


12. 704 


4.465 


10. 741 


6. 560 


6.940 


4. 424 


3.677 


4. 124 


NT2RP4001739 


100. 531 


27. 275 


89. 269 


26.547 


21.415 


57.78* 


66.1&S 


25. 777 


NT2RP4001741 


110.382 


44.2*4 


234. 294 


44.25* 


36. 564 


43.056 


44.664 


41.646 


MT4RP4d6l^5j 


39.441 


20.491 


71.4*4" 


37.461 


1.805 


47.216 


18. 904 


44.644 


NT2RP4001760 


14.764 


11.531 


4.629 


15.113 


4.914 


5.657 


5.65D 


2.825 


HT2RM0oiy8y 


258. 392 


145. 623 


254. 342 


128.018 


104.482 


137.855 


226. 897 


211.755 


Nt2M>466179& 


54.444 


24.039 


47. sot 


23.049 


19.224 


20. 959 


£1.78$ 


26.314 


NT2M>406t795 


64.250 


59.518 


90. 887 


55.846 


29.460 


i 30. 950 


41.200 


4t.068 


WtJkP4flOl803 


30. 124 


17.002 


33.008 


12.028 


5.604 


; 11.542 


8.057 


8.711 




69.724 


47.736 


91.734 


21.767 


28. 977 


49. 346 


29.736 


15.069 




249.052 


50.599 


114.889 


32.414 


75.066 


114.744 


91.752 


13.588 


NT2RP40O1817 


46. 954 


36.438 


25.771 


14.621 


13.677 


59. 903 


27.216 


! 21.236 




17/. 317 


48.258 


102.447 


19.403 


35.452 


81.929 


51.381 


28. 953 


hT2M>40618H 


j 46. 502 


! 15.399 


18. 920 


5.780 


6.496 


10.465 


7.520 


6.128 






52.243 


54. 585 


30.666 


20.071 


35.276 


26.036 


26.461 


Mt2hl>46 01*28 


2S5.068 


110.898 


195.484 


63.750 


99.323 


140. 2*6 


144.652 


64. 747 


NTiftP4dbi8ls 


146. 462 


50. 159 


118.930 


24.890 


54.417 


49. 464 


24.447 


16.265 


NT2RP4001838 


1*4.164 


54. 298 


78.857 


23.853 


25.980 


67.32* 


$2,326 


17.783 


HT2RP46M41 


53.995 


81.544 


68. 608 


J4.556 


Si. 673 


36.401 


32.447 


39.023 
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10 



15 



20 



25 



30 



35 



40 
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T2RP4001S49 


127.297 


17.445 


38. 764 


4.795 


19.911 


39.260 


53.938 


8.385 


NT2RP4001861 


247. 889 


113.986 


162.565 


70.140 


77.706 


119.545 


74.993 


93.651 


NT2RP4001877 


101.731 


60.233 


139. 463 


63.735 


37.564 


43.408 


50.482 


50. 974 


NT2RP400J879 


52. 547 


46.318 


81.300 


25.097 


20.585 


42.533 


33. 249 


30. 964 


NT2RP4001889 


70. 569 


45. 627 


140.257 


26.365 


28.442 


18.192 


17.661 


25. 113 


NT2RP46fl1643 


25. 380 


22.592 


43.61? 


18.499 


15. IS* 


d.424 


8.376 


6.982 


NT2RM6A1H6 


J4.M1 


21051 


44.749" 


10. 547 


15.271 


19.037 


14.839 


13.968 


NT2RP4001898 


214. 122 


125.432 


418.651 


{J.I/1 


53.688 


119.010 


53.767 


70.070 


NT2RP4001901 


98. 678 


53. 976 


182. 276 


39.521 


42.438 


38. 087 


23.271 


32.169 


NT2RP40O191O 


37.857 


50.894 


99. 896 


25.518 


57. 751 


122.391 


71.018 


74.327 


NT2RP4001925 


63. 642 


29.438 


46.884 


25.210 


22. 129 


45.913 


35.236 


19.704 


NT2RP4001926 


21. 200 


13.827 


24. 573 


7.083 


11.581 


7. 544 


10.754 


9.806 


NT2RP4001927 


19.268 


17.900 


28.017 


9. 329 


12.222 


11.234 


14. 514 


7.786 


NT2RP4001931 


97. 433 


45. 715 


58. 255 


21.472 


23. 167 


20.695 


41.852 


23.242 


NT2RP4001933 


94. 894 


38. 536 


49. 116 


18.868 


30. 123 


17.978 


20.041 


20.718 


NT2RP4001938 i 


286. 138 


121.070 


279. 936 


37. 391 


35. 937 


120.491 


73. 356 


57. 647 


NT2RP4001 942 

11(111 "?W*» ■ w^fc 


65. 948 


38. 369 


38.848 


27.689 


31. 221 


62. 157 


95. 580 


29. 143 


NT2RP4Q01945 


41. 368 


18. 714 


27.898 


8. 014 


14. 644 


17.772 


15.860 


" If. 67? 


NT2RP4001946 j 


26. 736 


25.374 


44.253 


18. 892 


15. 137 


18.739 


15. 375 


19". 575 


NT 2 RP4 00 1947 


3.902 


6.862 


18.880 


3.327 


6. 771 


2.037 


3. 124 


8. 202 


MT2RP40O195O 


43.788 


52. 338 


61. 416 


20. 392 


18. 601 


15.837 


9. 943 


21. 246 


NT2RP4001953 


74. 594 


54. 521 


201. 576 


35. 155 


25. 200 


19. 900 


24. 690 


37. 538 


NT2RP4001966 


59. 559 


15.062 


48.054 


1 0. 833 


25.873 


32. 505 


27. 673 


16.883 


NT2RP40O1970 


250. 998 


97.493 


91.936 


22.958 


56. 420 


113.696 


71. "72-3 


47. 051 


NT2RP4001975 


66. 332 


42. 906 


96.575 


25.793 


35. 690 


65.632 


31. 289 


42. 704 


OT2RP400198B 


34. 1 15 


69. 980 


24.419 


10. 144 


8. 048 


24.865 


25. 619 


34. 649 


NT2RP4G01996 

Is 1 (.III IWy 1 J 


34. 292 


25. 552 


27. 656 


12 286 


17. 188 


25. 718 


14. 676 


10. 275 


MT7HP4OO?014 
n i £ nriuvcv i ^ 


96. 789 


141. 748 


123. 891 


28. §2f 


44. 195 


55. 818 


3S. 380 


37. 1 18 


NT2RP4OO20 18 


51.913 


24. 760 


41 . 235 


10.014 


19. 687 


23. 559 


18. 245 


34. 018 


N77RP4007035 


29. 954 


14. 435 


25.087 


12.863 


31. 601 


28. 21 1 


23. 642 


22 189 


NT?RP400?fl43 


22. 692 


22. 569 


32 601 


19. 499 


1 1. 381 


22. 102 


20. 695 


ti "533 


NT 7 RP 4007(148 


96. 899 


76. 1 32 


55.715 


18. 254 


26. 488 


53. 136 


30. 705 


25. 046" 


NT9DP4nfi?fl47 


19 73R 


4fi 847 


44 377 

«♦*». Oct 


32 773 


15. 068 


26. 152 


13. 936 


32. 144 


NT9PP4nfl9f159 


15 077 
19, 9( t 


18 1 Q7 


1Q 475 


1 1 638 


8 AfiQ 


13. 935 


10. 066 


12. 588 


MT9DP4flfl9nCfi 


115 QUI 


113 in? 

II*. out 




38. 787 


125. 176" 


1 13 563 


77. 593 


83. 524 


MT9DPAnh9rtC7 


OH. 009 


14 408 

0*1. *tUO 


60. 458 


1 7. 766 


7 1 946 


77 §91 


75. 176 


47. 433 


MT90P4Afl9f)Cfl 


' 91 £85 
£J. DOS 


1 8 QQ4 

1 0. 3 3H 


90 1 18 


10 874 


14 415 


1 1 785 

1 t . 1 O J 


Ifi 779 


Ifi 31? 


KIT9fiP4nn9AA4 


30 635 


I ) 4 397 


33 49Q 


16. 524 


16. 922 


12.258 


15. 014 


25. 572 




44 4S4 


3 1 989 


67 896 


26 934 


14 700 


35 364 


41 060 


22 140 


NT9RP4flfl?A75 


12. 341 


23 U7 


Jo. 062"" 


t "338" 


0 3o7 


112&6 


7.417 


9.609 


NT?RP400?6?8 ' 


29 846 
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44. 241 
37. 295" 


PLACE 10005 12 
PLACE 1000540 


23.066 
6. 354 


37. 311 
22.237 


52. 438 
6.827 


15.899 
9.533 


43.633 
6.338 


26.367 
17.392 
8.582 


39.546 
16.605" 
5. 690 " 


23. 454 
25. 441 

8. 570 


PLACE 1000541 


139.592 


95.85"! 


62.856 


44.350 


48.779 


102.808 


118.737 


63.454 


PLACE 1000546 


24. 434 


15. 843 


9.613 


13.003 


8. 921 


13.653 


2\.807 


14.697 


PLACE 1000547 


138. 587 


72. 254 


64.656 


57.672 


49. 694 


71.926 


84. 849 


56. 997 


PLACE 1000560 
PLACE 100056* " 


39. 727 
74. 380 


25. 726 
77. 13S 


-19.961 

" 3S.6di 


10.708 - 
44. 686 


14.907 

11 AAA 


22.472 

90 DCQ 


42.419 


29. 563 


PLACE 1000564 


45.712 


39. 050 


20. 165 


14.663 


19.526 


L 505 

22.6/b 


26. 773 
43. 140 


50. 026 
35.028 


PLACE 1000583 
Vi Af*cirHnhKo7 — 


122. 345 


132. 820 


73.526 


90.516 


75. 343 


62.557 


52. 925' 


95.075 


rLAUtl 00058 f ! 


99. 842 


63. 364 


42.075 


55.988 


38. 170 


35. 599 


30.062 


36.245 


rLAut luOObSo 
Dl A^ciAAAtbft — 


86. 166 


135. 917 


34.694 


41.374 


26. 506 


42.479 


60. 642 


72.805 


rLALfc 10U0590 


r 49.265 


55. 996 


23.832 


26. 469 


29. 318 


57.681 


25.673 


35.812 


rLAUfc 1000599 


79. 259 


72. 321 


37. 975 


49.054 


36.704 


32.501 


40. 446 


38. 539 


Pi kWihhhkhK — 
rLAUb 1 UUU0U3 


46. 938 


54. 18!» 


20. 654 


19.011 


15.275 


25. 549 


73.216 


37,742 


pi ire 1 ft Anfi 1 n 
pi irci AAhfc 1 i 


A t err 

45. 555 


31. 10Ji 


16. 017 


11.318 


13.984 


22.493 


36. 775 


27.839 


rLAUt 1UUUO 1 1 

pi ArEinnAA?£ 


01 one 
04. 805 


72. 237 


34. 984 


19.496 


31.956 


35.823 


73.743 


37.315 


"UIUC ■ UUUDcO 

f»UCElo6W33 - 


9 C AAA 

to. 444 

51.819 


20. 294 
72. 312 


26. 796 
34.517 


13. 307 
36. 919 


42.252 


20.623 


23.163 


24. 644 


PLACE1000636 


19.979 


28. 179 


10. 228 


15.590 


35. 957 
13.380 


£9. t CO 

12.707 


it. OU 1 

24. 141 


4U. 217 
13.996 


MjtCElMMtt 


19. 174 


29. 774 


9. 902 


11.497 


12. 647 


8. 885 


20. 791 


11.318 


PLACE1000656 


207. 889 


68. 3151 


57.763 


33.548 


59.611 


78. 748 


110.176 


49.086 


PLACE 1 006653 


27. 908 


22. 175 


79.442 


9. 906 


106.232 


14.462 


23. 389 


15.120 


PLACE 1000706 


283. 571 


94. 948 


'65.7S4 


40. 790 


70. 486 


112.748 


210. 569 


73. 830 


PLACE 10007 12 


61.631 


49. 744 


23.617 


15.665 


21. 17B 


14. §31 


57. 677 


39. 148 


PLACE 10007 16 


26.011 


26.336 


iS.Sii 


9.959 


11.091 


19.128 


22.664 


15. 949 


PLACE 1000740 


34. 490 


32.481 


19.323 


13.899 


13.528' 


23.824 


29. 403 


19.851 


PLACE 1000*48 " 


8.182 


18.70;! 


8.763 


10.496 


2.952 


8.739 


11. 227 


11.219 


PLA&E 1000749 " 


246. 155 


158.647 


101.055 


70.317 


70. 301 


173.879 


198. 491 


125.375 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



PLACE 1000751 


8.591 


28.632 


6.888 


6.628 


OSS 


7.678 


7.926 


11. 115 


PLACE 10D07 55 


22.080 


22. 789 


H.946 


14.166 


9. 125 


11.761 


' 20. 466 


i 14. 904 


PUCE 1 000 769 


16.024 


19. IIS 


IS. £04 


12.207 


5.547 


12.731 


21.034 


18. 074 


PLACE 1000778 


109. 940 


168.867 


46. 116 


36.217 


54. 57S" 


33.450 


40. 021 


61. 410 


PLACE 1000785 


54. 50? 


35. 59C 


19.231 


21.344 


11.939 


17.233 


19. 818 


So. 628 


PLACE I 000786 


63.401 


34.81E 


26.260 


25.783 


21.236 


33. 236 


29. 738 


24. 419 


PLACE J00O793 


48. 092 


49. 470 


31.204 


14.276 


17.894 


3i.4?0"" 


38. 082 


i\. 337 


PLACE 1000795 


38.178 


43.68* 


29.869 


21.674 


10.765 


21. 955 


41. 92 1 


41 CCil 
*♦ 1 . 03U 


PLACE 1000798 


31.236 


40.770 


22.606 


25. 191 


17. 921 


17. 856 


? 1 7A7 

C 1 . 1 OC 


£1.1 3o 


PLACE 10008 12 


24. 169 


23. 545) 


17. 121 


14.965 


8. 140 


1 1 7?R 

1 l . 1 CO 


~\i hhA 
1 0. U3*t 


OC CAfi 

C 3. Duo 


PLACE 1 000823 


81. 457 


78. 801 


40. 416 


'88. 702 


3 1 . 1 33 


00. D L 0 




44. o55 


PLACE 100082 5 


72. 220 


107. 71 Ji 


51 . 491 


134 34fi 

1 0 0*»U 


3 1 . 3 3D 


A7 

4/. 030 


CI ylvlO 

0 1 . 449 


ICC AA7 

13 3. 007 


PLACE 1000838 


44. 642 


81. 65!) 


£ 3. 3U*f 


1 3. mo 


1C CAO 

ID. OUo 


C9 OC 1 

ot. Sal 


£ 0 not 
3 9. 936 


33. 016 


PLACE 1000841 


19. 731 


9. 1621 


3 3?£ 


1 *t. tVJO 


7 Al 7 
/.Oil 


1 o n? 1 

1 9. U 1 0 


1 0 709 


10. 985 


PLACE 1000843 


23. 326 


27. 97(1 


1 9. 816 


10 74A 
1 U. § *r0 


If! Afi 1 
IU. *JU 1 


13. ill 


2 1 . 004 


17. 198 


PLACE1 000849 


171. 333 


S? <i3<l 


fi«» 353 


iO. ODl 


vM 9ft J 
44. £04 


O? 7 40 

93. 732 


1 18. 022 


, 61 . 526 


PLACE 1000856 


36. 302 


20. 267 


1 Q OTP 


I 1 . 03( 


1 c lico 
lo. oay 


18. 5 


24. 314 


14. 524 


PLACE 100086 3 


61. 947 


24. 729 


17 31A 


I U. 340 


jl. OjD 


AC A7 1 

4b. Ul I 


40. 695 


26. 491 


PLACE 1000876 


79. 589 


41 30.3 


3 1 803 


97 K»9 


JU. 300 


A\ t C 1 

41. 101 


58. 457 


35. 801 


PLACE 1000899 


36 028 


54 "514 


1 Q 9AA 
1 7. L UU 


\A c fi1 


91 ft 1 C 
£3. OID 


17 S A 1 
If. 1 91 


23. 052 


18. 916 


PLACE1 000907 


34. 468 


*8. 737 


45. 762 


53. 355 


30 . 300 


43. 93i 


OO QD7 

13. 9o7 


112. 516 


PLACE 1000 909 


\1, ted 


18. 289 


7 R53 


7 77fl 


A 1 AH 

1 4. IUU 


0 C41 
3. 041 


1 1 . 860 


5. 4U 


PLACE 10009 12 


72. 300 


41. 73ft 


79 R7 3 

£ 9. Of 0 


lO. 313 


d 1 . ou4 


JI7 DO O 

4| . BZ9 


47. 423 


31. 816 


PLACE 10009 1 4 


34. 274 


20. 77tf 


16 T70" 


A fill 

O. DO f 


T 9 1 IT 
it. 10/ 


"11 77 1 

13. / f 1 


20. 247 


22. 212 


PLACE 10009 18 


6. 646 


24. 95:1 


6 298" 

v. C90 


£ f . U 09 


c A7k" 
D. U f D 


fi AA 1 

0. 001 


14. 538 


7. 614 


PLACE lMl)Ji> 


28. 004 


62 27tf 


■ 1 . 317 




" 1C 7&St 
13. £00 


07 0/19 

£f . 303 


24. 639 


36. 302 


PLACE 1000931 


60. 0 1 3 


70.174 




<io. u»u 


11 Qfl1 
0 l . 303 


3 1 . 593 


35. 750 


38. 045 


PLACE 1000944 


15. 469 


20. 101) 


11 *9Q 


3. 303 


1 1 4A 1 
I 1. 301 


10. 496 


JO. 907 


13. 479 


PLACE 1000 948 
r uivt i uuu 


3? 1 1Q 


1 74 

1 / **. OO'* 


1 Q 147" 


II. DO 1 


O CC A 

0. oo4 


13. 716 


16. 344 


23.012 


PLACE 1000 9 58 


7A *>S9 


CO. 31 L 


tU. 0O0 


19 1 A 1 


1 C QD A 


17. 758 


18. 551 


16. 227 


PLACP 100097? 


ton q\a 

1 tU. 


Sc. D4J 


30. U9o 


49. 344 


42. 043 


64. 933 


66.648 


83. 48T" 




3. 1 DU 


L 0. Uf 1 


C no A 


7. 450 


7. 265 


6. 795 


7. 348 


13. 564 


PI APP 1000070 

rUWrC. 1 UUU9 f 9 


1C CIO 
JO. 9 I O 


Jo. Of c 


"it" oi>i 
31. 314 


43. 863 


34. 967 


34. 693 


38.01 1 


58. 54T" 


rUlUC 1 UUU9DO 


J3. 404 


92. Z4B 


1 f . 7b9 


9. 962 


10.922 


17.210 


20. 134 


11. 670 




JSC CA1 
03. 340 


cc ntn 

3D. U3U 


11 7 1 A 

33. 7 10 


26. 097 


53.247 


35. 833 


43. 907 


42. 264 


r t-nUC 1 UU 1 uuu 


1 C QC ft 


JO. lot 


11. 199 


1 5. 991 


10. 697 


10.336 


15. 117 


15. 657 


r LAI«C 1 UU 1 UU 1 


41. oar 


48. 683 


23. 082 


21. 556 


18.037 


24. 959 


24.887 


38. 857 


r LAvC 1 UU 1 U 1 U 


9Q /C ft 
£3. 40o 


07 Q A1 


2b. 3bu 


21. 964 


14. 359 


16. 726 


17.753 


18. 489 


pi ire irtftirt i"S ' 

rLAvc IUU IU 19 


on oa 
£U\ 34U 


OA C >• 9 

3u. 643 


16. 3o7 


20. 21 1 


7. 569 


13. 946 


8. 904 


23. 581 


pi irp i on i n lis 


77 7 J17 


CO JJ 1 

Ot . 44 1 


19. oDZ 


4 A OOO 

30. 262 


22. 094 


36. 963 


57. 898 


62. 858 


PLACFIOfllfl?? 


33. 101 


30 "A? 7 

OU. OC? 


1 Q Iftl 
1 3. 30 J 


t 1 IDA 

1 1. fUU 


14. o/Z 


22. 1 56 


23. 755 


20. 499 


PLACE 100 1074 


Afi 974 


77 491 


9l» fcC9 


1 c. Uo/ 


IO 1 7 1 
13. Ill 


38. 266 


41. 922 


20. 735 


PLACF1 001036 

I LnvL 1 UU IVw V 


RO fi.4? 

DU. Bit 


ice n?7 

IDS- Utt 


f\A QUI 
0*1. 300 


40. Do 1 


CT 7*7 

of. /4/ 


121. 474 


Ann a a n 

402. 289 


252. 956 


PLACE 1 001038 


452. 345 


1 39, 325 


SO 101 

03. IU 1 


^7 "^79 
Of. J / L 


04. 33Z 


100 c cc 


1 19. 479 


107. 665 


PLACE 100 1048 


49. 948 


49. 581 


1 6. 660 


1 4 <\Q9 
1 4. 3j£ 


1 n RA7 
1 U. DO f 


7 A HA A 

dA. o44 


OC 0 DA 

3b. 009 


36. 435 


PLACE 100 10 54 


1 34. 306 


67. 365 


6 1 . 474 


jo. 033 


03. jc U 


CO QAA 
03. 34*1 


111 C7A 

111. 370 


67. 974 


PLACE1001062 


74. 1 58 


68. 783 


52. 589 


64. 589 


4Q 1 
*I3. 3*t 1 


Ai R 1 fi 
4 1. O 1 0 


3 1 . 497 


C A C Oit ' 

54. DBS 


PLACEI00I063 


10. 880 


13. 653 


8. 862 


9 ACQ 


R 497 


c c i'nT" 

0. 3 1 U 


0 A 1 A 

0. Ul U 


9. 447 


PLACE 1001076 


14. 575 


15.670 


12. 223 


5. 950 


12 881 


3. 3 1 U 


1 C OA4 

13. £U4 


1 9 nc7 
M. uo7 


PLACttOOlOSI 


12. 530 


13.285 


6. 314 


5 016 




1Q 477 

13. •* 4 C 


3 1 441 


in Ate 

IU. 4£D 


PLACE1 001088 


25. 759 


16. 33 2 


10. 81 1 


9.362 


1 1 - OtO 


1 ?A7 
13. c Ul 


99 ICQ 


I A 9 1 A 

14. 1 10 


PLACE 100 1092 


15. 438 


44. 121 


18. 940 


15. 854 


15. 358 


18. 646 


07 71H 
C 9 . 1 ID 


9C nnc 

CD. UUb 


PLAtE1u01u9o 


51.863 


74. 664 


44,477 


36.802 


35.002 


36. 534 


40. 789 


44. 072 


PLACE1001100 


69. 984 


61. 458 


42.513 


37.432 


21. 199 


38.215 


39. 752 


36.621 


PLACE 1 00 U 04 


37.879 


43.5*9 


22.459 


19.257 


15.200 


22. 158 


23.976 


24, 947 


f>UtElW)ll14 


50. 995 


43. t::9 


28. 583 


41.340 


23. 689 




24.583 


26. 508 


PLACE1001118 


55.858 


39, 5:i6 


56.416 


29. 284 


13.566 


35.583 


35.042 


6). 564 


PLACE1001123 


30.236 


32.61)2 


12.932 


16.066 


9.901 


19.213 


Jo. tub 


28. 778 


PLACE1001136 


127. 205 




47.874 


46.520 


45.126 


54.639 


67.043 


60. 071 


PLACE 100 1144 


59. 577 


74.773 


33.377 


21.823 


38.443 


32.412 


40. 190 


39.315 


PLACE 100 1147 


59.813 


42.81)9 


27.085 


20.092 


30.181 


39. 398 


45. 339 


34. 463 


PLACE1001148 


37.059 


29.31)8 


18. 220 


13.240 


14.014 


19.609 


42. 976 


28.919 


PLACE 100 11 59 


23. 780 


18.7151 


10.274 


9.929 


12.302 


17.285 


19.282 


17.753 


PLACE 100 1168 


26.768 


24.3 23 


12.289 


8.468 


6.558 


14.^1 


22. 158 


20. 921 
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PLACE 1G01 ill 


n 7 r nQ 1 

St . qU9 


26. 312 


19. 416 


a too 

9. 788 


1 t £ if 

1 1. 645 


20. 994 


34. 674 


26. 387 


PLACE1001 183 


48. 472 


34. 255 


16.988 


12.402 


1 3. 998 


24. 043 


41.590 


34.738 


PLACE 1001 185 


98. 1 56 


72. 026 


33. 520 


17.455 


34. 874 


41.246 


78.451 


45.433 


'LACEiOO 1 201 


20. 710 


A H AAA 

28. 202 


14. 832 


19. 137 


16. 1 56 


1 1 . 504 


21.093 


18.878 


PLACE1001229 


33. 202 


50.727 


25.432 


24.039 


19.810 


29.842 


30.368 


33.000 


PLACE1001231 


28. 893 


32.022 


21.470 


16.244 


15. 489 


23.482 


30.611 


22. 184 


PLACE1001238 


67.072 


60. 114 


37.423 


43. 278 


30. 120 


34.706 


41.011 


38.313 


PLACE1001241 


21.610 


25. 407 


7.984 


17.578 


8. 443 


14.781 


31.035 


14.575 


PLACE1001242 


45. 592 


69.441 


28.266 


26.878 


24.774 


29. 386 


68.093 


55.636 


PLACE1001247 


14.525 


18.387 


7.185 


6.906 


8. 128 


9.488 


6.808 


15.989 


PLACE10G1250 


49. 114 


30. 049 


15.521 


12.388 


20. 092 


23.448 


40.190 


18.900 


PLACE1001257 


62.294 


83.027 


38.705 


44. 550 


45. 672 


38.236 


37.267 


51.354 


PUCE1001272 


63.255 


35.776 


22.716 


18. 567 


23. 479 


28.934 


54.496 


33.742 


PUCE1001279 


20.477 


21.478 


8.935 


8.448 


12.817 


12.013 


16.223 


11. 151 


PLACE1001280 


68.512 


56.354 


46.699 


32.609 


50. 557 


37.478 


30.514 


34. 496 


PLACE1001294 


16.622 


36.699 


12.414 


23.498 


22. 103 


14.441 


14. 208 


23. 363 


PLACE1001295 


158.866 


63.791 


43.310 


26.850 


56.659 


72.706 


110.093 


39.852 


PLACE1001300 


64. 491 


33. 466 


14.714 


9.167 


18. 136 


13.210 


28. 528 


23. 798 


PLACE10D1304 


70. 999 


60. 035 


54.352 


72.569 


49. 765 


40.745 


55.843 


97.914 


PLACE10Q1311 


77.711 


67.514 


37.479 


36.657 


50. 824 


35. 191 


38.273 


47.028 


PLACE 100 1323 


85. 671 


92. 960 


47.002 


40. 309 


44.877 


41.038 


46.456 


45.578 


PLACE 1001 325 


63. 854 


83.048 


40.238 


34.763 


38. 177 


31.146 


35.745 


54.898 


PLACE10O134O 


50.316 


43. idi 


32. 357 


18.188 


41.779 


27.080 


44.703 


34.275 


PLACE 1001344 


21.096 


20. 141 


12.901 


11.211 


11.242 


13.229 


17.699 


15.374 


PLA«l(MJlJ51 


21.665 


30. 334 


17. 172 


16.561 


21.087 


13.674 


23. 521 


25.699 


PLACEib6iS*6 


51. 121 


41.493 


20.763 


22.794 


22. 644 


20.945 


39.456 


30.512 


PLACE1001377 


17.643 


7.950 


8. 199 


6.636 


10.878 


8.266 


14.816 


8.211 


PLAdtiOOmi 


19.371 


31.320 


12. 152 


16.238 


10.327 


18.369 


19.779 


20. 881 


f>LaC£i66iJ44 


12.523 


28. 763 


17.012 


8.145 


10.197 


11 . 093 


21.749 


13.042 


PLAteioflwy 


74.695 


38.816 


24. 696 


18.993 


17.636 


44. 878 


42.628 


24. 984 


PLACE 100 1395 


16.685 


20. 986 


21.294 


11.232 


11.885 


13.388 


11.5*7 


i7. m 


PUCE10O1399 I 


225. 500 


168.857 


120.411 


105.668 


74.590 


106.559 


109.855 


113.693 


PUCE10O1401 ] 


y. ids 


2*. 27* 


5.SS4 


8.709 


5.336 


6.428 


17.374 


13.590 


PLACE 100 1407 


36.871 


35. 435 


20. 290 


26.813 


14.205 


17.551 


44.441 


18. 269 


PLACE10O1412 


37.695 


27. 537 


14.076 


15. 165 


12.728 


15.789 


38. 368 


22. 732 


PUCE10O1414 


217.145 


130. 533 


105. 385 


81.994 


74.062 


11 5. 387 


103.177 


72. 729 


PLACE1001416 


35. 223 


39. 103 


34.029 


25.498 


14.222 


24.743 


21.597 


25.005 


PLACE10014J3 


145.429 


164.813 


104. itk 


153. 159 


55. 364 


82.221 


118. 995 


143. 644 


PLACE 100 1440 


58. 228 


39.255 


26.807 


18.655 


18.643 


29.783 


43.995 


27. 882 


PLACE1 001456 


45. 774 


64.065 


o*.S4S 


47.J64 


46.872 


43.771 


53.047 


50. 036 


PU«100i464 


14.904 


12.569 


i 12.016 


7.606 


7.643 


10.634 


21.002 


14. 923 


PLACE1001468 


12.628 


13.185 


11.183 


8.049 


10.407 


10.393 


17.688 


12.134 


PLACEl601444 


111.986 


88. 704 


61.951 


103.045 


57. 131 


47. 838 


72.549 


64.633 


PLACE1OO1500 


112.534 


66.487 


40. 149 


29. 1^5 


31.131 


66. 175 


52.403 


47.197 


PLACE I 00 1502 


111.530 


51. 123 


42. 187 


21.773 


27.041 


52.421 


55.175 


32.016 


PLACE10O1503 


104. 144 


79.570 


47.845 


42.970 


37.990 


50.672 


57. 729 


52.788 


PLACE 1 00 1505 


20.479 


27.535 


13.492 


15.526 


12.841 


22.000 


19.770 


21.944 


PLACE1001513 


30.859 


24. 448 


21.001 


14.991 


10. 141 


18.450 


24. 882 


26.311 


PLACE10015I6 


133.217 


dd.7n 


99.042 


5&.87S 


78.0S4 


73.719 


71.012 


63.994 


PLACE10O1517 


69. 164 


42.110 


28.024 


23.097 


19.564 


24. 584 


i 39. 431 


31.706 


PLACE1001523 


44. 322 


26.222 


15.440 


33.292 


16.685 


26. 064 


28. 195 


35. 152 


PLACE1001526 


12.214 


48. 804 


32. 938 


18.497 


27.271 


29. 631 


19. 107 


33.278 


PLACE1001534 


14.278 


14.916 


17.792 


13.675 


17.033 


22. 739 


18.831 


18.893 


PLACE1001536 


25. 937 


21.827 


14. 716 


13. 316 


8.319 


14. 594 


19.891 


10.823 


PLACE1001545 


81. 173 


118.411 


60.729" 


57.604 


60.102 


i 55.719 


62. 273 


73.495 


PLACE1001551 


29. 258 


24.05* 


15.777 


17.582 


14.381 


14. 773 


23.849 


25. 399 


PUCE1001564 


12.683 


21.942' 


10.266 


7.274 


6.981 


12.704 


27.7B1 


11.258 


PLACE 1001 570 


10. 554 


41. 593 


5.601 


19. 923 


9.421 


18.406 


16.691 


18. 288 


PUCE10C1571 


127. 122 


86. 6011 


38.342 


58.413 


34.598 


53. 965 


! 49.662 


34.301 


PUCE1001595 


116.778 


2 1 3. 788 


| 32.313 


32. 498 


i 34.618 


50. 204 


I 34.174 


37.047 


PUCE1001602 


23.415 


| 17.913 


9. 921 


1 1 . 848 


9.736 


11.310 


8.437 


| 13.830 


PLACE 100 160 3 


49. 55S 


59. 889 


39.368 


29.795 


29.63*5" 


28.595 


39. 306 


37.052 


PLACE 1001 608 


26.740 


49.685 


21.856 


26.287 


32.997 


19.418 


12.572 


39.795 


PLACEI001610 


103.785 


116.714 


78.094 


80.451 


74.242 


57.490 


65. 946 


70.900 
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PLACE1001611 


58. 972 


40.610 


21. 168 


17. 897 


20.458 


26.980 


37.282 


29.415 


PLACE 100 1 62 9 


23.692 


21. 349 


10. 779 


11.703 


9.554 


17.389 


16.943 


17. 712 


PLACE 100 1832 


56. 162 


39. 917 


28. 058 


32. 960 


30. 608 


36. 189 


37.819 


&.m 


PLACE 100 1634 


18.018 


22.871 


12,492 


5.629 


10. 744 


11.917 


13.604 


13.552 


PLACE 100 16 37 


61.890 


34. 286 


23. 149 


18.271 


16.901 


31. 188 


43.749 


17.679 


PLACE 100 1640 


80.631 


63. 007 


32.766 


49.291 


29.961 


30.898 


42.648 


42.726 


PLACE1001655 


29. 386 


40. 949 


10.818 


14. 407 


12. 505 


8. 704 


14.876 


16.268 


PLACE 100 1672 


34.615 


40. 370 


24.145 


16.896 


19. 193 


20. 408 


30.495 


28.727 


PLACE100I676 


10.323 


5.349 


4. 889 


7. 928 


5.142 


5. 752 


4,884 


4. 020 


PLACE1001683 


99.245 


101.853 


51.020 


46. 928 


31.257 


45.917 


57.578 


7U55 


PLACE100I691 


55. 651 


48. 826 


32.495 


70. 656 


37.287 


27.851 


24. 285 


45.922 


PLACET 001 692 


50. 688 


45.778 


29. 336 


31.7&1 


20.230 


23.603 


23. 387 


30.475 


PLACE1001705 


54.991 


45.920 


32.949 


30. 739 


23.884 


24.736 


21.290 


26. 568 


t>ucfcioomi 


19.961 


39. 584 


17.983 


14. 122 


11.592 


15.645 


26.052 


30. 073 


PLACE10OI72& " 


45.804 


36.576 


23. 3^7 


13. 159 


14. 367 


26.395 


38.2)6 


23. 892 


PLACE1001726 


25. 294 


12.023 


10.018 


4. 500 


6.969 


13.369 


17.313 


10.651 


K>LAtE106l724 


54.474 


30.538 


23.378 


14.206 


12.538 


34.643 


36.119 


24. 025 


PLACE1001739 


72. 181 


46. 505 


32.326 


17.618 


26.451 


46. 354 


5>.2ll 


33. 755 


PLACE1001740 


44.321 


37. 300 


20. 706 


23.395 


18.627 


20. 2/7 


22.849 


29. 188 


PLACE1001745 


88.492 


59.243 


42.077 


24.655 


33. S T 1 


52.589 


78. 1^4 


41. 999 


PLACE106l>46 


34.637 


45. 251 


39.371 


25. 196 


29. 098 


20. 925 


24.039 


30. 103 


PLACE 100 1748 


66.976 


42.569 


32.885 


20. 301 


21.057 


36.582 


50.459 


30.910 


PLAtEia017*3 


49. 985 


45. 870 


23. 560" 


22. 075 


3.690 


25.936 


41.52$ 


38.920 




58.884 


n.m ■ 


32.148 


72.106 


23.706 


32. 912 


52.816 


82. 360 


PLACE1001761 


80. 396 


70. 047 


114.350 


98. 694 


126.278 


■ is. m 


66. 182 


1 12. 998 


PLACE1001767 


101.474 


95. 1751 


45.516 


33. 144 


52. 766 


54. 932 


101.273 


76.611 


PLACE1001771 


19.712 


26. 759 


20. 057 


12.622 


18. 385 


IS. 780 


19.680 


23. 194 


PUCE10&1775 


4.588 


40. 521 


5.311 


" 6. 556 


7. 390 


9. 035 


9. 683 


17.408 


PLACE 1001 777 


61.261 


31. 31 i 


29.820 


13. 022 


17. 640 


32. 541 


34. 897 


21. 794 


PLACE1001781 


16. S2S 


17.88*1 


7. 311 


9.028 


3.652 


9.892 


13 994 


12. 461 


PLACE 100 1783 


82. 003 


24.96? 


30. 707 


19. 043 


■ u:w 


58. 137 




19. 485 


PLACE1001786 


24. 406 


20. 57;! 


9. 992 


12. 368 


9. 648 


1 2 063 


27 946" 

CI. JIB 


77 791 


PLACE 1 00 1788 


39. 981 


29.41!) 


23. 164 


10.091 


15 084 


"SO 627 


■ J051T 


3fi HSR 

JO. 330 


PLACE1001795 


36. 820 


39.611) 


20.098 


14. 057 


15.4}3 


21. 056 


i2 809 




PLACE1001799 


128. 712 


38. 5 Hi 


26.836 


13.466 


28. 718 


51 . 074 


76. 434 


JO. qut 


PUCE100I810 


14.418 




10. 361 


10. 109 


9. 092 


9. 695 


10. 81 3 


in cat ' 


PLACE1001817 


30.913 


22.601 


33. 584 


11.211 


34.814 


51. 48 1 


19. 140 


20. 248 


PUCE1001821 


44. 377 


41. 51 IS 


23.006 


22. 091 


25.640 


19. 095 


24. ^50 


27. oiT~ 


PUCE 100 1836 


51.521 


27. 


20. 807 


7.935 


23.084 


27. 957 


36. 704 


21. 625 


PLACE 1001 844 


29.459 


29. 744 


2U870 


21.220 


18.464 


14. 961 


23. 954 


18. 459 


PLACE1001845 


33. 946 


36.421 


18.233 


14. 133 


k 19.354 


20.298 


32.062 


33 894 


PLACE1001858 


36. 762 


28.55(3 


lS.3« 


27.399 


L 23.094 


20. 179 


32.496 


27:946 " 


PLACE1001869 


41.811 


23.631 


15.671 


13.297 


14.417 


29.644 


49.283 


21.491 


PLACE1001890 


21.015 


19.215 


7.813 


9. 785 


8.947 


7.055 


22. 588 


20. 287 


PLACE 100 1897 


41. 587 


43. 503 


18.263 


17. 788 


18.625 


34. 484 


37. 521 


38. 175 


PLACE1001902 


33. 879 


86.444 


25. 521 


77. 375 


23.800 


40. 850 


29.474 


82. 496 




42. 359 


28.323 


18.415 


13.316 


15. 185 


24. 027 


48.664 


25. 843 


PUCE1001907 


99. 999 


94. 157 


52.221 


U.oi\ 


60.482 


55.231 


*7.790 


65. 770 


PLACE1001910 


76. 138 


126. 370 


33.663 


25.331 


33. 103 


39. 045 


66.245 


J?. 978 


PLACE1001912 


72.652 


96.989 


43.604 


44.098 


51.566 


44. 297 


53.061 


61.896 


PLACEI001918 


59. 029 


60. 982 


33. 789 


30. 466 


29. 328 


46. 949 


78.822 


51.365 


PLACE1001S20 


9. 437 


24.354 


8.429 


22.027 


10.009 


15.594 


8.844 


29.435 




20. 462 


35.914 


14.995 


17.670 


10.114 


16.420 


22.437 


22.lT/5 


PLACE1001930 


16. 268 


28. 124 


18. 470 


13. 279 


15. 554 


13.919 


22.090 


19.274 


PUCE1001949 


23.630 


22. 587 


13.269 


10.049 


11.377 


14. 909 


26. S3? 


9. 643 


PLACE1001959 


40.952 


30. 344 


15.913 


13.328 


24.661 


21.0)5 


37.170 


18. 763 


PLACE1001969 


12.458 


20. 205 


14.372' 


15.468 


10.543 


9.561 


13.870 


16.621 


PLACE1001974 


21.533 


45. 767 


37.839 


18. 194 


36.382 


18. 154 


19. 101 


21.180 


PUCE1001981 


37. 122 


27. 3dO 


20.961 


8. 701 


16.875 


15.523" 


25.093 


21.729 


PLACE 1001 983 


84. 898 


45.469 


30.920 


16.864 


17.046 


4\.287 


52.042 


28.458 


PUCE1001989 


47. 501 


59. 400 


30. 952 


30. 644 


23.3S& 


33. 328 


33.521 


32. 148 


PLACE1002004 


96. 924 


138.468 


70.255 


74.069 


44.965 


61.641 


60. 598 


60. 144 


PLACE 1002008 


67.6*5 


101.031 


63. 838 


57. 207 


53.740 


50. 343 


63.192 


74.655 


PLACE1002015 


48.810 


48.095 


25.042 


26.422 


28.835 


36.724 


35.174 


29.389 
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PLACE 1002044 


15. 432 


19. 617 


12. 298 


7. 674 


10. 740 


14.882 


16.986 


23. 255 


'LACE 1002046 


35. 129 


24. 586 


16. 894 


16. 958 


15. 796 


25. 488 


45. 998 


25. 557 


PLACE 1002052 


13.131 


11. 184 


10. 040 


6.082 


7. 542 


10. 153 


10.668 


10. 35S 


PLACE1 002066 


77. 695 


109. 726 


92.490 


79.876 


58. 443 


57.230 


64.889 


69.207 


PLACE 1002072 


97. 971 


90. 711 


48. 605 


48.732 


39.945 


44. 244 


40. 362 


47. 906 


PLACE 1002073 


48. 101 


39. 394 


30. 681 


27. 085 


15.219 


30.451 


35. 202 


22.863 


PLACE 1002080 


147. 011 


90. 983; 


77. 089 


67. 438 


53.419 


83.047 


71. 583 


70.087 


PLACE1002081 


6. 752 


13. 958; 


11.761 


8.303 


6. 211 


11. 142 


11.382 


B.460 


PLACE 1002090 


19.854 


27. 734 


20.058 


14.085 


36.381 


18.780 


21.857 


42.680 


PLACE1002095 


60. 336 


45. 829 


29. 642 


33. 247 


26.663 


24.615 


34.539 


41.411 


PUCE1002102 


164.050 


58. 094 


40.254 


32.448 


30. 279 


73. 576 


158.991 


75.372 


PLACE 1002 109 


45. 221 


57. 996 


53.572 


43.855 


36.839 


41.641 


47. 534 


53. 651 


PUCE1002115 


9.512 


11.9541 


8.778 


7.248 


4.013 


7.023 


5.912 


6. 29"5 ' 


PLACE1002119 


36.430 


58. 455 


53.047 


27. 115 


4i 70$ 


26.^4 


23. 542 


33. 029 


PLACE 1002 140 


48. 179 


44. 0U! 


31.256 


17.883 


20. 743 


30. 803 


35. 802 


31.498 


PLACE 1002 150 


14.549 


14.324 


13.952 


8.635 


12.089 


7.434 


7. 940 


13.111 


PLACE 1002 153 


99.975 


52.99*1 


35. 156 


18.899 


19. 864 


36.034 


40.428 


32.754 


PLACE 1002 157 


55.938 


35.8151 


25.050 


31.682 


30. 081 


23. 109 


34.931 


28.217 


PLACE 1002 163 


57,219 


47. 664 


11449 


22.757 


26. 545 


33.066 


43. 744 


29. 963 


PLACE1002168 


30.977 


46. 777 


30.115 


44.322 


21.088 


30.717 


33.746 


25.283 


PLACE1002170 


68.838 


22. 754 


23. 239 


11.296 


13.008 


21.765 


31.640 


17.540 


PLACE 1002171 


23.819 


23. I2li 


16.254 


25. 334 


9. 191 


13.358 


14.604 


12.880 


PLACE 1002 180 


18.621 


18.5121 


11.924 


11.799 


15.091 


9. 384 


14.450 


16.442 


PLACE 1002 184 


11.237 


16.438 


6.314 


6.973 


5.890 


7.372 


15.552 


5. 123 


PLACE1002200 


41.279 


32. 645 


19.848 


12. 160 


14.612 


26.495 


24. 978 


18.652 


PLACE1 002205 


8.060 


8.83:1 


8.840 


5.678 


9. 502 


7.453 


5.919 


6.027 


PLACE1002213 


132.823 


94.63 1 


54.268 


62. 752 


37. 757 


66.436 


72. 589 


61.367 


PLACE1002219 


28.945 


25. 80JJ 


12.888 


18.583 


11. 494 


15. 961 


15.553 


12.>57 


PLACE 1002227 


82.051 


55. 700 


42.058 


32.436 


34.199 


39. 449 


33. 444 


40. 762 


PLACE1002253 


58.857 


21.58!) 


23.552 


8.315 


9.457 


21.335 


22.438 


14.348 


PLACE 1002256 


11.668 


27.097 


12.608 


15. 320 


10.327 


9. 326 


7.247 


18.657 


t>LACE100225» 


12.944 


16.713 


14.115 


16.119 


13. 177 


10.814 


8. 343 


7.436 


PLACE1 002285 


12.935 


14. 10/ 


10.661 


5.670 


8.397 


8.906 


13.661 


8.898 


PLACE10D2301 


40. 882 


61.871 


38.880 


19. 138 


39. 970 


34. 344 


28. 064 


32.685 


PUCE1002310 


16. 971 


21.005 


23.836 


10.651 


24.965 


17.853 


17.328 


20.350 


PLACE1002311 


32.060 


30. 94* 


17. 177 


14.219 


10. 905 


20. 580 


2C.767 


19. 139 


PLACEl0di31& 


21.289 


17. 105 


17.384 


12.607 


9.95* 


15.052 


12.933 


13.930 


PLACE 1002329 


41.607 


28. 97D 


16.7S> 


13.513 


9.723 


19.282 


28. 768 


18.428 




10.23* 


17.705 


5. 802 


S.25S 


5. 108 


1.M 


11. Mb 


8. 546 




4S.414 


46.073 


26. 20) 


18.031 


i 31.808 


2^. lid 


U.tti 






38. 774 


31.024 


21.839 


S.918 


(3.209 


21.177 


28.826 


23.746 


PLACE1002355 


37. 547 


27.979 


16.049 


8.792 


11.795 


19. 972 


18.057 


19.576 


PLACE1002358 


48. 964 


52.954 


25.597 


17.560 


25. 248 


26.685 


39.078 


44.650 


PLACE1002359 


70. 702 


60.072 


41.768 


24.857 


27.424 


38.617 


51.234 


48. 247 


PLACE 1002374 


119.415 


70. 407 


40.003 


52. 366 


27. 254 


71.202 


86.975 


59. 999 


PLACE 1002376 


76.607 


80.189 


66.224 


38. 374 


30.440 


43.752 


57.781 


47.015 


PLACE 1002379 


46. 960 


37. 677 


24.324 


15.686 


8.747 


27.687 


38.031 


38. 157 


PLACE1002386 


34. 135 


56.039 


21.956 


15.130 


13.263 


40.392 


20. 988 


18. 948 


PLACE1002395 


50. 771 


34. 342 


21.705 


12.792 


17.447 


30.904 


41.999 


26.921 


PUCE1002399 


26. 369 


26. 554 


11.941 


11.546 


j 12.821 


16.487 


21.773 


21. 163 


PUCE1002407 


24. 383 


13.800 


14.460 


6.932 


I 17.857 


10.390 


8. 160 


9.349 


PLACE) 002433 


48. 909 


60. 537 


30.096 


33. 352 


22. 856 


24. 152 


49.419 


48. 535 


PLACE1 002437 


41.702 


30. 287 


21.358 


10.88$ 


8.866 


22.078 


29. 556 


17. 959 


PLACE 1002438 


13. 555 


11. 187 


8. 617 


6.781 


2. 684 


9. 005 


7. 945 


7.696 


PLACE 1002446 


21.605 


27.628 


11.792 


11.569 


10.494 


11.830 


17.464 


16.893 


PUCE 1002447 


35. 206 


16.567 


12.839 


7.714 


16.646 


21.325 


23. 151 


14. 505 


PLACE1002450 


7.279 


19.248 


9. 887 


11.951 


10. 923 


5.788 


16.070 


16.557 


PLACE 100246 2 


28. 126 


22.0£4 


9.073 


8.084 


9. 639 


12. 889 


28.071 


18.658 


PUCE1002465 


50.708 


38.859 


28. 583 


22.053 


22.627 


24. 578 


37.561 


35.602 


PLACE 1002474 


42.838 


48.831 


28.190 


20.034 


25. 208 


37.936 


! 39. 355 


29. 560 


PLACE1002477 


68.476 


88.049 


i 43.373 


49. 594 


26. 828 


30.662 


33.024 


45.912 


PLACE1002493 


20. 932 


15.4115 


14.743 


9. 609 


5.982 


13. 112 


18.554 


13.289 


PLACE 1002497 


62.857 


26.623 


15.819 


9.997 


10. 197 


19.095 


23.320 


14.788 


PLACE1002499 


25.484 


35.975 


17.658 


12. 207 


20.785 


19. 603 


1 26.553 


24.711 
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PUCE1O0250O 


61.430 


52. 592 


20. 851 


20. 792 


20. 608 


26. 596 


35. 637 


25. COO 


PUCE10Q2514 


57. 950 


34.821 


25. 761 


14.063 


20.170 


29.748 


38. 465 


28.873 


PUCE1002518 


33. 229 


41.213 


15. 047 


27.600 


25.421 


15. 108 


39.619 


19.093 


PLACE 1002529 


20. 589 


1 7. 020 


8. 550 


4.795 


6.064 


5.232 


8. 483 


8.689 


PLACE1002532 


228. 966 


81. 188 


71.766 


41.993 


49. 408 


124.500 


121. 100 


70.493 


PUCE1O02536 


54. 940 


104.532 


50. 236 


37.932 


32.704 


37.719 


49. 674 


44.065 


PLACE 1002537 


50.443 


35. 983 


26. 347 


14. 124 


16. 394 


28. 846 


22. 586 


18.551 


PLACE1O02539 


43.269 


40. 064 


22.458 


15.887 


20.345 


19.917 


47. 789 


34.032 


PLACE1002547 


56.046 


40. 874 


34.045 


20. 245 


32.445 


28.657 


42. 402 


32.824 


PLACE 1002 571 i 


22.915 


18.9UI 


20.884 


11.040 


19.304 


18.369 


20.827 


18.977 


PLACE1002578 


110, 554 


134. m 


53.782 


65.675 


56. 576 


47.716 


58.650 


75. 950 


PLACEI002583 


10,726 


15.812; 


12.765 


12.655 


12. 171 


11.770 


8.242 


11.466 


PUCE 1002591 


30. 958 


26. 809 


17.781 


9.878 


19.750 


16.773 


24.345 


16.337 


PLACE 1002598 


14,446 


16.092 


4.386 


12.890 


11.213 


8. 112 


5. 827 


10.365 


PUCE 1002604 


31.921 


44. 779 


19.490 


23. 538 


18.247 


" 17.300 


19.554 


24. 344 


PLACE 10028 12 


55. 401 


62.901 


26. 650 


24. 921 


30.069 


38.235 


60. 295 


44.841 


PLACE100262S 


23,240 


23.910 


6. 945 


6.719 


8. 340 


13.804 


18.338 


12.847 


PLACE 1002638 


47. 938 


43. 76* 


20. 041 


12. 130 


17.684 


"3S.619 


JMAS 


30J57 


PLACE1 002655 j 


99. 112 


95.019 


46. 543 


45.871 


43.662 


48.343 


74.802 


60. 920 


PLACE1O02^65 


56.436 


48, 910 


34. 541 


41.310 


34. 12! 


40.016 


45.653 


42.518 


PLaCE1602«5 


125. 131 


56. 3t4 


32. 422 


13.563 


38. 268 


66. 967 


86.419 


50.297 


PLACE1O02692 


13*. 787 


228. 54*1 


52. 995 


46.294 


48.882 


52.021 


80. 560 


61. 182 


PLA«1602714 


44.319 


53.609 


23.573 


28. 125 


20.794 


16.095 


44. 240 


36.632 


PLACE 1002721 


48. 707 


45.968 


24. 879 


33.949 


24. 596 


24.407 


47.991 


34.094 


PLACE1002722 


51.611 


20. 165 


11.297 


10. 959 


22.220 


21.294 


29. 351 


14.502 


PLACE1002726 


125.645 


66. 983 


41.963 


24.383 


43. 0>7 


52. 449 


71.534 


49. 750 


PLACE1002756 


76. 684 


90. 401 


34. 602 


33.347 


35.450 


32.003 


38.065 


37. 112 


PLACE1 002768 


37. 065 


34. 69!i 


22.471 


18.473 


10. 495 


27. 644 


30. 569 


9.686 


PLACE1002772 


19.381 


21.230 


12. 133 


12. 530 


9.455 


11.715 


18.808 


10.755 


PLACE1002775 


215.958 


171.561 


119.480 


99. 390 


61.339 


134.546 


191.663 


118.361 


PLACE 1002780 


176. 781 


287. I9i> 


23.632 


43.077 


19. 593 


82.890 


72. 700 


18.752 


PLACE 1002782 


27.818 


23. 2215 


15.927 


9.468 


12.050 


16.476 


22. 237 


15.411 


PLACE 1002794 


34.691 


31.56* 


16.222 


15.221 


6.616 


19.358 


32. 122 


23.951 


PLACE1002795 


34.772 


50. 23t> 


36.000 


40.363 


13.011 


24.050 


29. 340 


37. 202 


PLACE 10028)1 


40. 778 


28.219 


23.615 


10. 194 


9.406 


18.249 


26. 914 


13.705 


PLACE 10028 15 


32. 688 


2 7 - 1 1 15 


17.000 


9. 929 


13.556 


19. 57$ 


20.271 


16.079 


PLACE 10028 16 


121. 530 


77. 053 


58.292 


56. 734 


32. 151 


78.899 


64. 752 


42. 913 


PLACE 1002822 


35. 773 


43.718 


34.305 


25.631 


11.831 


23.639 


48.755 


30. 733 


PLACE 1002833 


24. 398 


36. 649 


16,262 


14. 271 


19. 041 


21.708 


\B.S04 


12.550 


PLACE10O2834 


20. 377 


29.028 ( 18.884 


38.505 


26. 786 


19.706 


15.958 


54.212 


PLACE1002835 


104.711 


48.012 


49. 299 


39.789 


40. 131 


89. 778 


70. 476 


54.471 


PLACE 1002839 


22.755 


19.054 


13.353 


10. 924 


8. 604 


13.987 


21.043 


11.363 


PUCE 1002851 


22. 576 


22. 474 


16.954 


12.287 


11.607 


17.683 


15.934 


14. 373 


PUCE1 002853 


34. 418 


31.665 


25. 145 


13.903 


16.657 


15.712 


10.771 


9.732 


PUCE 1002881 


102. 976 


97.917 


70.514 


87.830 


51.598 


50. 758 


41.241 


42.291 


PUCE 1002 901 


71.648 


63. 698 


66. 555 


29.645 


45. 140 


1 59.208 


76. 20* 


" 4*. 641 


PUCE1002904 


6.345 


1 1 . 408 


5. 948 


6.331 


4.476 


4.773 


15.458 


Id. 4i7 


PLACET002905 


43. 777 


43.201 


24. 460 


25. 880 


14.443 


21.261 


2?. MO 


24. 149 


PLACE 1002908 


38. 273 


28.688 


19.809 


11.922 


14.762 


22.711 


23. m 




PUCE) 002911 


280. 363 


142.219 


110. 578 


86. 148 


94. 746 


116.4*0 


190.264 


66d 


PLACE 1002 941 


45. 141 


51.204 


25. 368 


25.127 


21.749 


21.182 


24.17* 


23.976 


PLACE 1002 950 


22.227 


4*. m 


28. 848 


18. 964 


13.679 


40.551 


30.415 


27. 392 


PUCtl0fl»S5 


118. m 


126. 144 


74. 949 


61.2*2 


6*.foo 


127.593 


138.479 


103.622 


PUCE 1002958 


42.823 


n. ub 


29.043 


43. 999 


21.046 


30. 245 


30. 209 


S3. 696 


PUCE1 002962 


7. 154 


11.720 


8.629 


3.908 


11.152 


5.236 


10.848 


10.215 


PUCE 1002967 


62. 925 


77. 879 


i 33.266 


40. 761 


36.265 


24.991 


35.749 


78. 774 


PUCE 1002968 


73,792 


79.5S1 


34.647 


36. 303 


28. 835 


! 30.815 


23. 266 


26.721 


PUCE 1002976 


24.111 


38.815 


16.069 


23. 739 


17.440 


20.322 


26.434 


27.217 


PUCE 1002991 


83.434 


88.462 


43. 928 


55.219 


35.522 


33.200 


32.513 


44. 550 


PUCE 1002993 


62.886 


51.2C7 


37. 983 


33.434 


28.969 


27.082 


27.450 


28.611 


PUCE 1002996 


19. 729 


20. 5<!7 


14.273 


16.278 


5.760 


11.996 


16.766 


16.581 


PUCE1002010 


240. 363 


125.220 


98. 211 


60.019 


42.226 


129. 379 


119.840 


! 90.413 


PUCE 100302 5 


68. 787 


25.412 


19.967 


14.489 


16.064 


28.852 


59. 970 


29.353 


PUCE1003027 


22.588 


27:019 


12. 986 


10.960 


16.947 


17 092 


18.805 


11.735 
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PLACE 1003044 


14. 108 


16. 171 


12.882 


10. 168 


11.272 


11.173 


13.588 


13. 162 


PLACE! 003045 


9.931 


13. 537 


6.830 


5.366 


4.210 


11.198 


8.884 


10.489 


PLACE1OO3052 


44.591 


46.375 


21.677 


8. 989 


17.471 


26. 652 


30.614 


25.422 


PLACE1003083 


20. 536 


22. 159 


9.236 


10. 342 


7.370 


10.043 


10.531 


9.741 


PLACE1OO3085 


24.408 


20. 399 


11.964 


14.547 


6.525 


15.327 


21.584 


12.854 


PLACE1003092 


12.637 


30.662 


12.298 


17.303 


9.545 


11.397 


14.192 


24.648 


PLACE1 003097 


21.163 


28.352 


8.618 


7.565 


3.855 


8.878 


9.083 


12.625 


PLACE1003100 


43.307 


32.855 


19.035 


17.015 


15.982 


50. 024 


32. 500 


18.851 


PLACET 003 108 


58.475 


45. 704 


33. 791 


31.380 


26.209 


26.815 


25.220 


26. 126 


PLACE 100311 5 


143.932 


81.794 


76. 879 


39.097 


80. 354 


68.496 


12*.4ft0 


88. 406 


PLACE1003120 


10074 


101.665 


42. Ul 


77.470 


49.512 


53. 513 


62. 113 


89.513 


PLACE1003135 


6.556 


10.790 


5. 392 


16.841 


4.741 


6.451 


6.382 


9.459 


PLACE1003136 


55.512 


44. 451 


32. 908 


30. 362 


21.310 


28.720 


24. 260 


37. 347 


PLACE1003141 


7.159 


13. 191 


10. 628 


9.244 


4.399 


6.923 


11.236 


10.791 


PLACE1003145 


37.746 


12.816 


10. 773 


3.856 


7.578 


23. 487 


24.678 


15. 744 


PLACE1003147 


15.381 


13.149 


11.750 


9.884 


10.068 


7.642 


10.640 


10. 362 


PLACE1003153 


70.554 


49. 471 


30. 621 


42.667 


28.210 


30. 997 


31.700 


41.448 


PLACE100316i 


37.733 


16. 360 


12.470 


5. 123 


13.824 


40. 304 


50. 483 


17. 288 


PLACE1003172 


223.164 


104. 257 


83.462 


50. 706 


45.640 


123. 594 


116. 341 


107. 51 3 


PLACE1003174 


6.847 


14. 478 


8.537 


"6.465 


6.249 


8. 629 


8. 998 


ft. 629 


PLACE10b3l76 


12.670 


10.690 


9. 875 


9.192 


3. Sit 


6. 864 




12. 198 


JpLAttibo31d1 


11.647 


8.674 


6. 252 


6. say 


4.411 


6. 989 


5. 948 


7 486 


PLACtl0ti3184 


21664 


2o. 10ft 


IS. 005 


12.717 


8.845 


1 1. 973 


22.SS5 


14.655 


PLACE 1003190 


12.444 


5.722 


6.366 


11.024 


5.871 


14. 481 


12. 229 


12. 369 


PLACE1OO32O0 


4.994 


7.575 


2.*94 


1.0/4 


2. 399 


1. 597 


1. 208 


4. 980 


PLACE1003205 


156.027 


157. 191 


53.55} 


83.830 


63. 878 


61.050 


52.411 


61. 365 


PLACE1003209 


19.507 


25.936 


12. 603 


10.839 


9. 269 


15. 181 


16.630 


15. 534 


PLACE1O03214 


38.350 


83. 164 


20. 591 


69.513 


15. 776 


19. 528 


39.872 


125. 749 


PLACE1003229 


49.722 


43.024 


29.429 


25. 068 


15.677 


21.087 


17.077 


23. 421 


PLACE1003238 


17.754 


10. 174 


7. 246 


3. 50! 


3. 841 


9. 069 


7. 319 


5. 314 


PLACE 1003249 


51. 840 


53. 347 


30. 500 


32. 695 


22. 004 


24. 099 


28. 567 


28. 591 


PLACE 1003256 


348. 304 


244. 002 


177. 910 


180. 405 


124. 873 


188 558 


160 554 


142. 541 


PLACE 1003258 


11. 993 


6. 155 


2.063 


1.279 


4. 364 


5. 665 


7.306 


7 153 


PLACE 1003279 


141. 943 


126. 197 


62. 494 


87. 403 


63 808 


59. 323 


70. 538 


91 072 


^LA£Elb03294 


6 1 . 234 


50. 989 


24. 331 


20 131 


23 485 

HO 9 


?ft £80 


40 974 

•fU. 9 1 H 


OS. Iu9 


>LAC£ 1003296 


41, 072 


45. 050 


21 . 216 


19. 875 


16 935 


42. 888 


30 941 


33 241 

«*■ tH | 


'LACE 1 003297 


21 895 


44. 307 


20. 050 


2 1 456 


14. 465 


22 409 


- h'i ttfcn 

C i . O 9\J 


9fl QR7 


H ACPI 003 302 


11.776 " 


33. 42fi 


2ft. 66S 


42.40ft 


24. 581 


£ 9 . OO C 


17 5fi5 

1 / . 909 


71 7**7 

#1.1 91 




28. 230 


35. 424 


77 OhS 


$4 ^42 




19. H 1 9 




97 CR7 
c I . oof 


HACF 1003 337 


7. 957 


26. 70E1 


3. 267 


14 838 


4. 774 


19. 084 


1 9 500 

I 1 Li 9vU 


2R 9153 


>LACE1003342 


45. 708 


24. 591 


13. 442 


10.421 


11. 910 


22. 698 


29. 220 


24. 007 


PLACE 100 3 34 3 


17. 266 


1 3. 7551 


6. 616 


6. 894 


8. 198 


9. 061 


13. 065 


7. 734 


PLACE 1003 344 


323. 950 


233.80*1 


153.566 


133. 460 


157. 350 


204. 264 


266. 356 


264 565 


PLACE1003353 


53. 698 


66. 14!i 


26.553 


32.701 


25.639 


48. 208 


44. 219 


57. 187 


PLACE1003361 


84. 141 


102.79K 


46.744 


55. 344 


40. 194 


47.082 


41 . 263 


49. 755 


PLACE1003366 


87.834 


63.85a 


27.852 


28.427 


27.117 


31.747 


33.446 


27.075 


PLACE1003369 


47.071 


39.61!) 


16. 521 


17.558 


18. 957 


16.856 


24. 902 


19.932 


PUCE1003372 


24. 973 


37.84!) 


16.679 


21.014 


16.249 


20.971 


27. 530 


18. 337 


PUCE10D3373 


94. 491 


102. 17H 


34.895 


57.049 


44. 893 


39.537 


40. 009 


45.753 


PLA«1 003375 


36.319 


27.954 


14. 531 


8.317 


18.694 


17.347 


38.060 


21.672 


PLACE-1003378 


10.936 


9.134 


3.801 


3.628 


4.293 


9. 302 


10. 181 


37.634 


PLACE1003383 


23. 472 


30. 580 


11.017 


13.956 


16.293 


19. 925 


21.999 


14.820 


PLACE1003394 


32.582 


51.963 


30. 162 


18.863 


25. 768 


26. 807 


51.214 


29. 166 


PLACE1003401 


24.258 


1 20.812 


11.820 


9. 448 


8.433 


7.409 


11.371 


10.841 


PLACE! 003405 


200.792 


69 . 9 HQ 


68.877 


50. 446 


73.544 


91.798 


149. 248 


62.838 


PLACE1 003407 


150. 376 


60. 87 8 


43. 383 


28. 913 


48.667 


65. 167 


94.2*8 


52. 526 




68.281 


66. 140 


34.814 


JS.lM 


35.61* 


32.390 


i 42. 536 


52.238 




34. 299 


47. 479 


25. 133 


24. 448 


23.830 


1 14.848 


52. 937 


29. 065 


PLACE1 003432 


42.089 


50.659 


29. 613 


35. 048 


15. 118 


31.218 


32.711 


33.577 


PLACE1003438 


140. 387 


63.379 


51.749 


27.965 


32. 257 


72.208 


70.053 


46. 148 


PLACE1003452 


19.655 


37.426 


19. 169 


15.047 


11.209 


15. 772 


25.014 


15. 196 


PLACE1 003454 


126. 775 


72. 771 


50. 122 


30.788 


40. 364 


I 92.647 


99. 924 


32.089 


PLACE1003455 


241.296 


81.923 


63. 513 


47.555 


58. 375 


109.875 


96. 270 


58.596 


PLACE1003456 


118.238 


97.468 


61.858 


80.667 


54.057 


56.681 


53. 136 


61.523 
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KLALt IUUJ4oU 


10Z. 833 


81. 573". 


50. 363 


49. 760 


31.621 


74.863 


91.750 


61.493 


PLACE 1003478 


40. 947 


22. 624 


17. 515 


11. 339 


9.308 


17.242 


28.787 


13.341 


PLACE 1003484 


93. 925 


88. 475 


99. 487 


63. 575 


89.873 


53.034 


49.889 


59.266 


PLACE 1003493 


268. 545 


164. 272: 


115.044 


85. 931 


75.866 


116.655 


174.628 


103.683 


PLACE 1003503 


73. 547 


147.014 


62. 133 


98. 370 


49. 594 


72.492 


61.42* 


119.480 


PLACE 1003505 


22. 557 


36. 343 


17.315 


10.863 


10.402 


, 19.193 


31.835 


20.526 


PLACE 1003516 


28.486 


21.226 


19. 003 


17.714 


" 12.254 


12.104 


19.556 


13.167 


PLACE1O03S19 


139.419 


169. Ill 


84.259 


142. 580 


98. 798 


125.181 


74.459 


170.077 


PLACE 1003520 


122. 960 


94.921 


139.217 


91.721 


132.495 


50.021 


63.727 


115.192 


PLACE100352! 


17.223 


38. 43V 


23. 494 


26. 093 


12. 149 


17.512 


27.072 


33. 729 


PLACE1003525 


175. 790 


1&2. Jk) 


111.400 


74. 179 


68. 236 


165. 232 


232.487 


100.600 


PLACE 1003528 


295.594 


306. 63:t 


154. 188 


294. 409 


135.971 


193.013 


253.930 


588.036 


PLACE 1003 529 


198.617 


81.73;? 


80. 067 


39. 906 


48. 188 


118.411 


106.875 


72.890 


PLACE1003537 


25.845 


23.811' 


16.068 


12.471 


8.856 


18.413 


24.516 


16.865 


PLACE 1003 549 


39.079 


30.714 


21.959 


18. 378 


20. 930 


26. 350 


37. 243 


23. 66T" 


PLACE1003553 


44.809 


34. 38li 


16.950 


14. 206 


12.373 


13.162 


26.918 


17.820 


PLACE1Q03566 


108.286 


89.541? 


60. 257 


82. 707 


41. 128 


52.437 


55. 86$ 


54. 986 


PLACE1003568 


19. 139 


24.013 


10.812 


8. 744 


6.874 


6.665 


12. 296 


6. 669 


PLACE1003573 


28. 529 


30. 963 


16.094 


16. 508 


11.491 


20.438 


20. 129 


16. 769 


PLACE1O03575 


69.620 


62.783 


42. 283 


48.323 


24. 844 


28. 963 


18.823 


28. 675 


PUCE1003583 


13.478 


10.930 


8.008 


6. 298 


3.054 


6.069 


10. 292 


7.945 


PLACE 1003584 


42. 140 


46. 380 


30.421 


29. 764 


19.273 


18.^0 


16.951 


29.274 


PLACE1003592 


98. 964 


131.059 


76.620 


85. 120 


70. 369 


47.996 


51.112 


68. 235 


PUCE1003593 


2.455 


7.059 


2.213 


8. 879 


4.615 


4. 374 


3. 167 


7. 202 


PLACE1003594 


22.619 


21. 3713 


12.280 


14. 568 


22. 143 


26.231 


42. 506 


1 9. 308 


PLACE 1003595 


21.737 


41.627 


16.247 


20. 950 


11.333 


20. 528 


17. 988 


29. 793 


PLACE1003598 


197. 107 


100.803 


87. 842 


57. 151 


53.833 


101.281 


103.552 


70. 1 10 


PLACE 1003602 


27.633 


19. 867 


12. 883 


13.595' 


>.85j 


15. 616 


14. 765 


13. 631 


PLACE1003605 


13. 132 


30. 464 


12. 191 


29.665 


9.628 


29. 537 


19. 949 


40. 233 


PUtfldOStfl 


37.261 


46.653 


40. 208 


40. 66? 


2). 349 


29. 193 


33. >d6 


37. 181 


PLACE1003618 i 


22.786 


32. 124 


18.870 


19. 849 


" 15.708 


16.877 


16. 986 


14. 810 


PLACE1D03625 


16.924 


16.778 


13.947 


11.520 


16. 451 


12. 566 


11 487 


1 1 fl7fi 


PLACE 1003626 


94.235 


146. 631 


108. 588 


90. 620 


58.485 


68. 227 


76. 568 " 


1 1 < 9. £00 


PLACE1003S30 


66. 350 


38. 194 


46:8io 


34.410 


25. 790 


40. 498 


47 75Q, 


HL. LI 2 


PLACE1003635 


16.711 


14.910 


11.010 


9.614 


7. 598 


1 1. 425 


11. 967 


16. 224 


PLAfiEl 603838 


42.833 


38.2*0 


23. 900 


33.007 


18. 162 


21. 521 


20. 597 






32. 340 


47.319 


50. 856 


35.086 


25. 956 


21. 602 


39. 503 


41. 265 


PLACE1003654 


8.702 


11.750 


4.857 


7.626 


4.620 


4. 783 


6. 412 


11.622 


PLACE 1003656 


13. 584 


9. fib 


6.305 


3. 192 


2.939 


12.859 


10. 981 


8 367 


PLACE 1003660 


48.712 


57.359 


u. m 


32. 321 


18. 997 


26. 256 


31. 653 


Z1.S'Q$~ 


PLACE 1003669 


18.575 


20. 941 


11.934 


7. 933 


11. 712 


11.416 


9. 244 


12. 275 


PLACE100357O 


208.802 


92.009. 


$1,713- 


62. 162 


57. 129- 


95.305 


111.081 


85. 224 


PLACE1003671 


86.484 


44. 662 


34.415 


21.211 


22. 436 


39.60? 


73. 903 


47. 170 


PLACE1O03697 


20.072 


30. 957 


22. 381 


12.263 


12.054 


18. 778 


27. 550 


30.714 


PLACE 1003704 


37.863 


72.473 


31.653 


35. 394 


19.396 


26.513 


26. 063 


51.598 


pLaceio03709 


2.009 


0. 96 1 


4. 994 


3.081 


0.&94 


2. 151 


2.405 


18. 174 


PLACE 100371 1 


69.991 


■■ 3*.m 


26.693 


20.921 


22. 954 


36. 509 


43.017 


28.963 


PUCE1003723 


64.751 


56. 2<>2 


26. 163 


27.145 


23.419 


26. 594 


37. 972 


40.416 


PLACE1003724 


108.825 


79. 4K4 


49. 160 


55.077 


46.271 


43.499 


54.124 


55.073 


PLACE 1003 737 


13.653 


29.915 


11.963 


5. 933 


6.965 


11.338 


19. 286 


17.493 


PLACE1003738 


55.859 


28. 082 


23. 047 


12. 820 


11.647 


24. 406 


34. 244 


18. 965 


PLACE 1003742 


45.939 


34. 2«8 


20. Ml 


23. 290 


11.889 


14.690 


17.236 


19.752 


PLACE1003744 


133. 197 


117. US 


50. 274 


33. 621 


26. 974 


59.212 


81.540 


51.429 


pi kftnwtvrss. — 

rLALt IVUSIJO 


JO. If 4 


Zl. 4t 5 


16. 086 


7. 215 


7.692 


19. 346 


23. 882 


14.658 


PLACE1003760 


26.760 


76.015 


54.262 


18. 973 


62.442 


50. 339 


24. 164 


38. 587 




49.564 


49. 0J?3 


28. 23B 


25. 452 


24.491 


29. 452 


34. 554 


31. 123 


PLACE1003765 


85.304 


73.8J?9 


31.423 


19. 820 


32.647 


27. 644 


30.190 


31.980 


PLACE 1003766 


44.313 


74. 709 


35. 890 


37. 486 


\ 26.457 


32.675 


31.04* 


35. 883 


PLACE1003771 ! 


21.353 


25.511 


22.664 


14. 067 


11.332 


17.660 


id. 140 


20. 831 


PLACE1003772 


15.300 


89. 230 


10.876 


29. 963 


10.651 


30. 651 


32.442 


57. 246 


PLACE 1003783 


21.327 


19.915 


8.006 


5.790 


10.404 


11. /si 


1>.155 


9.593 


PLACE 1003784 


14.398 


17.600 


9. 155 


10. 940 


7.089 


6.528 


9.014 


11.598 


PLACE 1003788 


17.074 


15.719 


6.961 


5. 352 


7.010 


9.378 


16.965 


9.723 


PLACE1003795 


47.580 


49.926 


26. 154 


21. 194 


19.200 


30. 157 


37.011 


26. 330 
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PLACE 1 003827 


65.231 


45.890 


25. 681 


25. 602 


26.890 


38. 750 


51.689 


32. 624 


PLACE1003833 


108.277 


73.312 


42.599 


42.885 


36. 400 


47.382 


71.347' 


50. 389 


PLACE) 003839 


58.333 


54. 929 


43.243 


27. 226 


31. 205 


43.659 


43. 726 


50. 779 


PLACE 1003845 


57,999 


40. 351 


25. 022 


12.391 


22,439 


35. 548 


37.628 


22. 735 


PLACE 1003850 


127. 357 


63. 517 


33.460 


23. 365 


30. 954 


53. 921 


59. 726 


38. 279 


PLACE1003852 


31. 154 


57.883 


11.655 


9.912 


13.233 


18. 435 


22. 723 


22. 101 


PLACE1003858 


41.915 


20. 593 


Id. 192 


8. 183 


16. 756 


18. 529 


28. 232 


C C . LI J 


PLACE1003861 


58.968 


44. Ill 


19. 141 


13. 711 


17. 998 


21. 832 


39. 228 


39 A4Q 

9 9 . 0*I9 


PLACE1003864 


22.459 


38.407 


12.279 


1 5. 595 


10. 850 


)3. 808 


20. 707 


23 670 


PLACE 1003870 


101.899 


127.451 


62.650 


94.009 


74. 206 


51. 275 


57. 946 


AQ RRA 
09. 090 


PLACE1003885 


60.423 


33. 55fi; 


22.851 


16.758 


22. 675 


33. 025 


3Q 475 


t«. 4 f 9 


PLACE 1003888 


59.008 


70.715 


28.043 


22. 294 


24. 099 


36. 534 


3Q 71R 
99. c 1 0 


fig CAO 
9D . 3Uc 


PLACE 1003888 


31.386 


33. 156 


12. 296 


8. 686 


9.487 


o. 09 1 


" 17 8fT* 
J / . oc 1 


10 101 
19. t 99 


PLACE1003892 


9.030 


10.854 


5. 434 


3. 842 


5. 628 


£ 0R1 

D. VQ | 


"il <4T" 
1 t . 940 


" r" 474 " 
D. 4f 4 


PLACE1003900 


56. 299 


34.490 


17. 726 


16. 257 


24. 1 1 1 


c r • COO 


4f1 09Q 
4U. 9C9 


91 09'7" 
C 1. 92 f 


PLACE 1003902 


13.429 


29. 453; 


12. 159 


9. 597 


1 6. 000 


f . 1 1 9 


19. DUO 


1 A 0 17 

lU. 3 1 f 


PLACE1003903 


42.879 


27. 98cl 


14. 980 


9. 315 


1 C QIO 
19. 9 10 


I 0. 90 J 


i c 7 OA 
40. /OU 


1 ft QCA 

18. 9qQ 


PLACE 100391 S 


12, 145 


27. 163 


12. 885 


10. 567 


Id 41Q 

1 ■?« 113 


14 170 


1 0 fl79 

iy. u/z 


1 A 074 

14. o7Z 


PLACE1003918 


19. 087 


26. 774 


21 . 996 


28. 560 


IK R73 
to. 0 l & 


17 7RO 
1 I . f 09 


on 7 9 0 

cU. f 33 


39. 272 


PLACE 1003 923 


17. 938 


34. 0fo 


16. 1 14 


1 v. **co 


\ 9 9,n,4 

1 c. 9U4 


11 fMC 


10 C77 

13. o77 


13. 626 


PLACE1003932 


12. 148 


25. 1 77 


1 1. 219 


1 1. 640 


3. UU 


1 1 Rno 

I 1 . 0U9 


10 OAC 

13. 94b 


10. 585 


PLACE 1003 93 5 


98. 915 


71. 254 


54. 545 


43 7?9 

H J . 1 CC 


Rfl Gflfl 


AA ^00 
•14. 499 


cc OAA 

DO. 944 


33. 641 


PLACE1003966 


9. 602 


25. lOii 


6. 373 


?Q 61? 


A nnn 


A 1 RR 
O. 1 90 


lA" R77" 

16. D/7 


22. 580 


PLACE1003968 


155. 632 


59. 259 


61. 975 




R7 RR9, 
Of. ODJ 


04. 4/4 


1 A 4 QClC 
101. S06 


78. 393 


PLACE1004018 


54. 312 


58. 2011 


24. 249 


£ I . UC4 


90. OQC 
cJ. 090 


OO 70,4 

cc. f c4 


— El noi — 
51. 03 1 


32. 530 


PLACE100402O 


83. 348 


98. 78/ 


59 ltd 


57 RIB 
9f . 0 JO 


1R 1 QA 
90. ISU 


CO 1fti 

0c. J04 


66. 390 


82. 643 


PLACE1O04O28 


24. 781 


24. 41 Si 


1 1 783 


q 519 


7 Rxn 


oa nc a 
cU. U99 


22. 302 


17. 720 


PLACE 10040 34 


17. 910 


70 A?*> 

CV. Hti. 


1 1 . 9 19 


1 R 470 
ID. 0/9 


fi jIAA 

o. 4UU 


1 1 one 
1 1. 398 


19. 335 


11.027 


pUc£1MU642 

f L/1UL 1 ilU a IW1£ 


3D. tQv 


fift "5f K 


97 0R9. 

U. 999 


90 IOC 
CO. JOD 


oo cce 
c3. DOO 


36. 706 


42. 138 


31. 854 




55 AR3 


K4 417 


4R GR7 
49. 9Df 


cn oaa 


28. 188 


33. 762 


44. 473 


44. 379 






1 UO. UD.) 


R7 9RR 
Dr. L Do 


7*| QAA 


58. 609 


52. 188 


48.497 


52. 546 


PLACE 10041 OA 


9A R37 


CD. 4ft 


1 ft 4IC 
1 9. L ID 


14. yoi 


1 0. 266 


14. 257 


42.824 


30. 092 


rLAwC 1 UVn 110 


DC 7C9 
OO. IOC 


7 0 1 7 O. 
r 9 . 1 f ;t 


Al\ Q A7 

4U. 847 


46. 070 


24. 179 


32. 925 


49. 556 


52.027 




*»A AO? 

44. 40c 


C 1 A 7 |*\ 

D 1 . U (1J 


<!4. QUI 


25. 218 


13. 524 


23. 678 


16. 143 


24.982 


PI ACF 1AA4 ! 1 A 


7 oro 


17 711 1 
If. i o 1 


in enn 

m. duu 


6. 021 


5. 716 


7.170 


22. 166 


12.479 


PI ACF 1(1(141 7 A 


1 R7 / 1 q 

1 Df . 4 1s 


7R AO 4 
f 0. Uc4 


CO 0 77 
99. Cf f 


39* 964 


32. 057 


70. 81 1 


86.636 


81. 153 


rL/tc I UU4 f J v 


19 HI/) 
IC. OlU 


1 o fro 7 
IS. 09 f 


1 A Cfll 

lU. 691 


14. 553 


5. 947 


9. 537 


14. 197 


13. 183 


PI ACF 1(104140 


OQQ 947 
JOS. C 4 1 


OJ1C CC 1 
£03. 90 1 


1 Q7 7 OC 
J Of . J Jo 


1 f i. 1 4o 


139. 349 


219. 176 


218. 135 


176. 125 


PLACE 1fli)4 156 


154 197 
1 9^. let 


1 4R 9 R I 
1 40. C9 j 


AO rt"?i4 


lie. 4uO 


77. 253 


73. 380 


83. 983 


73. 719 


Pi ACF1Q0416O 


inn 9 oft 


07 "77? " 

91 . f 4 L 


1 flft KM 
1 CU. 90 1 


04. f IB 


155. 863 


307. 172 


350. 794 


93.857 


PLACF 1004161 


103. UU3 


D<>. 9D£ 


CO ft Af\ 

DO. 04U 


Aft DCD 

ou. a do 


55. 087 


99. 826 


113. 689 


55.889 


PLACE 1004166 


34. 880 


90. C<i C 


JC DOS 
l3. 500 


CC. 009 


1 Q i7C 

i 9. 476 


13. 270 


_ 20. 643 


. 32. 986 


PLACE 1004 168 


60. 294 


31 101 

d 1 . 9 v 1 


1 JU. 1 99 


1 Q if OO. 
1 9. 09 9 


1 il O 1 A 

14. c 14 


37. 430 


32. 263 


32. 104 


PLACE 1004 170 


20. 591 


14 931 


IS 171 

19. Ill 


7 K11 
f . 09 1 


Q d on 

9. OOU 


10 9 c 0 


14. 579 


12. 294 


PLACE 1004 178 


15. 161 


17. 955 


94. 893 


O. 1 90 


190. O C*J 


19 1 fl7 


10 1 no 

1 13. loc 


8. 196 


PLACE 1004 183 


82. 644 


31. 272 


45. 235 


14. 851 


Of u 


Ryt 117 
04. 1 1 f 


CC 7AO 

bo. f 03 


24. 241 


PLACE 1004 197 


16. 554 


15. 430 


12. 063 


9. 295 


ocu 


in r 19 

1 U. 0 4c 


0 AC1 


%A ROC 

14. 626 


PUCfe 1064144 


105. 771 


35. 874 


42. 409 


13. 689 


33 976 


79 R 1R 
ic. 0 0 D 


GO TQf 
99. 1 99 


OO 70 0 

C9. f 3o 


PLACE 1004203 


97. 622 


38. 875 


29. 121 


21. 384 


" 27.473 


4Q 7 QH 
*♦ 9. 1 9U 


RQ A 1 R 
D9. 4 1 0 


OR AC9 
JO. UOc 


PLACE 1004242 


76.021 


94. 358 


69. 979 


49. 223 


46. 887 


4R 

•to. JU*t 


CO AiC 
DO. V)40 


CA 0O9 
DU. J91 


PLACE1004249 


57.692 


54. 868 


42. 542 


29 091 


28. 894 


9 1. 9 r v 


144 
OU. 144 


97 7 1 O 

c r . / 1 9 


PLACE1004255 


7.624 


6. 797 


5. 218 


i.278 


3. 974 


5 1 853 


A 3R7 


4 Ran 

4. OOU 


PLACE 10042 56 


27. 907 


27. 196 


30. 222 


10.195 


51. 103 


28 "iff 

CO. UC9 


1R 409. 
10. 490 


1 R 0.9 4 
ID. Uc4 


PLACE1004257 


23.879 


16.029 


12.630 


21.813 


22. 449 


22.658 


10.030 


25. 329 


PLACE1004258 


25.963 


21.667 


16.937 


13.963 


16. 737 


16.892 


20.871 


16.224 


PLACE1004270 


72.433 


34. 960 


27.059 


31.207 


28. 043 


44.279 


50.286 


21.577 


PLACE 10042 72 


21.374 


17.600 


17.337 


7.701 


21.982 


15. 067 


15.410 


15.983 


PLACE1004J7J 


40. 856 


173. 858 


38.516 


140.311 


31.529 


139. 986 


91.578 


179.424 


PUCC1004J74 


30. 795 


11.771 


7.313 


6.600 


6.612 


8.810 


12.741 


9. 115 


PLACE1004277 


43. 258 


37.923 


22. 392 


22. 375 


12. 191 


32. 785 


_ 30.462 


29.403 


PUtE100427S 


66.082 


58.5b5 


62.441 


58.027 


41.289 


37.682 


41. 595 


5"7.S10 


PLACE1 004282 


40.317 


23.3!i7 


16.305 


12.448 


7. 975 


25. 489 


24. flu 


19.388 


PLACE1004284 


8.514 


i6.o:i3 


16.324 


4.991 


19. 954 


16.281 


10.86O 


11.690 


PLACE 1004289 


57.838 


64.8)9 


44.685 


56.740 


38.403 


41.069 


27.562 


40. 271 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



PLACE1004299 


72.960 


55. 550 


24.647 


14.840 


20.355 


39.409 


46.267 


40.773 


t>L/\CEtO(M30Z 


0.000 


2.283 


0.000 


2.351 


1.896 


0.000 


0.000 


2.398 


PLACE 1004305 


48.425 


22. 731 


21.012 


11.875 


13.056 


23. 176 


27.227 


16.060 


PLACE1004316 


13.028 


20.460 


9.292 


6.569 


6.425 


10.734 


13.111 


14.995 


PLACE1004322 


5.597 


14.420 


3.361 


13.438 


2.427 


2.862 


15.463 


30. 143 


PLACE1004325 


210.567 


142.328 


97.326 


76.987 


66.867 


109.387 


137.359 


89.195 


PLACE 1004332 


20.898 


80. 056 


11.714 


95.127 


6.945 


10.855 


19.856 


120.861 


PLACE1004336 


162.448 


109.014 


85.745 


88.818 


74. 380 


88. 121 


64.528 


76.583 


PLACE1004346 


33.0)1 


29.261 


14.760 


16.784 


13.075 


16. 208 


18.604 


15.045 


PLACE 1004358 


303. 987 


155.290 


114.636 


79.890 


97. 745 


151.939 


184.597 


22. 929 


PLACE 100437G 


26.954 


55.450 


24.865 


32.727 


18.065 


20.930 


21.337 


31.788 


PLACE 1004384 


41.561 


34.784 


24.877 


26.743 


16.820 


18.362 


17.481 


21.709 


f>Ut£l(K)434S 


2.815 


8.008 


1.116 


4.7M 


0.276 


1.941 


4.609 


1.615 


PLACE 1004388 


9.428 


16.190 


11.060 


5.000 


14.211 


5.122 


9.688 


9.607 


PLACE1004405 


8. 173 


12.654 


5.345 


1.830 


0. 933 


5.888 


9. 305 


5. 124 


PLACE 1004407 


29. 905 


23.442 


14.979 


13. 177 


16.639 


25.030 


34.013 


28. 941 


PLACE 1004424 


10.514 


15.521 


10.255 


7.446 


7.421 


9.255 


10.500 


10.362 


PLACE 1004425 


19.759 


20.897 


10.508 


10.323 


4. 107 


7.623 


8.354 


13.395 


PLACE 1004427 


27. 135 


16.96& 


10.908 


6.848 


6. 240 


12.886 


13.355 


13.321 


PLACE 1004428 


57.419 


64. I7CI 


30.98* 


36.644 


18.316 


25. 562 


30.009 


32.786 


PLACE 1004433 


14. 267 


16.470 


9.620 


5.755 


5. 704 


4.109 


14. zit 


17.362 


PLACE 1004435 


17.934 


21. 10<) 


25. 397 


11.056 


16.381 


15.263 


11.508 


12.972 


PLACE 1004437 


80. 263 


28. 301 


25.518 


11. 113 


18.894 


28.285 


48. 525 


32.402 


PLACE 1004441 


54.1*4 


47. 972 


28.455 


25.980 


23. 238 


32.602 


42. 800 


31.312 


PLACE 1004446 


21.816 


51.429 


12.869 


9.278 


14. 108 


22.134 


27.233 


19.664 


PLACt 1004450 


7. 462 


10. 131 


7.421 


5.9b6 


3.377 


6.452 


10. 209 


6.066 


PLACE 1004451 


20. 207 


31. 57;? 


19.505 


19. 989 


13.665 


10.206 


15. 250 


18.302 


PLACE 1004456 


53. 328 


61. 854 


40. 178 


40.750 


22. 994 


32.386 


43.215 


51.423 


PLACE 10044 58 


11. 625 


26. 33;' 


11.664 


5.8(1 


6.713 


7.889 


9. 892 


25.194 


PLACE 1004460 


14. 565 


10.490 


5. 224 


4.840 


4.848 


10.082 


10.381 


9.064 


PUCEl 0044S7 


55. 048 


46. 934 


30. 599 


25.322 


48.&9& 


22.785 


24. $23 


37.228 


PLACE 1004471 


79. 809 


63.44)! 


37.258 


59. 178 


37. 277 


29. 527 


32. 626 


61.028 


PLACE 100447 3 


1 1. 959 


24. 287 


10. 007 


12. 507 


6. 941 


16.855 


16.41* 


14.312 


PLACE 100447 5 


28. 089 


59. 714 


31. 110 


18. 183 


27.660 


29. 310 


26. 516 


47.243 


PLACE 1004482 


25. 293 


47.010 


16.830 


16. 111 


11.400 


30.429 


30. 968 


35.155 


PLACE 1O044 91 


1. 664 


6. 234 


6. 646 


3.270 


2. 102 


2.892 


5. 873 


Z.357 


PLACE1Q0449Z 


28.976 


64. 76 5 


17.444 


33. 197 


14. 425 




15.08/ 


46.827 


PLACE 1004506 


115.632 


78. 203 


46. 045 


35. 757 


41.896 


69.416 


85. 790 


78.043 


PLAtE 1004567 


19. 324 


9.642 


5. 560 


5. 074 


6.375 


9.835 


14. 279 


13.049 


PLACE 10045 10 


68.938 


32.074 


18.477 


12.138 


20.444 


31.944 


40. 037 


21.097 


PLACE 10045 16 


12. 480 


28. 345 


11. 965 


12.861 


14. 262 


12.534 


22. 486 


21.487 


PLACE1004548 


113.615 


41.314 


32. 970 


20.351 


31.552 


61.934 


46. 694 


.31.846 


PLACE1004519 


17.977 


18.444 


5.463 


12.802 


4.820 


7.889 


17. 402 


10. 594 


MJU£1064$2fl 


151.375 


60.864 


33. 949 


19. 465 


34.865 


66.695 


80. 040 


24. 602 


PUCE1004530 


43.149 


50.004 


13. 982 


11.859 


13.432 


25. Ill 


26.816 


14.729 


PLACE1004545 


10. 167 


15.345 


7. 071 


4. 082 


3.066 


9. 778 


48. 382 


17.084 


PLACE 1004547 


23.679 


18.172 


11.002 


9.917 


9.918 


8.124 


14.641 


11.578 


PLACE 1004548 


65.295 


50.486 


25. 299 


24. 808 


18.285 


24. 829 


2S.884 


36.422 


PLACE 1004550 


26.366 


18.052 


12.431 


9.837 


11.528 


18. 472 


24. 539 


12.011 


f>LAc£l£>o45Sl 


36.555 


34.112 


16.064 


11.068 


19.459 


22.424 


30.435 


27.019 


PLACE 1004559 


7.230 


9.773 


4. 555 


3.640 


5.493 


5.484 


6.749 


3.314 


PLACE1004582 


28.572 


30.296 


23. 163 


8.674 


27.528 


15.650 


14. *3f 


9.875 


PLACE 1004564 


36.735 


! 40. 092 


17. 343 


20. 204 


19.250 


16.933 


27. 924 


22. 272 


PLACE 1004604 


0. OOO 


12.587 


0. 000 


0.000 


0.000 


0.000 


0.000 


1 9. 840 


PLACE1004611 


146. 180 


120.698 


55.558 


62.073 


72.842 


61.052 


49. m 


61.906 


PLACE1O04629 


33. 357 


43.299 


24. 243 


20.920 


25.719 


18. 242 


25.782 


34. 340 


PLACE1004630 


115.833 


50. 627 


I 40. 441 


11.469 


40.312 


43.201 


76.539 


27. 684 


PLACE 1004637 


93.560 


57.213 


41.313 


29.790 


25. 704 


57.715 


7S.430 


37. 977 


PLACE 1004645 


73.214 


| 93. 376 


36. 462 


56. 662 


22.216 


68.433 


63.089 


99.155 


PLACE 1004646 


46.760 


48. 123 


29.675 


17.834 


15. lid 


24. 754 


48.692 


22.337 


PLACE 1004646 


350. 190 


101.385 


110. 514 


45. 573 


70.332 


215. 200 


161.060 


64.085 


PLACE1004555 


89. 992 


149.462 


51.420 


99.781 


32. 385 


132.613 


125.9*5 


155. 546 


PLACE1 004658 


116.215 


50. I!i4 


45. S13 


37.950 


33.846 


45. 145 


68.297 


39. 519 


PLACE10Q4664 


17.737 


19. 5119 


14.876 


12.928 


9.845 


14.381 


22.040 


15.050 
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PLACE 1004672 


115.072 


06.617 


82.206 1 


19. 303 


40.425 


71. 021 


72.226 


74. 522 


PLACE 1004674 


31.963 


33. 509 


24. 678 


21.646 


15. 932 


29. 638 


23. 353 


28.211 


PLACE 1004681 


42. 868 


52. 263 


26. 896 


24.625 


15.862 


23. 571 


27.757 


20. 193 


PLACE 1004686 


77. 947 


73. 351 


53.514 


71.286 


30.833 


39. 791 


36.511 


33.040 


PLACE 10046 90 


32. 648 


58. 935 


35. 179 


14.534 


30.457 


39. 275 


32.277 


Si. 7*4 


PLACE 1 004691 


54. 201 


46.001 


30. 198 


29.746 


20. 988 


25.836 


29. 486 


27.807 


PLACE1004693 


14. 777 


12. 312 


8.393 


5. 596 


11. 162 


10. 119 


16.032 


13.442 


PLACE 1004701 


70. 824 


100.376 


71. 192 


54.004 


102.558 


32. tit 


35. 594 


76.510 


PLACE1004705 


65. 005 


44. 191 


23. 752 


22.321 


16.770 


23. 327 


38.083 


39.081 


PLACE 1004708 


27. 110 


53. 68(i 


25.099 


16.995 


21.305 


56.740 


40.801 


33. 150 


PLACE1004716 


39. 167 


36. 771 


27.872 


31.814 


17.418 


21.095 


22.468 


30.805 


PLACE1004722 


19.479 


18.949 


14.424 


12.942 


8.398 


12.638 


19.361 


14.771 


PLACE1004736 


243.492 


165. 8451 


137.412 


105.409 


67.657 


152. 337 


156.408 


125.947 


PLACE1004737 | 


19.476 


29.675 


15.699 


11.243 


8.873 


11.625 


22. 792 


35.249 


PLACE1 004740 


75. 304 


51. 308 


47. 454 


36.445 


39.722 


39. 387 


38. 438 


45.080 


PLACE 1004743 


68. 266 


20.761 


16.980 


15.277 


16.469 


24.996 


43.820 


20. 166 


PLACE 1004751 


52. 682 


43. 42/ 


21.010 


38.514 


12.476 


20. 526 


37. 750 


28.532 


PLACE1 004757 


64. 866 


62. 789 


28.623 


23. 370 


20.456 


30. 243 


39. 909 


29.888 


PLACE1 004761 


26. 949 


16.825 


13.926 


8.696 


8.320 


11.691 


16. 318 


12. 117 


PLACE 1004773 


54.251 


32.451 


26.443 


19.663 


14.012 


23. 566 


35.213 


33.476 


PLACE1004775 


0. OOO 


0.417 


0.000 


0.196 


0.000 


0.000 


0.000 


0.000 


PLACET 004777 


23. 178 


24. 645 


17.477 


11.418 


17.912 


15. 186 


20.914 


17.641 


PLACE1004793 j 


10. 099 


9. 82 5 


8. 108 


2.235 


6.900 


9. 166 


12.992 


9. 524 


PUCE 1004796 


188.258 


55. 083 


5l»9£ 


32. 705 


46. 720 


104.831 


97.648 


39.050 


PLACE! 004804 


47.571 


38. 57i) 


28.854 


17.511 


18. 650 


30. 265 


28.014 


30. 229 


PLACE 10048 13 


13.617 


19. 594 


9. 102 


9.930 


7.091 


9.407 


7.283 


12. 102 


PLACE 10048 14 


41.930 


105. 33$ 


65.246 


82. 329 


68.081 


42. 266 


24. 121 


54. 793 


PLAtfetM4oMS 


11.266 


11.963 


10.&46 


11.754 


y.itt 


7.448 


6.082 


10. 511 


PLACE 10048 16 


16.128 


75.555 


15. 363 


11.777 


8.852 


11.495 


48. 534 


15.257 


PLACE 1004824 


104. 392 


119.714 


59. 183 


79.068 


52.724 


50. 466 


50. 930 


68. 338 


PUCE1004827 j 


36.438 


26.140 


22.631 


30. 150 


21.998 


23. 534 


21. 266 


27. 294 


PLACE10(>4*36 


31.163 


22. 975 


17.358 


12.887 


15.510 


26.557 


30. 452 


21. 872 


PLACE 1664438 


51.513 


33. 252 


27.542 


18.538 


19. 154 


26.439 


33. 316 


30.452 


PLACE 1004840 


6. 312 


14.805 


6.440 


5.491 


4. Ill 


4.374 


5.846 


7.493 


PUC£lt)i)4*4J 


36.592 


I6\3l/ 


15.880 


3.917 


\tAH 


14.359 


19.475 


15. 636 


PLACE 1004850 


49.730 


32. 337 


19.817 


10.970 


14. 421 


24. 250 


37. 921 


22. 827 


PLACE 1004868 


12.619 


15. 190 


6.828 


7.862 


5.213 


6.832 


14.431 


11.456 


PLACE 1004885 


47. 128 


43.214 


27. 198 


26.397 


13.325 


24.000 


19. 111 


27. 465 


PLACE 1004886 


8.456 


II.6K 


9. 985 


10.337 


6.285 


8.607 


7.712 


8. 362 


PLACE 1004887 


25.379 


95.649 


19. 675 


41.800 


19.005 


29. 704 


27.795 


64. 943 


PLACE 1004896 


15. 949 


20. 476 


11.823 


11.627 


11.685 


i 16.543 


32. 352 


19.012 


PLACE 1004900 


156. 735 


97.505 


60.889 


55.961 


42.544 


67.669 


87.748 


52. 760 


PLACE 1004902 


34. 587 


45.710 


25. 541 


18.321 


13.921 


16.696 


14.779 


18.931 


PLACE 1004904 


13.083 


9.418 


10.864 


6.532 


3.426 


12.069 


11.291 


11.270 


PLACE 100491 1 


9.050 


2.555 


6.611 


0.560 


18.979 


5.276 


77.886 


87.866 


PLACE1004i>13 


5. 777 


13.239 


7.908 


7.304 


5.359 


S.iii 


5.467 


4. m 


PLACE1004918 


7.297 


6.323 


2.714 


3.829 


2.441 


5.039 


6.811 


7. 534 


PLACE1 004930 


i 13.399 


20. 023 


7. 288 


16.589 


5.485 


9.041 


11.559 


29.767 


PLACE1004934 


23.550 


42.322 


19.288 


14.581 


15.341 


16.403 


23.466 


22. 456 


PLAC£lt)049i7 


62.000 


36.002 


39.437 


12.652 


29.690 


26.536 


31.417 


16.660 


PLACE1004949 


54.760 


253.300 


30.259 


54.618 


16.463 


68.966 


58. 166 


114.761 


PLACE1004969 


34.833 


! 23. 924 


16.977 


12.463 


10.057 


19.834 


24.891 


18. 488 


PLACE1004970 


0.656 


O.OIIO 


0.000 


0.313 


0.000 


0.298 


0. 3*1 


0. 000 


PLACE 1004972 


6.558 


13.0II2 


6. 101 


7.857 


6.753 


5.710 


11.774 


11.235 


PLACE 1004974 


1 11.126 


I 11.2110 


3.841 


6.990 


3.694 


5.403 


9.800 


10.261 


PLACE 1004975 


80.214 


39.062 


26. 710 


22.285 


23.842 


39. 120 


65.032 


40.567 




152.165 


104.604 


74. iOt 


61446 


tt.WS 


66.036 


91.372 


96. 121 


PLACE 1004982 


31.283 


43.5M 


24. 303 


20.310 


19.273 


22.947 


20.250 


25. 778 


PLACE 1004985 


27. 380 


21.5150 


10. 343 


1 7.433 


6.839 


10.865 


15.730 


9. 181 


plACEIooMOS 


13.462 


10.074 


3. 185 


1847 


4.24* 


S.io7 


9.511 


7.82t 


PLACE1005004 


14.310 


19.771 


9. 570 


8.293 


4.301 


13.694 


14.781 


11.577 


PLACE 1005005 


68. 566 


52.2516 


38. 586 


41.076 


30.307 


32.858 


34.815 


41.036 


PLACE 100 50 11 


44. 494 


36. 131 


| 20. 623 


8.452 


15.065 


19. 701 


49.060 


34.432 


PLACE 1005026 


15. 741 


9.737 


2.380 


4.186 


5.033 


9.113 | 16.290 


8.131 
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PLACE1Q05027 


96. 103 


120.663 


38. 137 


45.870 


39. 089 


34.870 


44. 104 


36. 457 


PLACE10O5031 


53.784 


60.972 


22. 926 


20. 892 


23. 652 


30. 271 


33.677 


36.405 


PLACE1OO5036 


59.627 


65.001 


32.797 


39.527 


17.608 


26.473 


31.634 


38. 146 


PLACE 1005041 1 


4.201 


12.290 


6.164 


5.522 


7. 108 


4.000 


7.035 


4. 518 


PLACE 1005046 


87.532 


76.016 


48.856 


61.696 


38. 790 


39.618 


40. 595 


41.016 


PLACE 1 005047 


46.051 


25. 735 


13.704 


11.855 


15. 156 


16.153 


36.409 


23.815 


PLACE 10050 52 


46.575 


28. 140 


12.015 


12.780 


14.059 


19.834 


31,197 


29. 860 


PLACE1005055 


8. 158 


27. 571 


18.613 


20.078 


22.643 


10.820 


20.439 


26. 659 


PLACE 1005066 


42. 175 


53.415 


23. 565 


15. 565 


25. 138 


25. 274 


51.837 


39. 544 


PLACE 1005077 


24.309 


26.65$ 


13.050 


14.623 


12.6N 


15.734 


21.504 


21.488 


PUCE 1005085 


92. 222 


93.468 


34. 255 


47. 138 


34. 582 


40. 497 


36. 255 


38.289 


PLACE 1005086 


102.289 


115.876 


53.702 


57. 228 


50. 800 


42.000 


46. 257 


54.679 


PLACE 1005088 


544. 154 


104.456 


118.967 


73. 371 


168. 988 


196. 566 


151.442 


82.439 


PLACE 1005089 


15.670 


20.631 


11. 122 


11.637 


9. 623 


8.077 


15.337 


12.098 


PLACE1005101 


240.793 


118.63* 


90.799 


64. 835 


74. 093 


133. 434 


208.569 


89. 985 


PLACE 1005 102 


211.056 


131.745 


54.463 


67.285 


63.05* 


us. sjy 


185.343 


115.880 


PLACE1005108 


106.691 


120.848 


45. 131 


39. 846 


39. 785 


42.063 


67.557 


51.335 


PLACE 10051 10 


44. 564 


38.347 


24. 937 


14.829 


19. 447 


30. 115 


34. 784 


22.848 


PLACE 10051 11 


23.753 


40. 474 


14. 465 


9. 594 


ib.M 


14.056 


20.5&4 


18.591 


PLACE1005123 


59.496 


91.632 


49. 521 


37.074 


43. 380 


35.861 


40. 754 


46. 161 


PLACE1005124 


40.401 


51.742 


18.340 


18. 486 


14.709 


15.661 


58. 570 


27. 105 




204. 940 


150. 075 


112.018 


69.631 


91. 526 


103.298 


146.254 


123. 511 


PLACE1005130 


60.815 


73. 959 


31.043 


64.232 


33.067 


33. 874 


55.788 


78. 228 


PLACE1005141 


31. 384 


66. 806 


13.194 


14.252 


14. 502 


14.628 


19.090 


38.173 


PLACE1005146 


4f. 144 


50. 277 


22. 100 


13.293 


17.449 


21.199 


50.528 


27. 607 


PLACE1005152 


24.085 


ti.7b\ 


12.226 


17. 968 


9. Mi 


11.357 


15.172 


18.599 


PLACE1005157 


12.965 


19. 465 


14.891 


8.624 


4.456 


n. MS 


11.532 


13.083 


PLACE1005162 


36. 700 


33. 286 


16. 285 


22.399 


12.111 


12.771 


17.199 


19.584 


PLACE 1005 170 


10. 498 




a. ays 


11. i S3 ' 


6. 555 


4.51J 


31.001 


12.095 


PLACE 1005 176 


14. 622 


9.067 


7.477 


7. 780 


4.490 


12.946 


17. 364 


10.281 


PI ACF 1005 181 


6. 793 


9. 688 


13. 589 


5. 174 


11. 314 


5. 046 


10. 911 


5.455 


PT>C£T005184 

1 LAM. 1 WW 1 W 


45. 108 


51.852 


28.259 


28. 577 


14.895 


17.723 


18.400 


25. 953 


PI ACE 1005 186 


44. 227 


18. 348 


&.815" 


8. 521 


7.622 


25. 120 


58. 044 


15.795 


PI ACF 1005187 


35. 399 


20. 464 


1 3. 526 


17. 276 


12.357 


24.314 


23.687 


1 9. 988 


Pi APF10D51A9 


22. 364 


32. 597 


20. COO 


13. 876 


11. 241 


20. 988 


33.066 


19.839 


PI AGP 1005 192 


49. 047 


60. 518 


24. 364 


25. 042 


13.468 


27.467 


43.39> 


28.759 


PI ACF1 0057M 


33. 619 


67. 147 


18. 122 


26. 564 


10.723 


25.057 


36.262 


35. 781 


pi rtfl^OR 

rLAvC 1 wustUlJ 


7 546 


16. 382 


8. 064 


9. 582 


7 561 


*.781 


8.835 


9. 588 




12.005 


12.262 


6. 329 


7. 983 


11.377 


8.113 


19.335 


10.996 


PI ACF 1005723 


61 . 568 


52. 800 


42. 403 


50. 792 


22.094 


32. 500 


31. 112 


40.207 


PLACEI005225 


56. 429 


68. 319 


36.647 


41. 380 


13.973 


38.303 


34. 273 


28.689 


PLACE1005232 


167. 040 


125. 455 


69.019 


54. 944 


48.079 


ik. 07* 


51. 258 


47.854 


PLACE1005239 


t$~. 974™ 


13.868 


24.220" 


12.450 


8.314 


22.398 


17.024 


10.214 


PLACE! 005243 


44. 314 


40. 194 


24. 574 


15.713 


15. 164 


30.409 


32. 149 


27. 769 


PLACE100525O 


16.580 


27.491 


8.463 


9.418 


9.686 


6.064 


14. 623 


19.833 


PLACE1005261 


13.408 


16.822 


8.22* 


5.682 


5.972 


7. 195 


10.054 


11.287 


PLACE1605266 


20.5-5 


27.721 


31.3*0 


28.026 


16.734 


16.639 


19.888 


14.312 


t>UCE1005W1 


93.263 


83.479 


52.747 


61.756 


25.077 


54.250 


44. 786 


57.870 


PUCE10«277 


49.402 


22.460 


14.621 


13.425 


7.075 


14.242 


10. 306 


12.244 


PLACE1005287 


22. 199 


38.345 


37. 586 


27. 355 


20.932 


23.076 


24.235 


32.916 


PLACE 10052S4 


103.926 


106.254 


44.038 


32.012 


31.443 


51.044 


46. 947 


40.737 


PL*ttl005305 


31.910 


44.987 


! 25. 573 


14.702 


9.928 


36.933 


23.937 


7.784 


PLACE1065167 


8. 172 


12.031) 


16.098 


3.745 


9. 584 


6.781 


7.722 


11.443 


PLACE1005308 


40. 902 


25.01(5 


19.027 


14.696 


9. 927 


17. 505 


29. 543 


18. 123 


PLAttl 06531- 


1 39.342 


24.175 


12.571 


9.132 


10. 374 


15.637 


19. 991 


21.756 


PLAtfl665320 


11.271 


i 17.455 


5.231 


j 8.538 


6.936 


8,957 


11.506 


3.500 


PUCEibosii* 


17.688 


46.290 


17.575 


16.817 


11. 658 


li.OM 


22. ^1/ 


11.328 


PLACE1005331 


j 53.315 


18.698 


8.600 


I 7.329 


10. 301 


14.685 


21.018 


30. 181 


PLACE1065335 


77.870 


63.026 


41.750 


23. 138 


24.128 


41. 168 


47.208 


30.379 


PLACE1005336 


ii.iU 


20.435 


19.530 


20. 249 


15. 524 


17.918 


9.8/0 


18. 733 


PLACE1005351 


322.456 


95.522 


98.703 


40. 129 


8B.620 


198.287 


224.069 


67. 745 


PLACE1005i66 


43.96S 


| 40.039 


29.574 


12.918 


26.291 


12.458 


22.106 


17. 170 


PLACEtlWMtt 


45.621 


1 33. 656 


36.861 


29.023 


24. 691 


30.472 


35. 702 


32.653 


PLACE1005374 


65.634 


77.534 


33.162 


35. 300 


28.763 


35. 173 


31.282 


34.469 
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PLACE 1005383 


192.459 


99. 179 


41.513 


26.019 


36. 659 


74.701 


68.796 


45.274 


PLACE 1005388 


13.492 


3. 669 


17. 165 


2.620 


2. 702 


5.416 


5.640 


1.066 


PLACE 1005409 


90. 786 


74. 023: 


54.915 


55.853 


33. 620 


40. 200 


37. 456 


42.420 


PLACE 10054 10 


46.290 


42.715. 


17.237 


13.377 


5.674 


22.632 


23. 974 


18. 471 


PLACE 1005426 


91.681 


34. 07!. 


23.696 


8. 178 


19.395 


33.771 


55. 787 


18.201 


PLACE1005431 


31.798 


52. Ill 


24.865 


17.489 


30. 465 


29.753 


21.758 


27.288 


PLACEI00S4M 


73.901 


79. 686 


50.868 


59. 367 


41.772 


40.635 


41. m 


44. 454 


PLACE1005467 


53.538 


58.69SI 


26.287 


26.884 


22. 037 


19.003 


24.688 


36.491 


PLACE1005471 


14. Ill 


22. 56*i 


10.718 


9. 783 


3.667 


5. 561 


7.986 


9.066 


PLACE1005476 


ii. iii 


15.401! 


6.820 


10. 474 


5.214 


8.066 


10.246 


12.895 


PLACE1005477 


44.904 


32.5411 


21.171 


12.649 


22.905 


16.973 


12.374 


11.640 


PLACE 1005480 


15.176 


15.90V 


13.557 


7.819 


5. 374 


9.674 


14.794 


13.766 


PLAC£l0t)$48l 


34. §54 


28. 42;l 


22.694 


20. 287 


10.897 


it. 464 


20.8/4 


20.642 


PLACE1005494 


3.769 


10.33!) 


4.444 


0. 960 


2.290 


3.620 


3.635 


4.680 


PLACE100S495 


66.611 


51.739 


18.659 


10. 826 


24.448 


36. 783 


41.876 


19.394 


PLACE 100 5497 


225. 2*9 


70.1711 


56.698 


22.970 


70.611 


95.227 


102.253 


52. 394 


PLACE 1005499 


34.460 


64.29;! 


20.603 


24. 590 


10.840 


16.074 


28. 756 


44.984 


PLACE 1005502 


23.366 


16.97!) 


25.072 


11. 122 


8.644 


11.079 


6. 947 


13.065 


PLACE1005513 


9.578 


9. 101 


6.647 


6.693 


5. 372 


7.954 


6.929 


7.661 


PLACE1005515 


26.055 


i?.Sm 


14.409 


7.630 


7.031 


15.665 


20. 130 


18.654 


PLACE1005519 


3.105 


10.749 


5. 162 


20. 785 


2.814 


7.220 


6. 981 


11.525 


PLACE 1005526 


26.332 


17.201* 


9.755 


7.461 


4. 693 


10. 134 


18. 343 


11.671 


PLACE 100 5528 


135.917 


114.261 


73.561 


90.213 


64.605 


59.074 


53. 101 


76. 644 


PLACE1005530 


57.987 
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US. J4H 
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>UtE20b04¥Y 


15.988 


4. 741 


4 305 


5.801 1 


6. 451 


4. 611 


5. 267 


7. 301 


PLACE3000004 


150.291 


87. 960 




66.696 


49.843 


55. 946 


72. 642 


62. 012 


PLACE3000009 I 


308.534 


dQl 319 


579. 345 3 


37. 661 


527.298 1 


010.865 


903. 209 


416. 227 


>LACE3O0OO2O 


129. 151 


Q7 Qlj 
91 . all 


62. 838 


38.547 


45. 276 


54. 510 


77. 399 


65. 319 


PLACE30OO029 


65.003 


DO . *Jl L 


28. 269 


34. 591 | 


20. 999 


29.355 


27. 242 


35,815 


PLACE3000038 


60.832 


10, RR1 

03. OO 0 


31.082 


31.184 


18.004 


26.851 


33.481 


34. 526 


PLACE3000052 


80. 986 


57 Vc r>E 
31 , 3113 


42. 01 0 


29. 980 1 


28.396 


38.406 


44. 374 


46. 348 


PLACE3000059 


14.309 


lU. t L 0 


7 Q7R 

(.3(0 


9.607 


8.219 


10.311 


10. 168 


14.892 


PUCE300OO67 


148.633 


i iL. oby 


72 A1 "> 

l Cm O 1 C 


07.464 1 


67.921 


73. 383 


51. 333 


59.832 


PLACE3000069 


94.472 


co oat 
bo. ©91 


10 9 54 
03. i Ofl 


38.134 


38. 532 


45. 365 


50.569 


49.095 


PUCE300O07O 


606.923 


t no 1 ac 
398. 14b 


ill. USD 


102. 922 


122.053 


340. 430 


303. 517 


264.024 


PLACE30Q01O3 


37.665 


49. 004 


£ 0. OO I 


21.788 


14.319 


19.018 


24. 128 


23.022 


PUCE3O00119 


71.233 


/ / . o 14 


11 7ni 

Jc . / UJ 


36.829 1 


29. 100 


33. 236 


32. 954 


38. 558 


PLACE3000121 


28.770 


1 C 1 


13. 000 


6.769 


11.774 


14.597 


21.083 


15.791 


PLACE30Q0124 


136.225 


102. 926 


— 77 in? 
73. 10Z 


88.816 


50.098 


64.249 


70.972 


88. 890 


PUCE3000135 


5.325 


1. 538 


1 . 703 


2.303 


1.771 


1.846 


2.243 


1. 568 


PLACE3660iJd 


264.467 


146. 748 


117 ^ cn 
11/. 0 bu 


79.000 | 


94. 116 


149.983 


35. 199 


82.816 


PLACE3Q00142 


84.493 


43. 724 


33. 445 


21.753 


29.470 


39.958 


59.408 


36.420 


PLACE^dbUS 


202.991 


105. 472 


78. 043 


43.347 


67.611 


96.794 


127.254 


104.646 


PLACE3000147 


45.022 


53. 334 


28. 294 


29.723 1 


15.237 


24.991 


20. 260 


28.896 


>UCE3000148 


50. 238 


25. 306 


12. 752 


14.405 


11.331 


16.047 


21.617 


14. 375 


PLACE3000154 


16.588 


24. 537 


5. 983 


4.482 


5.238 


17.888 


19.855 


5.659 


PLACEJMOlSS 


162.823 


103. 374 


73. 169 


61.895 


55.036 


69.498 


99. 138 


67.036 


PLACE J0001 56 


293. 645 


80. 486 


95. 151 


36.695 


86.574 


251.934 


180. 898 


69. 146 


>UtE300015f 


77. 274 


48. 353 


30. 271 


23.067 1 


21.480 


31. 175 


45.472 


36.779 


PUCE3000158 


138.262 


117.084 


66. 013 


76.854 


56.610 


58.354 


55. 566 


83.250 


PLACE300O16O 


12.383 


13. 802 


3. 360 


3.543 


2.772 


7.038 


7.949 


11. 165 1 


>LACE30O0169 


112.273 


107. 072 


60. 628 


74.727 


35.758 


41.506 


37.316 


64. 578 


>LACEJ00&lft1 


159.980 


52.030 


66.098 


26.437 


1 39.138 


112.925 


84.309 


50. 931 


>LACE 3000 194 


59.243 


40. 406 


43. Of c 


30.599 


1 27.793 


33.533 


39. 940 


36. 285 


>LACE3000197 


2.773 


2. 051 


1 A*)Q 
1. 4t9 


3.753 


0.000 


3.916 


95.254 


57. 504 


>LACE3000199 


38.435 


22. 543 


1 1 705 

11. # 3b 


7.257 


1 11.967 


16.257 


14.819 


12.260 


PLACE3000205 


98.788 


82. 371 


7C 0A7 

r b. tuf 


41.507 


1 69.168 


50. 577 


62. 634 


65. 731 


PLACE3000207 


107.828 


9 1 . 39C 


D I - J JD 


61.872 


j 58.924 


42.359 


53. 327 


75. 106 


PLACE3000208 


112.570 


C A O AO 

94. IKjj 




38.351 


I 49.935 


44. 990 


75.532 


53. 240 


PLACE3000213 


26.219 


is. oafi 


11.141 


11.345 


I 7. §4* 


1 12.842 


24.022 


| 17.439 


PLACE3000215 


90.8*0 




28. 635 


9.043 


I 15.498 


40. 462 


43.681 


18.877 


PLAC«0M214 


ib.ccl 


2.943 


2.894 


3.797 


1.404 


4.853 


5. 114 


3. 490 


PUCE300022O 


61.SI9 


52. 284 


29.152 


23.405 


20.917 


20. 102 


32.078 


28. 959 


fLAttiOOOccI 


57.492 


57.641 


28.073 


44. 309 


27.289 


41.840 


33.858 


52. 488 


PLACE3000225 


73.279 


54. 393 


35.962 


36. 879 


1 33.401 


26. 367 


40. 176 


43. 907 


PLACE3O00226 


73.816 


45.891 


30.595 


22.786 


30.642 


32.460 


45. 062 


32. 422 


PLACE300023Q 


46.766 


26. 306 


16.545 


! 6.639 


15.988 


18. 992 


43. 959 


26. 308 


PLACEJO0O231 


48. 528 


32. 588 


17.433 


13.571 


1 12.141 


20. 113 


27.942 


18. 127 


PLACE3000235 


85.027 


89. 322 


36. 118 


40. 285 


1 33.985 


29. 150 


33. 828 


45. 276 


PLACE3O00242 


40.499 


25. 236 


19.477 


11.857 


1 14.018 


22. 181 


24. 892 


16.933 


PU*CE3<>00244 


8. 374 


6. 431 


4. 114 


3.304 


1 1.774 


5.910 


8.022 


3.080 


PLACE3000253 


15.620 


19.797 


14.659 


8.539 


I 11.579 


14.844 


17.301 


u.m 


PLACEiftW«54 


1676.768 


504. 372 


399.997 


312J53 


1 401.250 


506.426 


625.003 


328.912 


pLAKSo6d27i 


142.510 


130.398 


184.934 


108.646 


196. 939 


76.216 


94.895 


$■6,942 


PLACE3000276 


50.360 


33.422 


20. 928 


13.869 


24.274 


23. 260 


48. 090 


23.254 


PLACE300O3O4 


7*0.41* 


459. 951 


316.676 


275.105 


1 248.812 


389.978 


267.542 


311.942 


PLACE3000309 


105.170 


114.67*' 


22.694 


38.446 


I 20.838 


90.058 


54. 287 


66. 566 


PLACE3000310 


16.942 


13.J* 


5. 349 


3.549 


| 6.01 


7.279 


9.574 


6.330 


PUCE300032O 


37. ObJ 


io.78i 


10. 59C 


11.068 


12.166 


12. 64* 


17.2S2 


1^.735 


PLACE30O0322 


59.027 


28. 94- 


19.280 | 27.456 


1 23.01C 


14.895 


2d. 364 


32.475 
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Table 171 



'LALCOUUU J JU 


91ft 7KO 
L 1 0. 303 


1 19 10 A 
lie. it** 


a I . h 9U 


*»7 71 1 

3 1 - L 1 1 


77 411 


Iftl QA(\ 
I U3. 34U 


1 O J. U03 


09 nn9 


di Arc^rtrtm 4 1 


/ 0. 1 34 


IAQ ICC 


DO. i I 4 
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C9 01C 
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no 007 
CO. 33/ 


£0 070 
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LALt 3UUU J 33 


in cd i 
4U. 001 


c 1 . 4U4 


in £ QQ 


I U. £04 


1 U. f CO 


10. Ul3 


97 1 
LI . 1 DO 


1 £ Q/4Q 

1 0. 349 


'LALt3lXJ034l 


ou. zzy 


HI . UUd 


Li. 1 CO 


7 A AQA 

t4. 4SJ4 


1 5. 30 J 


I J. DU4 


cf .414 


£0. 30 f 


'LACE30G035Q 


i 3. 4do 


ju. ovO 


1 J. 4 1 1 


ta HQA 

I O. 034 


I U. 4/o 


10. 194 


1 1. J/0 


1 a 9 AC 

1 9. cAo 


'LACE3000352 I 


133. 033 


66. 842 


27. 124 


*>»> ICC 

ZZ. loo 


*> 1 ceo 

31 . boo 


39. 432 


49. 060 


26. 130 


'LACE3000353 


43. 75o 


07 Aft? 

ci . 987 


13. 1 J I 


I Z. f 53 


I I . Zoo 


2 1 . 242 


a *> con 
4Z. 590 


IS. O/f 


PLACE 3 000 3 62 


67. 720 


68. 906 


37. 576 


54. 837 


39. 546 


31. 556 


42. 322 


53. 834 


PLACE3OO0363 


57.403 


38. 780 


25. 263 


14. 578 


19. 607 


23. 664 


46.846 


21. 687 


PLACE3O00365 ! 


67. 367 


70. 204 


26. 265 


27. 858 


28. 782 


28. 393 


58. 355 


39. 738 


PLACE3OO0373 


13. 237 


14. 898 


8. 160 


10. 479 


10. 212 


7. 337 


11. 629 


6. 545 


PLACE3O00374 


65. 1S4 


47. 969 


28. 255 


34.215 


25. 888 


25. 506 


40.045 


29. 881 


PLACE3000387 


39. 123 


14. 751 


9.548 


6. 520 


10.023 


13. 134 


24.323 


1 1 . 700 


PLACE3000388 


38.498 


49.657 


25.044 


30. 962 


16.063 


16. 391 


26.317 


35. 550. 


PLACE3000399 


148. 163 


127. 490 


65. 532 


74. 992 


56. 760 


50. 436 


71.879 


57. 275 


PLACE 3 000400 i 


64. 113 


49. 775 


24. 696 


24. 323 


28.318 


34. 732 


29.297 


29. 946 


PLACE30004O1 I 


643.361 


789.055 


443.841 


553.459 


424.754 


314.650 


347.522 


356. 250 


PLACE3O00402 


93. 152 


75.383 


36. 033 


35. 535 


33.800 


26. 510 


39. 162 


39. 094 


PLACE3000405 


116.575 


74. 775 


47. 203 


35. 397 


23. 948 


53.017 


69.999 


41.988 


PLACE 3000406 


46.734 


47.216 


28. 404 


38. 943 


18. 564 


21. 735 


18.510 


22. 439 


PLACE3O00413 


172.089 


63. 768 


60. 797 


25. 154 


38. 861 


86. 736 


100. 967 


39. 294 


PLACE3000416 


72.812 


94. 541 


27. 443 


24. 126 


23. 401 


36. 001 


52. ^78 


31.746 


PLACE3OO0425 


75.299 


85. 243 


55.831 


51. 775 


29.832 


40. 724 


54.413 


42. 424 


PUCE300D437 


152.596 
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91.713 


79. 520 


53.901 


88. 235 


140.605 


71.376 


PLACE 3000455 


199.980 


144.915 


86. 941 


70.024 


46.162 


89. 704 


140. 865 


87. 299 


PLACE300D475 


344.660 


151.608 


142.664 


51.432 


168.147 


291. 157 


322.276 


96.413 


PLACE 3000477 


105.902 


72. 097 


35. 966 


23. 877 


17.322 


48. 569 


53.837 


34. 942 


PLACE4000003 


21.542 


6.768 


7.756 


4.336 


6.666 


15. 322 


9.008 


10.517 


PLACE 4000008 


81.624 


76. 594 


49.347 


29. 174 


47. 030 


40. 800 


60. 131 


38.137 


PLACE4000009 j 


254. 207 


142.614 


81. 374 


67. 480 


67.588 


123. 118 


127.853 


80.493 


PLACE4000014 
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25.748 
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PLACE4000029 


21.650 


25.863 


17. 118 


20. 048 


17.45$ 
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27.051 


PLACE400O034 
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28.634 
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43.040 
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69.807 
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50.891 
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64.317 
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57.074 


25. 752 


30. 034 


15.812 


36. 433 


50. 349 


23. 477 


PLACE40ftdM2 


78. 176 


55. 581 


32.501 


23. 565 


14.025 


47.511 


74.636 


26.040 


PLACE4000063 


84. 945 


48. 380 


39.855 


15.974 


28. 354 


50.659 


60.330 


32. 588 


PLACE4000089 


19.057 


35. 752 


29. 230 


17.534 


17.492 


11.406 


15. 833 


13.554 


PLACE4000093 


26.060 


15.272 


12. 061 


6.706 
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11.634 


18. 344 


13.777 
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101.893 


42. 734 
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29. 333 
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124.173 


34.6o& 


22. 754 
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20. 649 
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19.503 
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75. 194 


36. 209 


29.412 


33.084 


61.638 
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44.570 


PLACE4000128 
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131.483 


60.440 


57. 978 


41. 117 


68.736 


84. 185 


95. 597 


PLACE4000129 
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37. 431 


53. 267 


53.097 


33. 745 


72. 527 


81.857 


45.648 


PLACE4000131 


156. 165 


156. 169 


86. 886 


106.633 


78. 888 


107. 180 


102. 299 


66.814 


PLACE4000147 


16.492 


9.413 


7.966 


2. 107 


5. 770 


5. 146 


tO. 290 
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PLACE4000156 


69. 314 


72. 955 


65. 884 


87. 221 
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46. 822 


36. 362 


77. 048 


PLACE4000175 


60.994 


54. 028 


16. 876 


13. 509 


17. 492 


17.684 


32. 845 


26. 309 


PLACE400O19O 


593. 634 


220. 190 


171. 592 


116. 664 


189. 541 


260. 140 


310. 147 


138. 653 


PLACE400O192 


301. 266 


121. 069 


80. 280 


70. 432 


67. 302 


127. 637 


134. 475 


72. 627 


PLACE4000206 


259. 054 
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77. 872 
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67.058 


61.229 


37.510 


23.741 


22. 459 


30.120 


39.510 


34. 866 


PLACE460u222 


106. 945 


86. 369 


43.808 


41.733 


40. 284 


26.442 


41.963 


45. 046 


PUCE4O00223 


107. 887 


42. 520 


26.804 


14.769 


1 9. 364 


37.870 


44.089 


22. 256 


PUCE4000229 


50.488 


20. 289 


21.176 


10.728 


15. 908 


27.323 


! 36.955 


19.875 


PUCE4000230 


83.847 


33. 508 


24. 933 


10.032 


18.791 


28.713 


41.794 


26. 235 


PLACE4000233 


96.059 


59.313 


60. 661 


55.448 


i 36. 248 


37. 359 


46. In* 


47.823 


PLACE4000239 


124. 398 


94. 107 


57. 093 


48. 109 


f 34. 394 


43.667 


35.791 


41. 364 


PLACE4000247 


! 54.958 


32. 352 


28. 165 


18.524 


15.208 


25. 144 


27.545 


21.593 


PLACE4000250 


104.404 


85. 640 


73.997 


59. 563 


48. 738 


59.288 


60.153 


65. 709 


PUCE4000252 


\ 33. 790 


23. 180 


15.501 


12.390 


6.684 


14.866 


16.956 


13.472 


PUCE4000259 


113.573 


49. 555 


! 27.075 


21.856 


43. 353 


38.644 


52.944 


26.431 
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Table 172 



PLACE4000261 I 254.068 



'LACE4000264 | 39.73 



'LACE4O00269 I 85.391 



"PLACE4000270 I 37. 293 



PLACE400didl 1 132.006" 



PLACE40C0300 1 95.228 



PLAtE4000320 1 101.920 



plAttAmiii T75Q46" 



PLACE4000328 1 gOQ 



PLACE4000344 I 47.237 



PUkCE40O0347 I 270.519 



*LACE4000354 I 51.402 



PLACE4000367 I 38.537 



PLACE4000369 1 87. 55Z 



PLAbE4000379 I 63.427" 



PLACE4000387 1 51.546 



PLACE4000392 1 16.062 



PLACE4d00399 1 537. 973 



FPgRWjjjgj 1 18.633 



flJtCE40fl0403 1 122.68b 



PLAdE4O00411 I 76.4/4 



PLACE400041S I 117.128 



PLACE4O0Q41 6 
PLACE4000424 



155. 173 



PLACE4000431" 
PLACE4000443 



49.737 



94. 197 



5.628 



PLACE460O44S I 112.063 



PLAte4000450 I 235. 301 



PLACE4000455 
PUtE460046S 



48.423 



.PLACE 4000455 
PLACE40OO472 



106.018 



j 291.255 



361.477 



48.744 



29. 931" 



69.167 



35.516! 



30.790 



64.001 



74. 756 
90. 56t f 
TOSlf 



25.071 



135. 10J! 



13.801 



59.645 



21.356 



59. 934 



50.704 



53.S18 



59.225 



21.110 



19.282 



69.949 



21.911 



48.81U 



46.050 
28.804" 



7. 012 
347. 56 f 



16.08ir 

7T7FT 



TT283 



151.945 



20.813 
"457291" 



10.390 



123.064 



129.164 



"1024 



96.54 ? 
313.894 



PuCe40OO4*7 | 71.1 30 



PLACE4000489 I 95. 437 



PLACE4000494 



283.61 2 
60.55 ? 
42.543 



PLAK4ooosoi 



88.573 
149. 633 



PUCE40QO521 1 204. 368" 



PLACE 40005ZZ 
PUCE40tifaSif7 



PLAfcE400flS4fl 



70. 773 
1S5. 193 
47.086 



PLACE400flS8l 1 to. 383 



pDreHWBsgg 1 24.623 



'UCE4000593 1 72.08f' 



PUCE4006612 1 363. 116, 



PLACE4O00638 



77. 534 



PLACE4000650 1 45.331 



PLACE46606S1 1 81.785 



PLACE4D00BSr 



6.383 



PLACE4Mt670 1 26.614 



t>LACt400ti685 I 353. 509 



PLACE400068r 



6.072 



PLACES6600O3 40.413 



PUCE 500000 5 



PLACESOOOQlT 



PUCE50000Zr 



PLACESOOOOZF 



pLaCesOO&024 



FEACES0dflO36 ' 



ppgerorogg 



PLAcES000076~ 



PLACE5000n7 ~ 
PLACE500Q143~ 



PLACE50D0152 



29.397 



23. 138 



11.535 



46.567 



41.449 



7085 



549.460 



14.669 



42.649 



56.21 



7.979 



62.17? 



81. 173 



97.629 



21.125 



13.300 



27.044 



34. 549 



20.204 



6.606 



216.840 



12.450 



64. 480 



7062 



1057 



41.224 



19. 113 



22. 172 



1.885 



82.212 



22.460 



T45T 



32.049 



20.188 



24. 956 



44. 034 



50. 074 



75. 643 



15.693 



9.754 



73. 164 



14.137 



12.406 



18.841 



40.613 



18.439 



5.828 



88.160 



8.891 



32.311 

"27rm 



69.697 



14. 239 



32.560 



22.145 



58.105 



42. 272 



37.273 



65. 195 



16.385 



15.816 



7089 



10. 506 



12.328 



17.942 
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Table 185 

Expression of each cDNA in human pulmonary arterial endothelial cells cultured in a 
medium containing bovine serum albumin, glycated bovine serum albumin or advanced 
glycation endproduct of bovine serum albumin (This table also contains clones without 
description in Examples). 

In the table, EC_G_B/EC_BS A and EC_A_B/EC_BSA represent the ratios 
EC_glycated_BSA/EC_BSA and EC_AGE_BSA/EC_BSA, respectively. 



10 EC_glycated_BSA EC_G_B EC_A_B 

Clone_name EC_BSA EC_AGE_BSA /EC_BSA /EC_BSA 



GAPDH(Crl) 100.81 134.21 115.16 1.33 1.14 
pactin(Cr2) 1101.9 1092.57 997.36 0.99 0.91 



ADRGL1000005 26.88 38.27 36.13 1 1 

ADRGL1000007 117.89 127.25 133.21 1.08 1.13 

ADRGL1 000009 29.18 25.65 26.05 1 1 
20 ADRGL1000011 88.9 117.33 142.9 1.32 1.61 

ADRGL1000027 33.24 40.53 43.02 1.01 1.08 

ADRGL1000058 153.41 208.84 180.05 1.36 1.17 

ADRGL1000069 16.8 21.77 29.81 1 1 

ADRGL1000077 25.74 24.72 32.86 1 1 

25 ADRGL1000092 84.52 84.15 121.76 1 1.44 

ADRGL10O0099 76.19 91.53 106.01 1.2 1.39 

ADRGL1000136 52.34 44.76 63.06 0.86 1.2 

ADRGL1000147 46.08 45.18 52.15 0.98 1.13 

ADRGL1000159 31.52 40.24 42.72 1.01 1.07 

30 ADRGL1000160 52.34 60.37 62.29 1.15 1.19 

ADRGL1000171 21.46 16.78 25.59 1 1 

ADRGL1000181 37.44 45.71 43.65 1.14 1.09 
BGGI11000015 52.42 71 65.47 1.35 1.25 
BGGI 11000016 127.44 . 122.93 147.57 0.96 1.16 

BGGI11000017 25.65 25.74 31.33 1 1 

BGGI1 1000022 32.82 35.19 25.56 1 1 

BGGI1 1000031 44.42 43.8 40.25 0.99 0.91 

BGGI1 1000042 120.38 146.44 165.42 1.22 1.37 

BGGI1 1000046 74.72 58.85 84.95 0.79 1.14 
BNGH41000020 4286.08 3584.67 4330.96 0.84 1.01 

BNGH41000025 216.67 223.74 257.06 1.03 1.19 
BNGH41000026 25.76 28.16 35.52 1 1 
BNGH41000027 29.23 23.83 17.86 1 1 
45 BNGH41000035 280.32 238.34- 305.66 0.85 1.09 
BNGH41000037 59.14 54.86 54.58 0.93 0.92 

BNGH41000042 356.1 324.08 411.07 0.91 1.15 
BNGH41000048 1201.37 869.03 739.91 0.72 0.62 





BNGH41000056 


33.94 


31.4 


40.01 


1 


1 


50 


BNGH4 1000087 


77.58 


81.76 


91.07 


1.05 


1.17 




BNGH41000091 


21.05 


21.23 


26.82 


1 


1 




BNGH41000157 


81.11 


57.28 


77.46 


0.71 


0.95 




BNGH4 10001 69 


21.1 


17.59 


22.53 


1 


1 


55 


BNGH41000181 


63.54 


56.92 


70.08 


0.9 


1.1 


BNGH41000198 


32.53 


26.38 


34.37 


1 


1 



BNSDOCID: <EP 11 30094 A2J_> 



294 



EP 1 130 094 A2 



BNGH41000219 114.67 161.09 142.46 1.4 1.24 

BNGH41000229 130.25 139.85 138.03 1.07 1.06 

BNGH4 1000237 94.54 91.81 114.21 0.97 1.21 

BNGH41000238 33.23 62.41 30.4 1.56 1 

BNGH4 1000243 90 78.6 84.17 0.87 0.94 

BNGH41000270 22.87 30.92 20.81 1 1 

BRAWH 1000004 43.72 38.29 36.26 0.91 0.91 

BRAWH1000018 28.94 43.05 31.38 1.08 1 

BRAWH1000021 33.89 36.68 36.1 1 1 

BRAWH1000027 26.95 26.48 21.83 1 1 

BRAWH1000O29 24.31 26.41 29.83 1 1 

BRAWH1000O40 49.28 49.78 51.7 1.01 1.05 

BRAWH1000050 1118.27 957.41 645.63 0.86 0.58 

BRAWH1000051 21.81 14.16 15.84 1 1 

BRAWH1000060 902.17 1021.85 719.09 1.13 0.8 

BRAWH1000075 40.92 36.18 34.01 0.98 0.98 

BRAWH1000081 49.31 40.89 33.79 0.83 0.81 

BRAWH1000084 452.29 521.35 444.54 1.15 0.98 

BRAWH1000095 28.02 33.29 35.65 1 1 

BRAWH 1000096 37.75 32.39 37.8 1 1 

BRAWH1000097 175.7 181.58 129.9 1.03 0.74 

BRAWH1000100 339.32 252.86 326.18 0.75 0.96 

BRAWH1000101 189.56 197.54 190.15 1.04 1 

BRAWH1000104 45.36 23.5 26.12 0.88 0.88 

BRAWH1 000107 33.73 27.7 30.64 1 1 

BRAWH1000110 202.56 258.75 198.95 1.28 0.98 

BRAWH1000111 52.23 52.14 54.17 1 1.04 

BRAWH1000135 44.7 32.7 48.5 0.89 1.09 

BRAWH1000190 55.01 54.64 53.49 0.99 0.97 

HEMBA1000005 106.84 99.81 118.59 0.93 1.11 

HEMBA1000006 31.35 30.25 31.42 1 1 

HEMBA1000012 934.52 1045.19 733.9 1.12 0.79 

HEMBA1000020 1097.31 1001.42 782.76 0.91 0.71 

HEMBA1000030 39.47 59.22 55.57 1.48 1.39 

HEMBA1000034 41.06 33.37 49.9 0.97 1.22 

HEMBA1000042 87.29 119.44 105.36 1.37 1.21 

HEMBA1000045 38.05 29.97 32.61 1 1 

HEMBA1000046 65.78 48.47 56.5 0.74 0.86 

HEMBA1 000047 29.76 29.69 27.26 1 1 

HEMBA1000048 51.59 87.03 74.56 1.69 1.45 

HEMBA1 000050 21.48 22.41 21.31 1 1 

HEMBA1000053 33.83 52.08 36.54 1.3 1 

HEMBA1000060 62.61 80.35 72.27 1.28 1.15 

HEMBA1000072 3213.18 3346.82. 2534.89 1.04 0.79 

HEMBA1000073 144.08 131.01 135.47 0.91 0.94 

HEMBA1000076 99.2 101.77 108.05 1.03 1.09 

HEMBA1000084 903.59 1021.18 662.19 1.13 0.73 

HEMBA1 000087 18.74 18.51 17.49 1 1 

HEMBA 1000088 37.63 34.06 39.73 1 1 

HEMBA 1000091 92.91 124.08 81.28 1.34 0.87 

HEMBA1000111 163.95 175.93 142.8 1.07 0.87 

HEMBA1000121 50.2 57.75 63.78 1.15 1.27 
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HEMBA1000128 34.23 34.25 42.68 1 1.07 

HEMBA1000129 33.74 28.61 24.49 1 1 

HEMBA1000141 36.57 47.8 40.55 1.2 1.01 

s HEMBA1000146 31.61 44.77 38.28 1.12 1 

HEiMBA1000150 111.76 125 148.83 1.12 1.33 

HEMBA1000154 2582.73 2694.12 2957.38 1.04 1.15 

HEMBA1000156 22.76 29.51 27.87 1 1 

HEMBA1000158 31.91 30.83 33.72 1 1 

10 HEMBA1000168 27.29 54.84 26.38 1.37 1 

HEMBA1000180 16.55 23.17 20.44 1 1 

HEMBA1000185 54.11 55.35 62.93 1.02 1.16 

HEMBA1000188 22.16 17.94 24.29 1 1 

HEMBA1000193 29.19 30.72 31.9 1 1 

15 HEMBA1000194 74.29 109.54 90.59 1.47 1.22 

HEMBA1000201 44.41 42.96 41.08 0.97 0.93 

HEMBA1000213 18.92 23.15 25.11 1 1 

HEMBA1000216 44.41 51.86 60.06 1.17 1.35 

20 HEMBA1000227 19.08 20.17 23.3 1 1 

HEMBA1000231 92.39 114.3 97.34 1.24 1.05 

HEMBA1000237 131.14 122.38 164.59 0.93 1.26 

HEMBA1 000243 46.86 51.21 51.31 1.09 1.09 

HEMBA1000244 28.69 28.57 27.29 1 1 

25 HEMB A 1000251 23.37 20.93 28.68 1 1 

HEMBA1000254 39.22 33.08 37.71 1 1 

HEMBA 1000264 18.83 25.13 20.86 1 1 

HEMBA1000269 121.83 115 125.85 0.94 1.03 

HEMBA1000275 64.89 81.4 85.29 1.25 1.31 

so HEMBA1000280 65.73 70.12 60.96 1.07 0.93 

HEMBA1000282 105.2 131.6 139.11 1.25 1.32 

HEMBA1000287 46.9 50.39 50.11 1.07 1.07 

HEMBA1000288 67.58 54.81 56.33 0.81 0.83 

HEMBA1000290 21.81 14.64 20.96 1 1 

35 HEMBA1000296 43.01 31.79 35.93 0.93 0.93 

HEMBA1000300 154.13 175.41 162.51 1.14 1.05 

HEMBA1O003O2 23.88 23.25 20.97 1 1 

HEMBA1000303 30.84 27.88 28.97 1 1 

HEMBA1000304 65.17 86.05 75.31 1-32 1.16 

40 HEMBA1000307 25.08 25.46 32.48 1 1 

HEMBA1000312 100 94.17 96.06 0.94 0.96 

HEMBA1000318 36.68 23.56 27.9 1 1 

HEMBA1000327 68.96 56.6 58.95 0.82 0.85 

HEMBA1000333 19.33 18.46 16.81 1 1 

HEMBA1000338 65.33 57.64 46.83 0.88 0.72 

HEMBA 1 000343 42.36 42.76 49.07 1.01 1.16 

HEMBA1000349 38.2 41.83 42.42 1.05 1.06 

HEMBA1O00351 58.7 63.38 68.21 1.08 1.16 

so HEMBA 1000355 52.26 49.25 44.91 0.94 0.86 

HEMBA10OO356 113.54 100.53 104.48 0.89 0.92 

HEMBA1000357 75.26 72.98 62.46 0.97 0.83 

HEMBA1000366 49.39 53.33 53.55 1.08 1.08 

HEMBA1 000369 41.69 32.76 33.42 0.96 0.96 

55 HEMBA1000370 60.27 38.59 48.09 0.66 0.8 
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HEMBA1O0O827 68.99 39.78 47.79 0.58 0.69 

HEMBA1000833 25.58 25.52 30.57 1 1 

HEMBA1000835 2111.65 1497.9 1485.01 0.71 0.7 

HEMBA1000843 56.27 54.43 55.21 0.97 0.98 

HEMBA1000851 31.69 22,56 26.81 1 1 

HEMB A 1000852 56.96 54.44 50.55 0.96 0.89 

HEMBA1000867 48.67 43.93 29.75 0.9 0.82 

HEMBA1000869 41.88 38.24 35.91 0.96 0.96 

HEMB A 1000870 43.48 40.06 36.77 0.92 0.92 

HEMBA1000872 104.68 84.86 91.41 0.81 0.87 

HEMBA1000875 48.86 58.31 55.26 1.19 1.13 

HEMBA1000876 67.93 78.45 71.48 1.15 1.05 

HEMBA1000907 70.99 54.09 74.56 0.76 1.05 

HEMBA1000908 23.07 15.94 19.03 1 J 

HEMBA1000910 32.2 27.08 30.5 1 1 

HEMBA1000918 111.32 116.33 81.06 1.05 0.73 

HEMBA1000919 22.07 24.98 22.53 1 1 

HEMBA1 000934 26.39 32.83 28.03 1 1 

HEMBA1000935 46.11 38.81 46.64 0.87 1.01 

HEMBA1000940 85.36 71.35 78.33 0.84 0.92 

HEMBA 1000942 70.42 56.83 79.23 0.81 1.13 

HEMBA1000943 12.93 13.15 10.61 1 1 

HEMBA1000946 29.7 42.14 32.79 1.05 1 

HEMBA1000960 190.41 190.99 180.48 1 0.95 

HEMBA1000962 46.12 59.9 54.5 1.3 1.18 

HEMBA1000968 33.79 36.55 39.28 1 1 

HEMB A100097 1 48.24 49. 1 5 1 .91 1 .02 1 .08 

HEMBA1000972 38.3 40.09 39.66 1 1 

HEMBA100O974 51.97 56.82 49.75 1.09 0.96 

HEMBA1000975 46.25 43.7 33.71 0.94 0.86 

HEMBA1000979 63.82 70.71 68.55 1.11 1.07 

HEMBA1000981 64.65 86.95 94.68 1.34 1.46 

HEMBA1 000983 51.37 48.15 51.7 0.94 1.01 

HEMBA1000985 27.69 27.02 30.11 1 1 

HEMBA1000986 53.93 49.72 49.93 0.92 0.93 

HEMBA1000991 52.24 42.47 50.43 0.81 0.97 

HEMBA1001007 27.01 24.05 28.85 1 1 

HEMBA1001008 20.98 17.62 20.17 1 1 

HEMBA1001009 20.84 18.86 22.39 1 1 

HEMBA1001014 135.14 164.28 150.39 1.22 1.11 

HEMBA1001017 34.86 39.24 67.82 1 1.7 

HEMBA1001019 37.17 35.97 39.91 1 1 

HEMBA1001020 53.82 62.13 66.28 1.15 1.23 

HEMBA1001021 26.14 29.34 40.37 I 1.01 

HEMBA 100 1022 41.99 46.13 37.15 1.1 0.95 

HEMBA1001024 15.72 18.6 18.46 1 1 

HEMBA1001026 17.94 15.49 20.39 1 1 

HEMBA1001043 25.75 20.78 29.85 1 1 

HEMBA1001051 259.05 315.04 343.57 1.22 L33 

HEMBA 100 1052 26.16 30.4 30.36 1 1 

HEMBA1001059 214.68 230.87 246.86 1.08 1.15 

HEMBA1001060 67.75 78.09 75.1 1.15 1.11 
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HEMBA1001064 25.42 26.4 32.27 1 1 

HEMBA1001071 21.34 32.81 30.6 1 1 

HEMBA1001077 34.87 36.52 45.31 1 1.13 

HEMBA1001078 209.41 158.37 287.22 0.76 1.37 

HEMBA1001080 89.83 97.65 106.07 1.09 1.18 

HEMBA1001084 62.53 60.01 63.93 0.96 1.02 

HEMBA1001085 54.78 46.69 53.3 0.85 0.97 

HEMBA1001088 48.42 43.37 46.47 0.9 0.96 

HEMBA1001093 49.68 39.8 55.42 0.81 1.12 

HEMBA1001094 20.97 21.59 19.98 1 1 

HEMBA1001099 21.58 23.52 26.87 1 1 

HEMBA1001104 29.79 37.22 32.3 1 1 

HEMBA1001109 156.85 194.24 223.99 1-24 1.43 

HEMBA1001114 417.97 357.72 505.7 0.86 1.21 

HEMBA1001121 34.94 28.76 29.96 1 1 

HEMBA1O01122 67.22 71.48 43.07 1.06 0.64 

HEMBA1O01123 68.59 45.79 49.75 0.67 0.73 

HEMBA1001133 26.76 19.02 27.29 1 1 

HEMBA1001137 40.48 30.55 37.31 0.99 0.99 

HEMBA1001140 47.02 45.97 47.6 0.98 1.01 
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83.23 


75.57 


83.48 


0.91 


1 


HEMBA1001269 


116.72 


87.43 


124.08 


0.75 


1.06 


HEMBA1001272 


29.45 


23.23 


24.56 


1 


I 


HEMBA1001279 


362.45 


336.61 


230.89 


0.93 0.64 
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EP 1 130 094 A2 



HEMBA 100 1281 380.63 

HEMBA 100 1286 184.88 

HEMBA 1001 289 25.32 

HEMBA1001291 135.14 

HEMBA1001294 66.23 

HEMBA1 001296 66.45 

HEMBA1001297 38.2 

HEMBA1001299 145.18 

HEMBA1001302 91.92 

HEMBA 100 1303 50.14 

HEMBA1001306 76.54 

HEMBA1O013O8 162.05 

HEMBA1001310 35.02 

HEMBA1001312 115.41 

HEMBA1001319 31.87 

HEMBA1001322 26.44 

HEMBA1001323 29.88 

HEMBA1001326 74.38 

HEMBA1001327 33.18 

HEMBA1001330 126.71 

HEMBA 100 1348 38.8 

HEMBA 100 1350 41.43 

HEMBA1001351 111.33 

HEMBA1001352 42.75 

HEMBA1001353 383.71 

HEMBA1001358 143.81 

HEMBA1001361 29.89 

HEMBA1001364 30.09 

HEMBA1001375 40.61 

HEMBA1001377 123.11 

HEMBA 100 13 83 24.75 

HEMBA1001387 133.99 

HEMBA1001388 16.86 

HEMBA1001390 162.95 

HEMBA1001391 28.95 

HEMBA1001398 71.07 

HEMBA1001405 18.28 

HEMBA1001406 47.72 

HEMBA1001407 26.06 

HEMBA1001411 22.01 

HEMBA1001413 26.86 

HEMBA1001414 52.92 

HEMBA1001415 43.07 

HEMBA1001416 69.22 

HEMBA10O1432 42.98 

HEMBA1001433 79.39 

HEMBA1001435 78.79 

HEMBA1001442 19.58 

HEMBA 100 1446 87.71 

HEMBA1001450 73.99 

HEMBA1001454 86.61 

HEMBA1001455 34.36 



330.72 267.19 
156.57 159.52 

27.22 27.13 
121.49 137.23 
38.38 63.36 
43.63 35.03 
62.28 59.53 
178.69 152.2 
114.12 122.61 
53.38 45.68 

82.23 86.06 

173.73 151.85 
29.23 32.29 
120.24 124.38 

35.57 28.57 
31.63 29.19 

29.58 36.66 
62.6 81.26 
52.98 44.45 
106.44 132.86 
28.5 36.52 
46.03 43.08 

99.5 89.31 
54.89 55.25 
440.78 378.96 

148 158.17 

35.45 46.23 

25.6 38.53 
50.18 55.42 
130.48 138.05 
21.89 25.34 
110.07 119.25 
15.81 19.96 
166.12 229.96 
25.43 34.84 
92.62 94.61 
22.16 27.71 
56.62 52.03 
28.51 42.35 
23.93 33.22 
28.89 35.64 
88.49 97.78 
56.61 61.78 
70.23 83.44 
46.16 57.09 
93.43 95.11 
81.88 95.67 
18.75 24.89 
99.2 116.86 
60.97 62.25 
101.22 82.71 

33.8 38.01 



0.87 0.7 

0.85 0.86 

1 1 

0.9 1.02 
0.6 0.96 

0.66 0.6 

1.56 1.49 

1.23 1.05 

1.24 1.33 

1.06 0.91 

1.07 1.12 
1.07 0.94 
1 1 
1.04 1.08 
1 1 

1 1 

1 1 

0.84 1.09 

1.32 1.11 

0.84 1.05 

1 1 

1.11 1.04 

0.89 0.8 

1.28 1.29 

1.15 0.99 
1.03 1.1 

1 1.16 

1 1 

1.24 1.36 

1.06 1.12 

1 1 

0.82 0.89 

1 1 

1.02 1.41 

1 1 

1.3 1.33 
1 1 

1.19 1.09 

1 1.06 
1 1 
1 1 

1.67 1.85 

1.31 1.43 

1.01 1.21 

1.07 1.33 
1.18 1.2 

1.04 1.21 
1 1 

1.13 1.33 

0.82 0.84 
1.17 0.95 
1 1 
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HEMBA1001459 


36.34 


36.67 


43.17 


1 


1 AO 

1.08 


HEMBA1001461 


32.17 


38.47 


33.2 


1 


1 


HEMBA1001462 


29.08 


29.65 


31.99 


1 


1 


HEMBA1001463 


59.9 


67.79 


69.08 


1.13 


1.15 


HEMBA1001469 


70.99 


49.11 


46.76 


0.69 


0.66 


HEMBA1001473 


169.16 


148.99 


167.31 


0.88 


0.99 


HEMBA1001477 


24.92 


25.29 


23.86 


1 


1 


HEMBA1001478 


26.37 


24.36 


30.89 


1 


1 


HEMBA1001480 


53.88 


56.83 


53.79 


1.05 


1 


HEMBA1001483 


58.76 


52.6 


67.18 


0.9 


1.14 


HEMBA1001490 


30.29 


34.25 


39.52 


1 


1 


HEMBA1001495 


1054.77 


1323.57 1231.86 1.25 1.1 


HEMBA1001497 


67.32 


73.45 


74.91 


1.09 


1.11 


HEMBA1001510 


164.19 


193.22 


183.1 


1.18 


1.12 


HEMBA1001515 


41.31 


50.63 


34.96 


1.23 


0.97 


HEMBA1001517 


112.81 


108.99 


110.39 


0.97 


0.98 


HEMBA1001522 


29.69 


30.46 


22.06 


1 


1 


HEMBA 100 1526 


47.88 


49.14 


54.08 


1.03 


1.13 


HEMBA1001533 


76.1 


71.35 


81.79 


0.94 


1.07 


HEMBA1001547 


82.24 


84.8 


90.33 


1.03 


1.1 



HEMBA1001552 149.34 124.65 127.65 0.83 0.85 

HEMBA1001553 464.14 480.55 526.67 1.04 1.13 

HEMBA1001557 92.63 94.47 76.06 1.02 0.82 

HEMBA1001563 63.54 59.53 45.05 0.94 0.71 

HEMBA1001566 82.82 88.26 79.39 1.07 0.96 

HEMBA 100 1569 128.2 118.39 122.68 0.92 0.96 

HEMBA 1 00 1 570 155.44 162.32 161.01 1.04 1.04 



HEMBA1001579 


56.65 


97.72 


71.55 


1.72 


1.26 


HEMBA1001581 


114.87 


159.23 


140.29 


1.39 


1.22 


HEMBA1001582 


41.6 


30.97 


50.61 


0.96 


1.22 


HEMBA1O01585 


47.86 


54.87 


46.66 


1.15 


0.97 


HEMBA 100 1589 


41.81 


47.65 


37.92 


1.14 


0.96 


HEMBA1001595 


62.62 


45.3 


48.48 


0.72 


0.77 


HEMBA1001604 


28.63 


29.02 


33.97 


1 


1 


HEMBA 100 1608 


185.33 


155.85 


151.37 


0.84 


0.82 


HEMBA1001615 


751.08 


926.26 


957.18 


1.23 


1.27 


HEMBA 100 1620 


143.66 


147.63 


174.25 


1.03 


1.21 


HEMBA1001621 


26.51 


20.21 


24.38 


1 


1 


HEMBA1001635 


54.68 


45.05 


34.75 


0.82 


0.73 


HEMBA1001636 


31.94 


20.65 


28.41 


1 


1 


HEMBA1001640 


86.56 


74.45 


107.35 


0.86 


1.24 


HEMBA 100 1647 


2431.23 


225 1.04 2043.18 0.93 0.84 


HEMBA1001651 


96.42 


110.51 


108.89 


1.15 


1.13 


HEMBA1001655 


72.11 


77.88 


73 


1.08 


1.01 


HEMBA1001658 


51.19 


33.83 


42.59 


0.78 


0.83 


HEMBA1001661 


24.48 


27.02 


32.12 


1 


1 


HEMBA1001665 


33.13 


33.84 


28.98 


1 


1 


HEMBA1001670 


84.62 


69.39 


98.47 


0.82 


1.16 


HEMBA 100 1672 


36.68 


36.31 


39.34 


1 


1 


HEMBA1001673 


82.64 


87.42 


58.92 


1.06 


0.71 


HEMBA1001675 


33.32 


36.24 


36.07 


1 


1 


HEMBA1001676 


500.75 


567.16 633.55 1.13 


1 1.27 
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EP1 130 094 A2 



HEMBA1001678 291.29 
HEMBA1001680 59 

HEMBA1001681 43.9 

HEMBA1001684 121.85 

HEMBA 100 1695 27.37 

HEMBA1001702 25.6 

HEMBA1001709 23.11 

HEMBA1001711 41.29 

HEMBA1001712 22.12 

HEMBA1001714 138.21 

HEMBA1001717 29.27 

HEMBA1001718 108.75 

HEMBA1001723 86.07 

HEMBA 1001731 26.03 

HEMBA1001734 60.16 

HEMBA1001736 48.23 

HEMBA1001741 43.58 

HEMBA1001744 23.18 

HEMBA1001745 18.96 

HEMBA1001746 60.21 

HEMBA1001761 41.31 

HEMBA1001762 87.22 

HEMBA1001781 39.61 

HEMBA1001784 46.9 

HEMBA1001791 46.46 

HEMBA1001794 106.21 

HEMBA 100 1800 1613.94 

HEMBA1001803 25.79 

HEMBA 100 1804 142.96 

HEMBA 1001 808 33.67 

HEMBA 1001 809 89.79 

HEMBA 100181 1 91.99 

HEMBA 1001 81 5 44.4 

HEMBA1001816 21.82 

HEMBA1001819 73.56 

HEMBA1001820 19.68 

HEMBA1001822 36.93 

HEMBA1001824 169.42 

HEMBA 100 1835 40.45 

HEMBA 100 1844 79.83 

HEMBA1001847 33.76 

HEMBA 100 1849 77.65 

HEMBA 1001 850 142.47 

HEMBA1001861 26.36 

HEMBA1001862 520.25 

HEMBA 100 1864 33.43 

HEMBA1001866 88.55 

HEMBA1001869 65.34 

HEMBA1001871 582.28 
HEMBA1001876 157.23 

HEMBA1001878 45.56 
HEMBA1001879 34.37 
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49.1 


1.2 


1.19 


21.69 


26.49 


1 


1 


150.33 


176.72 


1.09 


1.28 


28.98 


29.74 


1 


1 


108.53 


111.93 


1 


1.03 


96.41 


63.93 


1.12 


0.74 


27.17 


29.94 


1 


1 


66.91 


55.53 


1.11 


0.92 


61.31 


61.56 


1.27 


1.28 


39.35 


44.77 


0.92 


1.03 


17.43 


22.95 


1 


1 


20.05 


34.02 


1 


1 


60.61 


65.09 


1.01 


1.08 


48.07 


52.97 


1.16 


1.28 


82.14 


101.34 


0.94 


1.16 


36.99 


39.24 


1 


1 


54.9 


68.72 


1.17 


1.47 


66.14 


73.08 


1.42 


1.57 



133.9 156.75 1.26 1.48 
1898.36 1564.1 1.18 0.97 
35.11 28.19 1 1 
169.79 195.66 1.19 1.37 
33.25 41.14 1 1.03 

79.05 92.5 0.88 1.03 
100.48 102,21 1.09 1.11 
56.35 56.79 1.27 1.28 

19.93 29.04 1 1 

65.42 75.42 0.89 1.03 
22.61 21.88 1 1 

40.45 37.76 1.01 1 
187.12 202.26 1.1 1.19 

29.39 36.01 0.99 0.99 

89.37 81.98 1.12 1.03 

29.06 36.37 1 1 
116.04 94.33 1.49 1.21 
147.28 101.43 1.03 0.71 
23.37 20.95 1 1 
506.65 561.78 0.97 1.08 
36.34 50.44 1 1.26 
103.03 113.87 1.16 1.29 
67.41 64.56 1.03 0.99 
492.28 509.64 0.85 0.88 
129.25 159.26 0.82 1.01 
47.78 44.75 1.05 0.98 
34.3 29.06 1 1 
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HEMBA10O1884 


41.39 


38.01 


37.87 


0.97 


0.97 


HEMBA1 001886 


49.65 


48.62 


51.77 


0.98 


1.04 


HEMBA1001888 


1 10.87 


124.27 


117.94 


1.12 


1.06 


HEMBA100189O 


42.99 


43.36 


39.58 


1.01 


0.93 


HEMBA 100 1896 


27.32 


28.53 


28.11 


1 


1 


HEMBA1001899 


448.8 


458.41 


380.57 


1.02 


0.85 


HEMBA1001904 2489.05 


2362 


2247.7 


0.95 


0.9 


HEMBA 1001 910 


32.10 


21.39 


18.7 


1 


1 


HEMBA10O191 1 


102.05 


84.21 


89.81 


0.83 


0.88 


HEMBA1001912 


753.72 


615.96 


496.77 


0.82 


0.66 


HEMBA10O1913 


56.58 


69.81 


74.33 


1.23 


1.31 


HEMBA1001915 


26.54 
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HEMBA 1002035 
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39.5 
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J 


1 


HEMBA 1002037 


35.32 


25.71 


34.06 




1 


HEMBA1002038 


80.78 


95.24 


87.43 


1.18 


1 08 


HEMBA 1002039 


29.27 


41.94 


45.05 


1 05 


1.13 


HEMBA 1002042 


69.56 


82.26 


75.06 


1.18 


1 08 


HEMBA1002043 


94.56 


132.79 


125.69 


1.4 


1.33 


HEMBA1002048 


27.06 


23.59 


27.16 


1 


1 


HEMBA 1002049 


98.28 


115.71 


107.64 


1.18 


1.1 


HEMBA 1002053 


109.41 


96.4 


115.83 


0.88 


1.06 


HEMBA1002055 


94.18 


84.55 


102.03 


0.9 


1.08 


HEMBA 1002056 


36.57 


41.32 


37.72 


1.03 


1 


HEMBA 1002061 


30.02 


37.92 


40.57 


1 


1.01 


HEMBA 1002080 


217.45 


341.32 408.08 1.57 


' 1.88 


HEMBA1O02O84 


25.19 


26.67 


28.24 


1 


1 


HEMBA1O02O85 


39.74 


35.38 


59.04 


1 


1.48 
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HEMBA1 002092 25.03 22.15 28 1 1 

HEMBA1002098 29.75 28.25 35.17 1 1 

HEMBA1002100 290.2 . 250.1 284.9 0.86 0.98 

HEMBA1002101 141.62 117.14 110 0.83 0.78 

HEMBA1002102 63.92 79.33 78.63 1.24 1.23 

HEMBA1002105 104.76 105.75 87.22 1.01 0.83 

HEMBA1002107 651.41 734.58 1023.32 1.13 1.57 

HEMBA1002113 209.87 180.63 238.46 0.86 1.14 

HEMBA1002119 783.32 765.1 693.78 0.98 0.89 

HEMBA1002125 81.76 58.98 98.89 0.72 1.21 

HEMBA1002131 61.47 44.91 63 0.73 1.02 

HEMBA1002133 41.34 51.09 47.54 1.24 1.15 

HEMBA1002139 22.23 20.8 27.64 1 1 

HEMBA1002141 30.33 26.59 38.58 1 1 

HEMBA1002144 62.71 82.97 95.04 1.32 1.52 

HEMBA1002147 55.36 91.25 90.72 1.65 1.64 

HEMBA1002150 14.67 23.86 28.41 1 1 

HEMBA1002151 99.61 91.89 115.21 0.92 1.16 

HEMBA1002153 58.68 76.71 67.7 1.31 1.15 

HEMBA1002156 14.27 16.44 17.5 1 1 

HEMBA1002160 54.01 78.26 90.28 1.45 1.67 

HEMBA1002161 170.98 192.46 221.4 1.13 1.29 

HEMBA1002162 52.85 75.43 72.69 1.43 1.38 

HEMBA1002163 110.56 123.56 148.01 1.12 1.34 

HEMBA1002164 765.65 871.05 766.76 1.14 1 

HEMBA1002166 549.48 498.57 670.97 0.91 1.22 

HEMBA1002167 38.8 26.87 36.06 1 1 

HEMBA1002173 49.98 53.97 49.35 1.08 0.99 

HEMBA1002177 28.1 26.26 30.98 1 1 

HEMBA1002178 44.04 38.21 56.1 0.91 1.27 

HEMBA1002179 242.19 300.94 273.96 1.24 1.13 

HEMBA1002185 170.25 180.38 169.67 1.06 1 

HEMBA1002188 49.99 55.72 64.06 1.11 1.28 

HEMBA1002189 93.99 109.04 134.1 1.16 1.43 
HEMBA1002191 72.79 83.6 75.92 1.15 1.04 

HEMBA1002192 42 46.84 42.55 1.12 1.01 

HEMBA1002195 54.39 56.23 65.6 1.03 1.21 

HEMBA1002196 44.2 43.54 63.36 0.99 1.43 

HEMBA1002199 37.95 40.26 40.09 1.01 1 

HEMBA1 002204 23.94 31.87 26.05 1 1 

HEMBA1002208 441.74 403.49 389.44 0.91 0.88 

HEMBA1002212 39.66 25.82 32.44 1 1 

HEMBA1002215 42.63 39.95 40.56 0.94 0.95 

HEMBA1002217 1267.65 1497.14 1240.47 1.18 0.98 

HEMBA1 002220 22.33 21.45 25.27 1 1 

HEMBA1002226 228.01 236.81 242 1.04 1.06 

HEMBA1002227 325.68 357.19 334.86 1.1 1.03 

HEMBA1002229 107.66 103.52 123.73 0.96 1.15 
HEMBA 1002237 78.82 82.87 75.28 1.05 0.96 

HEMBA1002239 2304.88 2194.9 1725.53 0.95 0.75 

HEMBA1002241 851.36 754.66 596.7 0.89 0.7 
HEMBA1002253 47.66 33.51 38.9 0.84 0.84 
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HEMBA 1002257 


23.46 


24.24 


20.65 


1 


1 


HEMBA 1002259 


28 


17.9 2 


6.65 


1 


1 


HEMBA1002262 


170.24 


202.87 


176.45 


1.19 


1.04 


HEMBA 1002265 


31.93 


31.84 


33.14 


1 


1 


HEMBA1002267 


60.05 


70.88 


58.1 


1.18 


0.97 


HEMBA1002270 


80.52 


78.06 


58.36 


0.97 


0.72 


HEMBA1002286 


20.22 


21.23 


21.47 


1 


1 


HEMBA 1002290 


39.01 


40.25 


44.87 


1.01 


1.12 


HEMBA1 002302 


171.26 


184.71 


149.25 


1.08 


0.87 


HEMBA1 002304 


79.98 


57.92 


62.29 


0.72 


0.78 


HEMBA1002307 


343.22 


402.44 


441.62 


1.17 


1.29 


HEMBA 10023 16 


43.33 


44.78 


43.11 


1.03 


0.99 


HEMBA 10023 19 


79.54 


70.87 


88.85 


0.89 


1.12 


HEMBA1002320 


31.21 


22.68 


27.16 
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1 


HEMBA 1002321 


33.5 


29.95 


24.57 
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HEMBA1 002328 


31.99 


44.02 


42.84 


1.1 


1.07 


HEMBA1002333 


27.85 


26.55 
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HEMBA1003569 39.46 50.94 62.36 1.27 1.56 

HEMBA1O03571 75.65 79.3 86.06 1.05 1.14 

HEMBA1003579 25.07 31.44 38.45 1 1 

HEMBA1 003580 26.85 27.07 30.17 1 1 

HEMBA1003581 23.83 19.2 21.85 1 1 

HEMBA1O03591 119.29 100.77 115.09 0.84 0.96 

HEMBA1003595 24.19 41.42 25.76 1.04 1 

HEMBA1 003597 65.92 77.48 80.25 1.18 1.22 

HEMBA1003598 20.14 18.68 21.51 1 1 

HEMBA1003600 100.74 116.78 113.04 1.16 1.12 

HEMBA1003602 89.14 96.53 109.44 1.08 1.23 

HEMBA1O03604 27.67 30.92 37.17 1 1 

HEMBA1003610 28.27 27.79 34.55 1 1 

HEMBA1003615 58.86 61.03 56.92 1.04 0.97 

HEMBA1003617 26.21 41.84 38.91 1.05 1 

HEMBA1003620 65.82 61.48 83.33 0.93 1.27 

HEMBA1003621 85.87 101.22 103.55 1.18 1.21 

HEMBA1003622 28.46 22.42 26.9 1 1 

HEMBA1003630 21.72 20.46 24.57 1 1 

HEMBA1003637 43.95 46.03 63.5 1.05 1.44 

HEMBA1003640 102.34 99.09 109.82 0.97 1.07 

HEMBA1 003645 22.81 24.65 19.83 1 1 

HEMBA1003646 23.59 29.71 31.99 1 1 

HEMBA1003647 15.69 19.27 20.76 1 1 

HEMBA1003656 96.49 161.88 151.69 1.68 1.57 

HEMBA1003662 30.59 27.04 45.76 1 1.14 

HEMBA1003666 10.75 13.44 15.76 1 1 

HEMBA1003667 73.07 59.07 108.02 0.81 1.48 

HEMBA1003670 19.08 13.39 19.91 1 1 

HEMBA1003674 288.8 295.13 431.7 1.02 1.49 

HEMBA1003677 55.17 79.59 79.49 1.44 1.44 

HEMBA1 003679 62.99 65.84 77.2 1.05 1.23 

HEMBA1 003680 93.24 87.1 126.5 0.93 1.36 

HEME A 1003684 24.94 28.67 31.31 1 1 

HEMBA1003690 92.14 94.42 111.37 1.02 1.21 

HEMBA1003692 58.18 64.91 87.68 1.12 1.51 

HEMBA1003702 29.67 40.2 41.34 1.01 1.03 

HEMBA1003711 32.3 33.55 41.53 1 1.04 

HEMBA1003714 11.66 12.85 14.26 1 1 

HEMBA1003715 127.28 128.58 176.49 1.01 1.39 

HEMBA1003717 36.23 47.11 56.82 1.18 1.42 

HEMBA1003720 72.7 104.3 95.71 1.43 1.32 

HEMBA1 003725 30.21 29.52 45.16 1 1.13 

HEMBA1003728 19.89 22.33 35.98 1 1 

HEMBA1003729 34.19 28.4 38.87 1 1 

HEMBA1003732 24.57 23.52 26.8 1 1 

HEMBA1003733 32.05 38.41 35.69 1 1 

HEMBA1003742 91.11 74.8 121.1 0.82 1.33 

HEMBA 1003743 20.87 27.7 36.19 I 1 
HEMBA1003758 155.66 212.5 192.43 1.37 1.24 

HEMBA1 003760 19.4 24.15 21.44 1 1 

HEMBA1003764 50.94 59.98 66.6 1.18 1.31 
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HEMBA1003981 108 97.04 117.19 0.9 1.09 
HEMBA1003982 1665.9 1749.33 1773.93 1,05 1.06 
HEMBA1003985 26.77 25.32 36.45 1 1 
HEMBA1003987 33.45 37.68 41.63 1 1.04 
HEMBA1003989 63.17 62.72 76.11 0.99 1.2 
HEMBA1004000 58.48 80.61 79.89 1.38 1.37 
HEMBA1O04006 88.99 136.49 109.66 1.53 1.23 
HEMBA1004007 98.97 105.35 103.51 1.06 1.05 
HEMBA1004010 777.44 800.96 1113.06 1.03 1.43 
HEMBA1004011 23.51 25.26 29.93 1 1 
HEMBA1004012 55.61 56.63 63.69 1.02 1.15 
HEMBA1004015 67.35 53.48 69.58 0.79 1.03 
HEMBA1004024 98.84 120.03 126.27 1.21 1.28 
HEMBA1CXM029 23.09 21.98 27.27 1 1 
HEMBA1004038 23.15 29.19 29.88 1 1 
HEMBA1 004042 20.59 28.59 29.34 1 1 
HEMBA1004045 30 25.74 41.36 1 1.03 
HEMBA1004048 87.48 104.2 129.71 1.19 1.48 
HEMBA 1004049 46.55 56.7 79.44 1.22 1.71 
HEMBA1004051 24.85 23.39 30.94 1 1 
HEMBA1004053 83.24 94.23 123.5 1.13 1.48 
HEMBA1O04055 21.51 22.83 28.17 1 1 
HEMBA1004056 118.22 132.94 128.78 1.12 1.09 
HEMBA1004060 21,47 25.47 26.19 1 1 
HEMBA1004061 45.85 35.4 57.87 0.87 1.26 
HEMBA1004067 2265.52 2569.69 1924.71 1.13 0.85 
HEMBA1004071 77.09 
HEMBA 1004074 40.68 

HEMBA 1004078 40.24 

HEMBA 100408 5 18.3 

HEMBA1004086 35.29 

HEMBA1004097 40.37 

HEMBA 1004 100 34.17 

HEMBA 1004 103 68.55 

HEMBA1004110 23.71 

HEMBA1004111 284.54 

HEMBA1004124 1302.54 

HEMBA1004130 58.56 

HEMBA1004131 35.69 

HEMBA1004132 55.08 

HEMBA10O4133 38.6 

HEMBA1004138 23.71 

HEMBA 1004 143 101.54 

HEMBA1004146 43.85 

HEMBA 1004 148 23.02 

HEMBA1 004149 20.96 

HEMBA 1004 150 14.64 

HEMBA1004154 46.52 

HEMBA1004164 86.6 

HEMBA1004168 37.96 

HEMBA1004199 18.47 

HEMBA 1004200 38.51 
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HEMBA1004201 287.85 308.67 253.09 1.07 0.88 

HEMBA1004202 36.61 30 36.83 1 1 

HEMBA1 004203 27.32 31.45 39.33 1 1 

HEMBA1004207 23.04 26.05 27.12 1 1 

HEMBA1004210 22.18 19.54 24.88 1 1 

HEMBA1004225 61.67 92.92 90.65 1.51 1.47 

HEMBA1004227 77.96 98.34 88.73 1.26 1.14 

HEMBA1004235 37.75 53.13 57.82 1.33 1.45 

HEMBA1004237 30.26 30.64 36.42 1 1 

HEMBA1004238 71.6 81.63 69.55 1.14 0.97 

HEMBA1004241 19.88 16.68 17.35 1 1 

HEMBA1004242 176.71 159.48 236.75 0.9 1.34 

HEMBA1004243 35.34 46.8 43.58 1.17 1.09 

HEMBA 1004246 93.29 98.73 111.32 1.06 1.19 

HEMBA1004247 27.47 26.7 24.25 1 1 

HEMBA1004248 38.46 46.23 37.87 1.16 1 

HEMBA1004250 17.87 16 20.26 1 1 

HEMBA1004252 30.3 36.55 38.17 1 1 

HEMBA 1004260 47.34 30.07 51.36 0.84 1.08 

HEMBA1004264 19.37 22.18 22.53 1 1 

HEMBA1004267 181.44 213.87 223.86 1.18 1.23 

HEMBA1004272 17.52 21.46 26.5 1 1 

HEMBA1004274 1989.44 2038.01 1978.3 1.02 0.99 

HEMBA 1004275 33.93 16.43 18.95 1 1 

HEMBA1004276 25.68 23.43 34.9 1 1 

HEMBA1004279 29.84 43.35 34.99 1.08 1 

HEMBA1004284 62.7 66.83 78.49 1.07 L25 

HEMBA1004286 24.85 23.45 26.11 1 1 

HEMBA1004289 81.09 94.81 91.9 1.17 L13 

HEMBA1004293 351.58 311.41 478.13 0.89 1.36 

HEMBA1004295 25.46 34.45 34.22 1 1 

HEMBA1004302 21.24 18.51 23.69 1 1 

HEMBA 1004306 73 62.96 88.15 0.86 1.21 

HEMBA1004312 45.15 58.45 45.47 1.29 1.01 

HEMBA1004314 33.26 38.47 39.65 1 1 

HEMBA1004321 68.15 70.09 57.87 1.03 0.85 

HEMBA1004323 74.23 99.88 95.43 1.35 1.29 

HEMBA1004327 23.63 33.37 30.8 1 1 

HEMBA1004329 113.01 94.45 117.35 0.84 1.04 

HEMBA1004330 39.91 33.13 43.35 1 1.08 

HEMBA1004334 55.45 36.72 62.06 0.72 1.12 

HEMBA1004335 67.79 97.37 82.86 1.44 1.22 

HEMBA1004341 10.43 15.12 14.1 1 1 

HEMBA1004344 239.01 301.14 269 1.26 1.13 

HEMBA 1004347 34.96 28.93 43.64 1 1.09 

HEMBA1004349 72.96 85.1 92.18 1.17 1.26 

HEMBA1004352 77.96 87.43 92.18 1.12 1.18 

HEMBA1004353 193.95 170.09 196.91 0.88 1.02 

HEMBA1004354 81.49 96.77 106.65 1.19 1.31 

HEMBA1 004356 65.79 77.83 79.61 1.18 1.21 

HEMBA1004360 23.12 23.99 27.25 1 1 

HEMBA1004366 28.22 43.02 37.58 1.08 1 
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58.82 


67.68 


71.11 


1.15 


1.21 


HEMBA 1004446 


21.24 


27.74 


26.9 


1 


1 


HEMBA 1004451 


202.16 


185.25 


309.86 


0.92 


1.53 


HEMBA 1004452 


37.69 


35.29 


51.92 


1 


1.3 


HEMBA 1004454 


36.68 


41.61 


60.58 


1.04 


1.51 


HEMBA 1004460 


51.62 


74.71 


90.25 


1.45 


1.75 


HEMBA1004461 


15.58 


19.08 


18.45 


1 


1 


HEMBA 1004468 


97.94 


110.46 


134.63 


1.13 


1.37 


HEMBA 1004479 


54.01 


60.48 


65.38 


1.12 


1.21 


HEMBA 1004482 


24.3 


22.13 


36.54 


1 


1 


HEMBA 1004491 


25.87 


27.15 


37.91 


1 


1 


HEMBA 1004499 


1360.16 


1727.41 1510.19 1.27 1.11 


HEMBA1004502 


23.53 


36.65 


37.04 


1 


1 


HEMBA1 004505 


25.58 


32.28 


39.37 


1 


1 


HEMBA 1004506 


29.27 


32.76 


32.25 


1 


1 


HEMBA 1004507 


761.04 


756.3 


944.55 


0.99 


1.24 


HEMBA1 004509 


30.03 


33.56 


38.25 


1 


1 


HEMBA 1004523 


19.89 


27.93 


39.2 


1 


1 


HEMBA 1004528 


1640.03 


1746.66 1685.13 1.07 1.03 


HEMBA 1004534 


129.91 


154.42 


179.78 


1.19 


1.38 


HEMBA1004536 


28.89 


48.11 


31.06 


1.2 


1 


HEMBA 1004538 


82.07 


62.79 


83.14 


0.77 


1.01 


HEMBA 1004542 


186.75 


193. L3 


171.45 


1.03 


0.92 


HEMBA 1004552 


18.5 


23.69 


33.11 


1 


1 


HEMBA 1004554 


17.02 


20.01 


22.23 


1 


1 


HEMBA 1004558 


206.56 


234.05 


278.21 


1.13 


1.35 


HEMBA 1 004560 


24.49 


30.95 


31.65 


1 


1 


HEMBA 1004564 


105.15 


118.21 


94.09 


1.12 


0.89 


HEMBA 1004566 


308.77 


338.48 


296.3 


1.1 


0.96 


HEMBA1004573 


23.31 


14.9 


26.08 


1 


1 


HEMBA1 004576 


125.61 


120.34 


138.15 


0.96 


1.1 


HEMBA 1004577 


46.19 


59.63 


51.44 


1.29 


1.11 


HEMBA 1004586 


78.7 


67.86 


74.8 i 


0.86 


0.95 


HEMBA1004596 


544.79 


585.43 


619.1 


1.07 


1.14 


HEMBA1 004604 


683.5 


780.45 


593.75 


1.14 


0.87 


HEMBA1 004607 


33 


37.86 : 


37.58 


1 


1 


HEMBA1004610 


30.83 


29.88 


29.51 


1 


1 


HEMBA1004617 


31.85 


36.77 


34.63 


1 


1 
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HEMBA1 004622 
HEMBA 1004626 
HEMBA 1004629 
HEMBA 1004631 
HEMBA 1 004632 
HEMBA 1004633 
HEMBA 100463 6 
HEMBA1004637 
HEMBA 1004638 
HEMBA 1004645 
HEMBA 1004656 
HEMBA 1004657 
HEMBA 1004666 
HEMBA1004669 
HEMBA 1004670 
HEMBA 1004672 
HEMBA 1004689 
HEMBA1 004690 
HEMBA 1004693 
HEMBA1004697 
HEMBA 1004702 
HEMBA 1004704 
HEMBA 1004705 
HEMBA1004706 
HEMBA 1004709 
HEMBA1004711 
HEMBA1004723 
HEMBA 1004725 
HEMBA1004730 
HEMBA1 004733 
HEMBA1004734 
HEMBA1004736 
HEMBA1004748 
HEMBA 1004749 
HEMBA1004751 
HEMBA 1004752 
HEMBA 1004753 
HEMBA1004755 
HEMBA 1004756 
HEMBA1 004758 
HEMBA 1004763 
HEMBA1 004768 
HEMBA 1004770 
HEMBA1004771 
HEMBA 1004775 
HEMBA 1004776 
HEMBA1O04778 
HEMBA 1004784 
HEMBA 1004785 
HEMBA 1004789 
HEMBA1004795 
HEMBA 1004797 



01. lo 


fLA 7Q 




l.UO 


1 cn 

l Alt 


1(\ 1£L 


1 1 /CO 
51.00 


50. / 


1 


1 . 


CA A C 


^ 1 A < 
51 .4 5 


jj.Oj 


U.y4 


1 AO 


34.23 


33.90 


1*\ 0<. 


i 
1 


1 
1 


24 A 


i *7 no 
17.93 




1 


1 


5o.35 


c^i nc 
62.95 


Ol.02 


1.12 


1.09 


1 O Aft 


17.86 


15.51 


1 


1 


A 1 CO 

41.52 


45.54 


42. 5 y 


1.1 


i f\i 
1.U3 


1 O A 

13.24 


11.19 


11 1 o 

1 1.18 


i 


• 
I 


62.08 


62.36 


59.64 


l 


0.96 


35.26 


33.9 


35.28 


l 


1 


175.89 


240.84 


247.24 


1.37 


1.4 


18.42 


26.24 


24.05 


1 


1 


60.89 


63.21 


62.26 


1.04 


1.02 


31.16 


44.91 


39.7 


1.12 


1 


50.37 


48.32 


44.51 


0.96 


0.88 



612.96 746.44 665.62 1.22 1.09 

237.25 229.52 180.85 0.97 0.76 

96.88 85.44 79.45 0.88 0.82 

34.51 37.98 31.43 1 1 

107.99 91.25 129.2 0.84 1.2 

46.93 56.01 58.17 1.19 1.24 

24.38 25.69 26.15 1 1 

27.49 21.87 23.6 1 1 

123.5 132.22 135.32 1.07 LI 

32.7 17.62 26.81 1 1 

146.46 95.76 140.47 0.65 0.96 

66.54 67.24 63.13 1.01 0.95 

41.03 28.45 38 0.97 0.97 

13.34 14.69 13.37 1 1 

33.38 28.45 32.83 1 1 

62.63 55.95 71.48 0.89 1.14 

33.98 34.08 31.99 1 1 

159.81 193.55 206.24 1.21 1.29 

67 87.32 78.24 1.3 1.17 

40.19 50.19 43.88 1.25 1.09 

1005.78 865.26 931.03 0.86 0.93 



89.86 


115.77 


119.47 


1.29 


1.33 


39.38 


24.19 


23.93 


1 


1 


37.57 


36.02 


43.25 


1 


1.08 


65.79 


75.15 


63.16 


1.14 


0.96 


18.03 


27.83 


26.53 


1 


1 


18.4 


20.53 


18.48 


1 


1 


35.9 


45.95 


39.86 


1.15 


1 


29.97 


34.82 


37.03 


1 


1 


39.58 


37.62 


29.97 


1 


1 


62.86 


64.6 


53.56 


1.03 


0.85 


59.8 


62.34 


60.65 


1.04 


1.01 


47.08 


48.99 


46.13 


1.04 


0.98 


22.43 


35.09 


34.19 


1 


1 


23.46 


23.62 


28.22 


1 


1 


69.02 


75.8 


68.09 


1.1 


0.99 
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HEMBAI004803 139.28 172.03 148.1 1.24 1.06 

HEMBA1004806 20.24 18.76 19.53 1 1 

HEMBA1 004807 25.93 24.81 28.08 1 1 

5 HEMBA1004816 66.84 72.32 80.51 1.08 1.2 

HEMBA1004820 20.72 27.49 22.78 1 1 

HEMBA1004833 58.77 77.82 68.76 1.32 1.17 

HEMBA1004847 55.11 54.09 68.09 0.98 1.24 

HEMBA1004850 41.24 94.77 74.52 2.3 1.81 

10 HEMBA1004863 17.09 30.6 32.89 1 1 

HEMBA1004864 47.54 48.72 67.61 1.02 1.42 

HEMBA 1004865 37.45 42.36 43.32 1.06 1.08 

HEMBA1004880 67.85 83.27 79.43 1.23 1.17 

15 HEMBA1004882 55.71 59.71 71.5 1.07 1.28 

HEMBA 1004885 5.26 5.42 10.69 1 1 

HEMBA1004889 39.97 53.79 59.53 1.34 1.49 

HEMBA1004900 24.64 37.16 35.42 1 1 

HEMBA1004909 37.38 55.77 52.81 1.39 1.32 

20 HEMBA 10049 18 52.56 69.3 75.53 1.32 1.44 

HEMBA1004923 66.42 56.65 57.91 0.85 0.87 

HEMBA 1004929 14.53 20.24 16.08 1 1 

HEMBA1004930 64.2 73.28 84.98 1.14 1.32 

HEMBA1 004933 25.53 28.37 38.67 1 1 

25 HEMBA1004934 34.74 34.56 31.42 1 1 

HEMBA 1004937 30.99 32.44 39.53 1 1 

HEMBA1004943 26.88 32.39 33.5 1 1 

HEMBA1004944 47.48 54.15 57.28 1.14 1.21 

HEMBA1004946 110.22 99.09 106.8 0.9 0.97 

30 HEMBA 1004952 18.65 22.44 23.74 1 1 

HEMBA1004954 51.59 56.66 59.07 1.1 1.14 

HEMBA1004956 24.4 30.29 25.59 1 1 

HEMBA100496O 50.95 69.7 77.84 1.37 1.53 

HEMBA1004971 147.9 185.55 169.84 1.25 1.15 

35 HEMBA1004972 25.23 21.63 24.54 1 1 

HEMBA 1004973 29.7 24.12 26.9 1 1 

HEMBA1004977 68.37 56.37 65.48 0.82 0.96 

HEMBA1004978 87.36 98.52 102.09 1.13 1.17 

HEMBA1004980 64.46 65.18 58.56 1.01 0.91 

40 HEMBAI004982 19.91 18.27 24.85 I 1 

HEMBA1004983 48.65 57.05 55.03 1.17 1.13 

HEMBA1004995 54.11 50.11 50.53 0.93 0.93 

HEMBA1005004 35.78 37.22 37.94 1 1 

45 HEMBA1005008 56.93 57.2 46.58 1 0.82 

HEMBA 1 005009 60.37 59.99 53.66 0.99 0.89 

HEMBA1005019 52.03 55.66 59.82 1.07 1.15 

HEMBA1005021 75.62 83.62 95.86 1.11 1.27 

HEMBA1005029 36.58 36.57 46.56 1 3.16 

50 HEMBA1005035 133.62 207.34 190.82 1.55 1.43 

HEMBA1005036 135.49 137.85 151.71 1.02 1.12 

HEMBA1005039 39.73 46.17 37.99 1.15 1 

HEMBA1005047 43.76 40.29 30.12 0.92 0.91 

HEMBA100505O 39.18 50.59 44.99 1.26 1.12 

55 HEMBA1005062 28.28 45.6 26.45 1.14 1 



BNSDOCID: <EP 1 1 30094 A2_l_> 
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HEMBA1005066 33.83 32.74 34.07 1 1 

HEMBA 1005067 64.14 45.18 73.75 0.7 1.15 

HEMBA1005070 54.68 77.81 71.9 1.42 1.31 

HEMBA1005075 37.34 61.27 56.48 1.53 1.41 

HEMBA1005078 1 13.49 116.87 127.98 1.03 1.13 

HEMBA1005079 160.59 122.85 152.75 0.76 0.95 

HEMBA1005083 18.35 16.81 17.58 1 1 

HEMBA1005084 46.51 54.54 42.84 1.17 0.92 

HEMBA1005088 43.64 60.51 45.16 1.39 1.03 

HEMBA1005089 61.74 51.52 61.56 0.83 1 

HEMBA1005090 105.63 138.47 121.67 1.31 1.15 

HEMBA1005096 42.07 33.65 49.45 0.95 1.18 

HEMBA1005101 26.09 26.59 25.34 1 1 

HEMBA1005107 21.42 19.81 20.4 1 1 

HEMBA1005113 18.23 16.65 19.32 1 1 

HEMBA1005123 113.26 124.65 121.19 1.1 1.07 

HEMBA1005133 52.66 72.24 58.53 1.37 1.11 

HEMBA1005135 20.53 27.86 28.87 1 1 

HEMBA1O05145 129.53 185.54 139.75 1.43 1.08 

HEMBA1005149 105.14 107.37 128.13 1.02 1.22 

HEMBA1005152 40.94 51.64 44.14 1.26 1.08 

HEMBA1005159 19.64 30.68 23.8 1 1 

HEMBA 1005 172 549.33 423.49 522.02 0.77 0.95 

HEMBA1005185 27.83 32.13 29 1 1 

HEMBA1005186 31.44 40.67 40.41 1.02 1.01 

HEMBA1005195 30.45 27 25.61 1 1 

HEMBA1005201 49.29 58.3 63.02 1.18 1.28 

HEMBA1005202 70.57 63.53 80.67 0.9 1.14 

HEMBA1005204 1441.07 1471.8 1504.01 1.02 1.04 

HEMBA1005206 1267.17 1396.64 1098.21 1.1 0.87 

HEMBA1005219 92.71 99.01 97.94 1.07 1.06 

HEMBA1005223 35.53 49.33 39.97 1.23 1 

HEMBA1005229 17.39 21.61 24.91 1 1 

HEMBA1005230 44.26 41.7 42.03 0.94 0.95 

HEMBA1005232 18.52 24.8 21.23 1 1 

HEMBA1005238 98.46 92.2 118.11 0.94 1.2 

HEMBA1005241 95.82 77.58 102.25 0.81 1.07 

HEMBA1005244 25.28 24.01 39.17 1 1 

HEMBA 1005246 40.93 31.04 30.37 0.98 0.98 

HEMBA1005251 58.46 66.35 54.93 1.13 0.94 

HEMBA1005252 31.06 40.09 35.67 1 1 

HEMBA 1005267 64.34 68.6 48.93 1.07 0.76 

HEMBA1005274 41.67 51.95 41.77 1.25 1 

HEMBA1005275 48.94 74.69 58.63 1.53 1.2 

HEMBA1005288 80.5 85.35 109.87 1.06 1.36 

HEMBA1005293 17.13 15.88 21.11 1 1 

HEMBA1005296 5061.4 5395.06 4099.51 1.07 0.81 

HEMBA 1005301 580.58 663.26 578.44 1.14 1 

HEMBA1005304 98.73 113.81 117.71 1.15 1.19 

HEMBA1005305 26.2 26.45 41.46 1 1.04 

HEMBA1005311 14.17 16.88 20.79 1 1 

HEMBA1005313 27.1 29.72 29.8 1 1 
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HEMBA1005314 


10.04 


9.99 


14.27 


1 


1 


HEMBA1005315 


45.17 


74.09 


65.59 


1.64 


1.45 


HEMBA1005317 


13.57 


17.99 


16.44 


1 


1 


HEMBA1005318 


22.82 


21.56 


32 


1 


1 


HEMBA1005324 


631.71 


819.78 


667.23 


1.3 


1.06 


HEMB A 1005331 


480.23 


422.6 


497.23 


0.88 


1.04 


HEME A 1005337 


1129.37 


1330.67 1427.51 1.18 1.26 


HEMBA1005338 


124.75 


1 27 63 


151.85 


0.98 


1.22 


HEMB A 1005344 


23.29 


77 5 


29.97 


1 


1 


HEMBA1005353 


49.48 


50 74 


74.7 


1.2 


1.51 


HEMBA1005359 


76.32 


73 60 


94.58 


0.97 


1.24 


HEMBA1005362 


22.69 




24.58 


1 


1 


HEMBA1005364 


18.21 


oa no 


27.02 


1 


1 


HEMBA1005367 


22.29 




32.01 


1 


1 


HEMBA1005372 


22.19 


23. ol 


27.76 


1 


1 


HEMB A 1 005 374 


65.46 


85.61 


74.4 


1.31 


1.14 


HEMBA1005379 


40.77 


51.93 


44.43 


1.27 


1.09 


HEMB A 1005382 


1299.7 


1582.71 


1305.08 1.22 1 


HEMB A 1005 384 


18.14 


23.2 


21.84 


1 


1 


HFMBA1 005386 


32.14 


39.69 


40.42 


1 


1.01 


HFMBA 1005389 


34.53 


35.33 


40.31 


1 


1.01 




30.2 


31.77 


46.12 


1 


1.15 


HF M"R A 1 00 5403 


58.22 


63.4 


76.15 


1.09 


1.31 


JAjJfJVlJjA\ 1 WJtUO 


70 24 


90.19 


71.04 


1.14 


0.9 


uruti a 1 0054.10 




17.63 


18.45 


1 


1 


RFKfR A 1 nns4 1 1 


5R 66 


70.13 


58.65 


1.2 


1 


HF A/TR A 1 005473 


97 6R 


24.75 


27.73 


1 


1 


HTFX/TR A 1 f*0SA76 

JTJD1V1JD /A. i WUw/HZ-O 


15 55 


22.35 


21.3 


1 


1 


HFA/TR Al 005477 


TOO 30 


97.02 


129.7 


0.97 


1.29 


T4FA/TR A 1 00 5430 


10 OS 


20.5 


28.54 


1 


1 


VIFA/TR A 1 AOSA^R 

JTl XLiVJLX> AV IvUJ'rJO 




28.57 


34.1 


1 


1 


upMR A i 005443 


184.65 


173.07 


217.21 


0.94 1.18 


HFMB A 1 005447 


36.34 


38.78 


32.32 


1 


1 


HFMBA 1 005449 


27.1 1 


20.9 


18.06 


1 


1 


HEMBA1005452 


1749.5 


1574.26 1381.13 0. 


9 0.79 


HEMB A 10054 54 


57.35 


50.65 


61.79 


0.88 


1.08 


HEMB A 1005468 


39.84 


38.73 


30.62 


1 


1 


HEMBA1005469 


52.33 


50.78 


61.14 


0.97 


1.17 


HEMB A 1005472 


67.91 


67.09 


69.48 


0.99 


1.02 


HEMB Al 005474 


76.28 


97.92 


79.64 


1.28 


1.04 


HEMB Al 005475 


82.29 


87.13 


80.97 


1.06 


0.98 


HEMBA1005489 


21.1 


15.18 


17.8 


1 


1 


HEMBA 1005497 


14.01 


12.95 


12.69 


1 


1 


HEMBA 1005500 


108.69 


118.44 77.44 


1.09 0.71 


HEMBA 1005506 


16.1 


14.16 


14.79 


1 


1 


HEMBA 1005508 


77.23 


92.99 


88.01 


1.2 


1.14 



HEMBA1005511 44.44 61.96 53.02 1.39 1.19 

HEMBA1005513 320.36 340.16 308.95 1.06 0.96 

HEMBA1005517 50.25 44.24 53.12 0.88 1.06 

HEMBA1005518 37.38 32.96 29.46 1 1 

HEMBA1005520 128.78 152.2 129.21 1.18 1 

HEMBA1005522 13.55 19.21 22.51 1 1 
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HEMBA1 005526 


66.47 


79.4 


72.29 


1.19 


1.09 


HEMBA1005528 


121.39 


128.02 


143.91 


1.05 


1.19 


HEMBA1005530 


48.31 


43.23 


40.68 


0.89 


0.84 


HEMBA1005538 


51.11 


32.89 


51 ( 


0.78 


1 


HEMBA1005539 


61.9 


52.75 


50.74 


0.85 


0.82 


HEMBA 1005545 


21.26 


20.05 


30.78 


1 


1 


HEMBA 1005548 


73.2 


41.84 


75.19 


0.57 


1.03 


HEMBA 1005552 


155.17 


162.03 


157.1 


1.04 


1.01 


HEMBA 1005558 


36.74 


50.67 


34.64 


1.27 


1 


HEMBA1005568 


68.03 


74.69 


67.19 


1.1 


0.99 


HEMBA 1005570 


29.68 


44.23 


43.18 


1.11 


1.08 


HEMBA1005576 


87.86 


63.16 


75.62 


0.72 


0.86 


HEMBA1005577 


14.59 


21.1 


17.23 


1 


1 


HEMBA1005581 


43.92 


35.09 


40.32 


0.91 


0.92 


HEMBA1005582 


30.93 


27.9 


28.13 


1 


1 


HEMBA1005583 


25.05 


39.07 


31.31 


1 


1 


HEMBA2 005588 


75.46 


101.03 


81.56 


1.34 


1.08 


HEMBA1 005593 


48.89 


47.53 


50.91 


0.97 


1.04 


HEMBA1 005595 


37.81 


36.31 


34.6 


1 


1 


HEMBA1 005597 


56.7 


53.58 


57.71 


0.94 


1.02 


HEMBA1 005606 


96.79 


118.58 


123.28 


1.23 


1.27 


HEMBA 1005609 


50.11 


59.31 


53.45 


1.18 


1.07 


HEMBA1005616 


57.75 


43.48 


49.07 


0.75 


0.85 


HEMBA 1005621 


22.52 


26.54 


23.96 


1 


1 


HEMBA 1005627 


128.53 


153.5 


141.71 


1.19 


1.1 


HE MB A 1 005 628 


91.12 


137.09 


152.28 


1.5 


1.67 


HEMBA 1005631 


70.72 


83.63 


90.58 


1.18 


1.28 


HEMBA1005632 


56.14 


89.14 


77.66 


1.59 


1.38 


HEMBA1005634 


94.99 


99.26 


99.89 


1.04 


1.05 


HE MB A 1005662 


15.74 


15.42 


24.33 


1 


1 


HEMBA 1005 666 


68.78 


45.9 


55.04 


0.67 


0.8 


HEMBA1005670 


54.67 


63.96 


54.71 


1.17 


1 


HEMBA1005671 


60.32 


69.36 


68.2 


1.15 


1.13 


HEMBA1005679 


75.85 


72.36 


91.25 


0.95 


1.2 


HEMBA 1005 680 


78.6 


93.34 


88.38 


1.19 


1.12 


HEMBA1005685 


31.53 


25 


34.88 


1 


1 


HEMBA 1005698 


81.18 


62.44 


96.83 


0.77 


1.19 


HEMBA 1005699 


43.73 


29.98 


43.73 


0.91 


1 


HEMBA 1005703 


22.98 


30.65 


28.69 


1 


1 


HEMBA1005705 


80; 17 


81.2 


98.18 


1.01 


1.22 


HEMBA1005712 


27.91 


25.24 


25 


1 


1 


HEMBA1005717 


26.32 


22.89 


31.51 


1 


1 


HEMBA 10057 18 


75.65 


102.94 


120.34 


1.36 


1.59 


HEMBA1005721 


143.77 


170.19 


201.45 


1.18 


1.4 


HEMBA 1005722 


175.35 


147.53 


219.57 


0.84 


1.25 


HEMBA1O05724 


22.96 


24.34 


31.28 


1 


1 


HEMBA 1005732 


39.59 


42.76 


47.26 


1.07 


1.18 


HEMBA 1005737 


13.7 


18.75 


18.51 


1 


1 


HEMBA1005742 


21.96 


18.5 


27.58 


1 


1 


HEMBA 1005746 


30.47 


25.8 


32.38 


1 


1 


HEMBA 1005747 


26.08 


36.08 


34.76 


1 


1 


HEMBA1005749 


75.71 


83.98 


91.4 


1.11 


1.21 
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HEMBA1005755 32.37 44.22 40.84 1.11 1.02 

HEMBA1005760 55.92 58.01 59.67 1.04 1.07 

HEMBA1005765 76.25 82.82 91.9 1.09 1.21 

HEMBA1005766 172L68 2117.83 1755.83 1.23 1.02 

HEMBA1005780 51.15 47.75 61.92 0.93 1.21 

HEMBA1005795 42.92 32.14 60.55 0.93 1.41 

HEMBA1005809 112.7 114.55 128.25 1.02 1.14 

HEMBA1005813 118.27 153.59 152.74 1.3 1.29 

HEMBA1005815 25.93 31.46 27.65 1 1 

HEMBA1005822 113.82 108.65 123.61 0.95 1.09 

HEMBA1005829 54.92 49.17 65.71 0.9 1.2 

HEMBA1 005833 24.77 24.28 30.22 1 1 

HEMBA1005834 67.28 78.69 79.45 1.17 1.18 

HEMBA1005844 448.34 484.29 677.66 1.08 1.51 

HEMBA1005852 64.77 55.85 79.64 0.86 1.23 

HEMBA1005853 223.97 241.44 258.64 1.08 1.15 

HEMBA1005878 107.8 114.1 115.09 1.06 1.07 

HEMBA1005883 27.06 27.03 28.08 1 1 

HEMBA1005884 33.02 39.71 28.59 1 1 

HEMBA1005891 32.65 31.8 34.38 1 1 

HEMBA1005894 177.83 189.9 180.04 1.07 1.01 

HEMBA1005898 76.61 56.72 72.07 0.74 0.94 

HEMBA1005902 36.94 44.99 48.38 1.12 1.21 

HEMBA1005907 33.89 35.42 39.01 1 1 

HEMBA1005909 20 16.58 16.88 1 1 

HEME A 10059 11 70.18 71.57 70.9 1.02 1.01 

HEMBA1O05912 94.37 67.24 90.84 0.71 0.96 

HEMBA1005913 26.53 26.21 24.78 1 1 

HEMBA1005921 78.13 94.23 86.56 1.21 1.11 

HEMBA1005922 38.98 26.59 44.41 1 1.11 

HEMBA1005929 73.32 85.81 78.29 1.17 1.07 

HEMB A 1005931 73.87 75.36 71.89 1.02 0.97 

HEMBA1005934 119.14 148.81 133.21 1.25 1.12 

HEMBA1O05945 45.96 49.87 33.79 1.09 0.87 

HEMBA1005962 23.78 24.27 23.11 1 1 

HEMBA1005963 20.69 19.85 22.33 1 1 

HEMBA1005990 371.29 452.57 488.7 1.22 1.32 

HEMBA1005991 76.4 71.65 72.05 0.94 0.94 

HEMBA1005999 163.46 193.71 185.28 1.19 1.13 

HEMBA1 006002 51.91 49.46 53.43 0.95 1.03 

HEMB Al 006005 27.64 20.71 18.42 1 1 

HEMBA1O06011 201.51 134.93 163.98 0.67 0.81 

HEMBA1006013 57.33 37.23 46.54 0.7 0.81 

HEMBA1006016 32.96 43.07 31.14 1.08 1 

HEMBA1006019 45.94 43.72 44.48 0.95 0.97 

HEMBA1006021 45.05 3543 38.09 0.89 0.89 

HEMBA1006022 40.63 59.84 40.89 1.47 1.01 

HEMBA1006031 25.51 30.4 22.42 1 1 

HEMBA1006035 35.53 33.9 38.41 1 1 

HEMBA1006036 73.66 64.8 77.95 0.88 1.06 

HEMB A 1 006042 61.05 60.03 62.6 0.98 1.03 

HEMBA1006044 20.84 19.57 18.21 1 1 
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HEMBA 1006045 


88.75 


106.88 


103.44 


1.2 


1.17 


HEMBA1006048 


34.99 


44.21 


45.99 


1.11 


1.15 


HEMBA 100605 3 


31.59 


39.99 


36.94 


1 


1 


HEMBA 1006055 


33.06 


32.62 


34.27 


1 


1 


HEMBA 100605 8 


72.6 


84.59 


88.08 


1.17 


1.21 


HEMBA1006063 


121.72 


103.02 


118.87 


0.85 


0.98 


HEMBA 1006067 


47.95 


39.33 


44.18 


0.83 


0.92 


HEMBA 1006081 


19.04 


26.31 


17.66 


1 


1 


HEMBA 1006089 

X 11— li' 1 I It \ M VVvVU 


43.74 


46.87 


54.23 


1.07 


1.24 


HEMBA1 006090 


24.5 


20.39 


27.83 


1 


1 


HEMBA 1006091 


65.09 


63.07 


67.29 


0.97 


1.03 


HFMBA1 006093 


25.42 


35.02 


31.19 


1 


1 


HFMRA 1 006099 

1 XX-<i.VXJ-J.iA 1 V/Y/VJV/.7 ^ 


122.69 


108.51 


130 


0.88 


1.06 


HF1VTRA 1006 100 


177 95 

111 ' S ~J 


191 4 

X ^ X .*T 


199 76 

x py . 1 \j 


1.08 


1.12 


HF MR A 10061 OR 


04 


37 R5 


37 87 
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165 3R 




1 R3 07 


1 3 
i .j 


1 1 1 

1.11 
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2R 68 


36 7R 


20 75 


1 

X 


I 
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7R 34 


40 1Q 


32 6 


1 

1 


1 
1 


TTP MR A 1 00£ 1 7 5 


151 17 
1 0 1 . 1 / 


145 1f> 


100 05 


0 06 


1 32 


^TPX/TR A 1 CY)fi 1 10 


40 13 

x O 


50 RO 


40 47 


1 04 

1 .U*T 


1 Ol 
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il£^iVlJ3/\ J UUD 1 OO 


\f*A 35 


1 55 07 

1 JJ.7 / 


1RR 77 

1 OO. (x> 


O 05 


1 15 


JnLbiVLD A 1 UUO 1 


IflO Q/f 

1 uo »y*f 


1 no 1 5 


1 77 752 

1Z /.JO 


| 


1 17 
1.1/ 


nx^JYLD A 1 UUO 1 oU 


161 37 


1QQ 5^ 


172.3 


1.24 


1.07 


rib iMx5 A i uuo l o l 


OA 37 


15 14 
jj. 1*1- 


23.12 


1 


1 


HJbiVxtS A 1 UUo 1 jj 


ly.oo 


iy.4o 


21.29 


1 


1 


JdLbJVlD A 1 UUO 1 D o 


0O.U0 


50 7Q 

ou. 


48.34 


0.91 


0.86 


iTj£lvLfc>A J UUO J 04 


7*7 Al 


101 O 


103.33 


1.31 


1.33 


rlbiVlbAJUUOI / 1 




Zjo.jO 


296.25 


1.11 


1.27 


TTHXyTO A 1 AAA 1 7^ 
I^LcJVxiO A J UUO 1/J 


7AO 5 

/ oyo 


070 CO 


703.94 


1.14 


0.91 


JttJ^JVLtS/\ 1 UUO 1 / O 


7 1 OA OO 


1 51Q 7' 


< 2623.29 0.69 1.19 


xTJilYLD A I UUD 1 


R7 07 


7A 07 


99.68 


0.92 


1.2 




S7 


7^ ^5 


66.57 


1.28 


1.15 


T4PTV/TR A 1 OOfi 1 08 


141 44. 


170 OR 


180.04 


0.92 


1.27 


T4FMR A 1 0067 1 3 


77 


30 62 


35.14 


1 


1 


T4FMR A 1 OOfi7 1 7 


9^0 1 1 


^54 R6 


390.29 


1.07 


1.63 


HFMR A 1 006226 


194. 44 


274.68 


387.17 


1.41 


1.99 


HFMR A 1 00623 5 


25 56 


27.62 


36.66 


1 


1 


HFMR A 1 006248 


32 99 


49 78 


64.95 


1.24 


1.62 


HFMR A 100625 1 


51.67 


51.01 


50.16 


0.99 


0.97 


HFMR A 1 006252 


41.55 


37.43 


58.37 


0.96 


1.4 


HFMBA1 006253 


58.42 


36.18 


63.49 


0.68 


1.09 


HFMBA 1 006259 


46.71 


59.59 


66.45 


1.28 


1.42 


HEMBA 1006261 


202.64 


250.41 


314.65 


1.24 


1.55 


HFMBA 1 006268 

1 XX*j1Y1XJ 1. UVJUt. VJt> 


47.6 


76.51 


48.48 


1.61 


1.02 


HEMBA 10062 71 


124.82 


153.29 


187.21 


1.23 


1.5 


HEMBA1006272 


35.83 


28.27 


48.23 


1 


1.21 


HEMBA1006273 


25.54 


21.15 


32.03 


1 


1 


HEMBA 1006276 


39.52 


30.49 


62.37 


1 


1.56 


HEMBA1 006278 


54.8 


47.3 


56.27 


0.86 


1.03 


HEMBA 1006283 


59.01 


53.07 


66.08 


0.9 


1.12 


HEMBA1 006284 


45.22 


71.21 


60.42 


1.57 


1.34 


HEMBA1 006291 


21.82 


22.91 


28.59 


1 


1 
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HEMBA1006292 108.84 123.22 111.42 1.13 1.02 

HEMBA1006293 18.72 17.29 23.98 1 1 

HEMBA1006299 68.22 77.05 71.76 1.13 1.05 

HEMBA1006309 48.02 55.3 55.94 1.15 1.16 

HEMBA1O06310 36.57 39.01 45.25 1 1.13 

HEMBA1006311 45.43 36.61 42.9 0.88 0.94 

HEMBA1006313 38.11 36.61 33.79 1 1 

HEMBA1006316 42.07 50.95 43.14 1.21 1.03 

HEMBA1006328 215.04 266.07 216.01 1.24 1 

HEMBA 1006334 23.97 20.16 23.11 1 1 

HEMBA1006335 231.03 212.95 229.29 0.92 0.99 

HEMBA1006344 126.42 147.5 102.66 1.17 0.81 

HEMBA1006347 31.39 29.8 39.13 1 1 

HEMBA1006349 55.67 48.81 56.87 0.88 1.02 

HEMBA1006352 36.85 37.05 36.62 1 1 

HEMBA1006357 114.26 119.16 119.11 1.04 1.04 

HEMBA 1006358 62.64 58.47 47.39 0.93 0.76 

HEMBA1006359 64.09 54.69 62.96 0.85 0.98 

HEMBA1006360 30.97 21.85 25.81 1 1 

HEMBA 1006364 42.86 42.92 38.82 1 0.93 

HEMBA1006377 127.2 113.19 117.55 0.89 0.92 

HEMBA1006380 86.73 104.08 102.67 1.2. 1.18 

HEMBA1006381 96.01 83.46 72.37 0.87 0.75 

HEMBA1006385 122.36 148.43 124.74 1.21 1.02 

HEMBA1006390 162.49 159.79 141.6 0.98 0.87 

HEMBA 1006391 45.71 36.54 40.84 0.88 0.89 

HEMBA1006398 40.34 35.01 26.12 0.99 0.99 

HEMBA1006405 99.45 95.46 107.31 0.96 1.08 

HEMBA1006410 66.36 38.84 64.23 0.6 0.97 

HEMBA1006416 65.22 81.33 69.04 1.25 1.06 

HEMBA1006418 95.02 125.03 122.14 1.32 1.29 

HEMBA1006419 146.03 164.04 167.75 1.12 1.15 

HEMBA1006421 42.14 42.91 39.72 1.02 0.95 

HEMBA1006424 29.97 26.24 20.79 1 1 

HEMBA1006426 84.9 95.57 85.37 1.13 1.01 

HEMBA 1006430 88.74 93.74 81.66 1.06 0.92 

HEMBA1006438 58.04 60.13 58.13 1.04 1 

HEMBA1006445 52.68 37.55 35.41 0.76 0.76 

HEMBA 1006446 28.35 26.35 32.68 1 1 

HEMBA1006456 249.97 219.38 229.78 0.88 0.92 

HEMBA1006461 87.29 85 88.5 0.97 1.01 

HEMBA1006467 30.4 28.63 31.38 1 1 

HEMBA1006470 347.33 351.67 353.51 1.01 1.02 

HEMBA1006471 137.42 87.18 88.67 0.63 0.65 

HEMBA1006474 1789.81 1430.88 1232.25 0.8 0.69 

HEMBA1006476 2257.25 2770.26 2078.83 1.23 0.92 

HEMBA1006482 2300.52 1981.59 2335.39 0.86 1.02 

HEMBA1006483 57.11 64.18 55.52 1.12 0.97 

HEMBA1006485 112.67 77.55 77.34 0.69 0.69 

HEMBA1006486 137.38 90.05 136.42 0.66 0.99 

HEMBA 1006489 28.55 29.64 25.22 1 1 

HEMBA1006492 74.33 84.86 79.89 1.14 1.07 
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HEMBA 1006494 
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1 
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1 
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1.03 
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0.98 


0.96 
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39 
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1 1.05 
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1.17 


1.11 
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0.89 


0.75 



325 



EP 1 130 094 A2 



HEMBA 1006731 47.63 

HEMBA1006737 37.34 

HEMBA1006742 46.8 

HEMBA 1006743 79.64 

HEMBA 1006744 97.31 

HEMBA1006749 37.6 

HEMBA1006752 262.94 

HEMBA1006754 50.01 

HEMBA 1006758 31.72 

HEMBA 1006767 32.59 

HEMBA1006770 45.76 

HEMBA1006779 110.56 

HEMBA1006780 103.83 

HEMBA 1006789 31.72 

HEMBA1006795 74.38 

HEMBA1006796 33.73 

HEMBA 1006805 49.79 

HEMBA1006807 548.33 

HEMBA1006813 8.39 

HEMBA10O6819 48.81 

HEMBA1006821 67.17 

HEMBA1006824 134.05 

HEMBA 1006832 879.78 

HEMBA1006834 214.89 

HEMBA 1006835 76.09 

HEMBA 1006843 178.51 

HEMBA 1006849 97.85 

HEMBA1006850 70.16 

HEMBA 1006861 194.04 

HEMBA 1006865 386.56 

HEMBA1006867 79.38 

HEMBA 1006873 52.52 

HEMBA1006877 27.89 

HEMBA1O06878 49.79 

HEMBA1006879 81.48 

HEMBA1006884 75.59 

HEMBA 1006885 108.4 

HEMBA1006886 214.12 

HEMBA1O06889 34.16 

HEMBA1006896 220.54 

HEMBA 1006900 107.14 

HEMBA1 006902 36.24 

HEMBA1006912 131.15 

HEMBA1006914 146.34 

HEMBA1006916 52.95 
HEMBA 1006921 36.5 

HEMBA1 006926 77.03 

HEMBA 1006927 44.25 

HEMBA 1006929 69.53 

HEMBA1 006936 55.75 

HEMBA1 006938 23.46 

HEMBA1 006941 120.09 



40.89 39.82 0.86 0.84 

28.54 25.67 1 1 
59.11 50.27 1.26 1.07 

78.41 96.22 0.98 1.21 

123.15 112.9 1.27 1.16 
26.96 34.75 1 1 
259.84 207.32 0.99 0.79 
56.58 38.66 1.13 0.8 
39.79 30.71 1 1 
28.24 27.59 1 1 
36.32 39.83 0.87 0.87 

97.17 106.18 0.88 0.96 
138.11 127.08 1.33 1.22 

31.4 43.61 1 1.09 
86.15 67.66 1.16 0.91 
30.14 26.67 1 1 
62.87 59.15 1.26 1.19 
590.98 647.3 1.08 1.18 
11.05 8.41 1 1 
41.74 53.15 0.86 1.09 
58.94 65.94 0.88 0.98 
123.87 134.81 0.92 1.01 

794.16 837.41 0.9 0.95 
195.31 233.74 0.91 1.09 
66.54 70.44 0.87 0.93 
145.01 204.76 0.81 1.15 
90.86 92.39 0.93 0.94 
62.71 77.59 0.89 1.11 
239.06 193.48 1.23 1 
391.92 347.27 1.01 0.9 
60.98 80.49 0.77 1.01 
56.67 65.26 1.08 1.24 
25.52 34.04 1 1 
52.97 52.03 1.06 1.04 

83.18 87 1.02 1.07 

78.05 49.54 1.03 0.66 
116.23 124.06 1.07 1.14 
109.45 199.57 0.51 0.93 
36.64 43.52 1 1.09 
199.25 269.98 0.9 1.22 

70.06 100.64 0.65 0.94 
30.36 46.46 1 1.16 
168.96 176.75 1.29 1.35 
169.19 176.67 1.16 1.21 

56.07 60.34 1.06 1.14 
34.51 36.7 1 1 

69.9 74.35 0.91 0.97 
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HEMBB 1000888 17.01 
HEMBB 1000890 137.74 
HEMBB 1000893 74.94 
HEMBB 1000900 20.11 
HEMBB 1000905 102.51 
HEMBB1000908 78.02 
HEMBB 10009 10 49.48 
HEMBB1OO0913 46.72 
HEMBB 10009 15 1235.16 
HEMBB1000917 69.87 
HEMBB 1000927 15.28 
HEMBB 1000932 45.3 
HEMBB 1000933 136.08 
HEMBB 1000936 64.3 
HEMBB 1000939 - 68.9 
HEMBB 1000941 33.76 
HEMBB 1000947 35.6 
HEMBB 1000954 28.25 
HEMBB 1000959 63.24 
HEMBB 1000973 25.02 
HEMBB 1000975 16.17 
HEMBB 1000981 20.67 
HEMBB 1000985 42.97 
HEMBB 1000991 20.6 
HEMBB 1000996 100.51 
HEMBB 1001000 33.13 
HEMBB 100 1004 14.02 
HEMBB 1001008 29.03 
HEMBB 1001 01 1 28.26 
HEMBB1001014 35.72 
HEMBB1001020 53.84 
HEMBB1001024 103.64 
HEMBB 1001026 119.18 
HEMBB1001037 57.7 
HEMBB 100 1042 14.13 
HEMBB 100 1046 14.85 
HEMBB 100 1047 39.94 
HEMBB1001048 65.35 
HEMBB 1001051 28.42 
HEMBB1001056 34.89 
HEMBB1001O58 39.94 
HEMBB 100 1060 22.94 
HEMBB 1001063 27.68 
HEMBB 1001 068 29.13 
HEMBB 1001082 54.37 



.6.71 33.69 0.8 0.8 
35.51 71.5 1.25 1.04 
81.83 67.8 1.12 0.93 
49.98 46.2 1.15 1.07 
48.73 55.93 1.22 1.4 
27.83 32.89 1 1 
206.91 273.83 0.78 1.03 
15.62 22.89 1 1 
161.89 115.78 1.18 0.84 
56.68 80.9 0.76 1.08 

30.62 30.2 1 1 
124.91 83.08 1.22 0.81 
96.72 70.96 1.24 0.91 
58.33 49.88 1.18 1.01 

50.63 52.5 1.08 1.12 
1265.8 1596.28 1.02 1.29 
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HEMBB1001095 64.85 66.69 68.18 1.03 1.05 

HEMBB1001096 35.36 34.3 47.52 1 1.19 , 

HEMBB1001101 70.64 76.12 108.45 1.08 1.54 

HEMBB1001102 55.02 67.57 69.72 1.23 1.27 

HEMBB1001104 31.97 34.94 53.24 1 1.33 

HEMBB1001105 39.59 45.27 43.09 1.13 1.08 

HEMBB1001112 1937.91 2340.04 1919.36 1.21 0.99 

HEMBB1001113 119.22 209.57 183.19 1.76 1.54 

HEMBB1001114 66.75 84.71 86.32 1.27 1.29 

HEMBB1001115 125.29 189.44 185.24 1.51 1.48 

HEMBB1001117 17.26 18.96 19.58 1 1 

HEMBB1001119 21.66 26.01 29.87 1 1 

HEMBB1001126 19.77 28.11 24.45 1 1 

HEMBB1001133 49.05 49.8 45.99 1.02 0.94 

HEMBB1001137 31.19 34.96 38.92 1 1 

HEMBB1001142 154.22 227.21 222.73 1.47 1.44 

HEMBB1001145 109.76 160.03 153.65 1.46 1.4 

HEMBB1001151 86.89 104.79 83.56 1.21 0.96 

HEMBB1001153 58.18 70.9 76.77 1.22 1.32 

HEMBB1001158 90.29 81.21 81.82 0.9 0.91 

HEMBB1001169 60.62 58.13 45.38 0.96 0.75 

HEMBB1001170 14.32 18.12 14.61 1 1 

HEMBB1001175 38.59 38.42 37.59 1 1 

HEMBB1001177 77.78 88.34 87.47 1.14 1.12 

HEMBB1001182 32.82 42.62 24.94 1.07 1 

HEMBB1001192 80.28 76.99 77.01 0.96 0.96 

HEMBB1001199 17.28 18.75 21.24 1 1 

HEMBB1001200 26.94 35.48 20.73 1 1 

HEMBB 1001 208 44.06 56.77 48.01 1 .29 1 .09 

HEMBB1001209 63.56 67.06 62.58 1.06 0.98 

HEMBB1001210 71.99 103.26 94.81 1.43 1.32 

HEMBB1001215 73.3 58.01 87.59 0.79 1.19 

HEMBB1001217 27.5 24.28 23.56 1 1 

HEMBB1001218 73.09 74.04 61.15 1.01 0.84 

HEMBB1001221 15.99 14.74 11.54 1 1 

HEMBB1001224 67.43 59.78 51.21 0.89 0.76 

HEMBB1001230 15.17 18.56 16.93 1 1 

HEMBB1001234 174.88 139.37 127.94 0.8 0.73 

HEMBB 1001 235 89.51 128.87 114.32 1.44 1.28 

HEMBB 1001237 111.1 109.23 147.82 0.98 1.33 

HEMBB 100 1242 33.34 27.71 36.97 1 1 

HEMBB1001244 13.8 13.89 25.16 1 1 

HEMBB1001249 37.6 39.46 46.29 1 1.16 

HEMBB1001253 38.5 2L7 24.93 1 1 

HEMBB1001254 28.55 27.23 28.37 1 1 

HEMBB1001266 16.64 22.02 23.99 1 1 

HEMBB1001267 149.8 192.98 138.61 1.29 0.93 

HEMBB1001271 88.15 79.26 86.96 0.9 0.99 

HEMBB1001282 32.03 31.05 30.41 1 1 

HEMBB1001287 419.44 318-76 528.38 0.76 1.26 

HEMBB1001288 38.98 33.86 42.84 1 1.07 

HEMBB1001289 70.66 73.29 75.6 1.04 1.07 
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HEMBB1001290 31.62 26.06 34.42 1 1 

HEMBB1001294 91.96 98.71 69.25 1.07 0.75 

HEMBB1001299 96.72 92.49 107.77 0.96 1.11 

5 HEMBB1001302 29.26 31.92 32.51 1 1 

HEMBB1001304 14.82 18.15 15.52 1 1 

HEMBB1001314 15.41 18.59 23.2 1 1 

HEMBB1001315 14.94 10.56 13.85 1 1 

HEMBB1001317 58.3 58.02 73.81 1 1.27 

10 HEMBB 100 1326 16.42 24.59 29.89 1 1 

HEMBB1001331 45.9 52.43 52.18 1.14 1.14 

HEMBB1001335 25.08 25.49 26.94 1 1 

HEMBB 100 1337 66.68 73.29 86.76 1.1 1.3 

15 HEMBB1001339 34.17 39.93 38.51 1 1 

HEMBB1001344 16.27 18.45 19.11 1 1 

HEMBB1001346 85.3 73.62 90.05 0.86 1.06 

HEMBB1001348 36.51 41.63 44.53 1.04 1.11 

HEMBB 1001350 15.34 23.05 24.69 1 1 

20 HEMBB1001356 22.63 23.4 28.24 1 1 

HEMBB1001364 20.61 23.66 24.07 1 1 

HEMBB 1001366 50.22 53.62 56.58 1.07 1.13 

HEMBB 1001 367 69.9 76.44 83.78 1.09 1.2 

HEMBB1001369 26.44 22.55 27.62 1 1 

25 HEMBB100138O 171.26 143.01 162.1 0.84 0.95 

HEMBB1001381 73.48 74.31 73.18 1.01 1 

HEMBB1001384 44.03 64.21 59.91 1.46 1.36 

HEMBB1001387 20.53 24.62 28.6 1 1 

HEMBB1001394 42.51 51.55 39.96 1.21 0.94 

30 HEMBB1001407 15.57 7.66 12.38 1 1 

HEMBB1001410 14.03 15.55 15.55 1 1 

HEMBB1001413 47.83 55.28 67.45 1.16 1.41 

HEMBB1001419 64.89 77.57 88.76 1.2 1.37 

HEMBB1001421 66.7 50.13 88.74 0.75 1.33 

35 HEMBB1001424 10.11 11.01 13.13 1 1 

HEMBB1001426 54.99 65.14 98.53 1.18 1.79 

HEMBB1001429 62.79 72.71 103.33 1.16 1.65 

HEMBB1001436 45.79 72.64 65.4 1.59 1.43 

HEMBB1001443 76.47 69.58 89.55 0.91 1.17 

HEMBB1001449 56.36 79.77 85.76 1.42 1.52 

HEMBB1001454 31.29 46.07 43.57 1.15 1.09 

HEMBB1001458 33.09 34.75 41.94 1 1.05 

HEMBB1001461 29.16 27.23 33.16 1 1 

45 HEMBB 1001463 72.24 90.46 104,02 1.25 1.44 

HEMBB1001464 23.46 21.78 37.99 1 1 

HEMBB 1001466 16.1 19.74 19.07 1 1 

HEMBB 1001482 17.83 20.35 28.05 1 1 

HEMBB1001500 15.7 22.21 24.09 1 1 

so HEMBB 100 1505 94.04 100.71 142.94 1.07 1.52 

HEMBB1001521 103.43 145.17 124.1 1.4 1.2 

HEMBB1001527 131.08 140.61 151.25 1.07 1.15 

HEMBB1001530 36.09 36.05 49.12 1 1.23 

HEMBB1001531 33.37 48.83 53.23 1.22 1.33 

55 HEMBB1001532 28.14 26.34 28.19 1 1 



BNSDOCID: <EP 11 30094 A2_l_> 
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HEMBB1001535 57.33 59.45 67.05 1.04 1.17 

HEMBB1001536 70.64 87.3 35.56 1.24 1.21 

HEMBB1001537 74.37 83.2 97.94 1.12 1.32 

HEMBB1001542 40.51 31.55 41.06 0.99 1.01 

HEMBB1001543 43.2 62.46 50.41 1.45 1.17 

HEMBB1001547 18.22 16.49 23.58 1 1 

HEMBB 100 1548 88.24 78.53 93.21 0.89 1.06 

HEMBB1001551 36.53 30.82 31.09 1 1 

HEMBB1001555 94.63 117.35 103.49 1.24 1.09 

HEMBB1001562 42.29 46.25 50.21 1.09 1.19 

HEMBB1001564 2416.11 2403.39 2489.42 0.99 1.03 

HEMBB1001565 47.78 61.12 56.85 1.28 1.19 

HEMBB1001569 40.38 38.64 43.67 0.99 1.08 

HEMBB 1001 573 91.13 87.69 118.66 0.96 1.3 

HEMBB 1001585 58.7 70.42 71.28 1.2 1.21 

HEMBB 1001586 34.52 35.37 47.59 1 1.19 

HEMBB1001588 130.12 154.25 147.73 1.19 1.14 

HEMBB 1001595 39.93 38.52 30.87 1 1 

HEMBB1001596 21.79 17.7 27.27 1 1 

HEMBB 1001599 20.62 12.88 23.14 1 1 

HEMBB 1001603 28.41 32.46 35.47 1 1 

HEMBB1001606 19.58 23.2 23.14 1 1 

HEMBB1001612 104.65 107.67 111.6 1.03 1.07 

HEMBB1001618 53.27 69.19 57.77 1.3 1.08 

HEMBB 1001619 185.35 220.52 184.44 1.19 1 

HEMBB 1001623 26.47 34.01 20.65 1 1 

HEMBB 1001625 22.27 24.39 26.92 1 1 

HEMBB 1001630 29.24 29.43 26.37 1 1 

HEMBB 1001635 27.09 32.68 26.69 1 1 

HEMBB1001637 54.41 61.98 51.91 1.14 0.95 

HEMBB1001641 19.29 25.96 30.67 1 1 

HEMBB 100 1653 73.78 65.14 76.15 0.88 1.03 

HEMBB1001665 16.57 18.46 22.14 1 1 

HEMBB 1001666 31.84 32.58 24.43 1 1 

HEMBB1001667 38.86 23.96 25.41 1 1 

HEMBB 100 1668 21.49 29.6 22.85 1 1 

HEMBB 1001669 28.36 21.28 22.1 1 1 

HEMBB1001670 51.71 46.68 59.09 0.9 1.14 

HEMBB 1001 673 37.71 41.67 47.94 1.04 1.2 

HEMBB 1001 675 28.06 22.86 29.91 1 1 

HEMBB1001679 24.36 22.13 26.54 1 1 

HEMBB1001684 34.74 24.6 35.34 1 1 

HEMBB 1001 685 50.59 43.26 73.56 0.86 1.45 

HEMBB1O01695 13.35 12.25 11.06 1 1 

HEMBB1001703 60.44 91.94 70.43 1.52 1.17 

HEMBB1001704 82.46 97.18 95.24 1.18 1.15 

HEMBB1001706 83.37 117.2 106.73 1.41 1.28 

HEMBB1001707 61.04 73.44 81.82 1.2 1.34 

HEMBB 10017 17 39.68 52.71 51.1 1.32 1.28 

HEMBB 1001731 227.77 174.99 294.71 0.77 1.29 

HEMBB 1001734 85.8 69.09 61.64 0.81 0.72 

HEMBB 100 1735 35.46 40.72 32.35 1.02 1 
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HEMBB1001736 111.13 114.46 99.96 1.03 0.9 

HEMBB1001747 28.25 30.44 34.85 1 1 

HEMBB1001749 108.55 128.31 133.78 1.18 1.23 

HEMBB1001753 174.76 181.17 163.68 1.04 0.94 

HEMBB1001756 53.47 55.22 43.62 1.03 0.82 

HEMBB1001757 33.26 33.55 33.65 1 1 

HEiMBB1001760 29.47 27.29 21.28 1 1 

HEMBB1001762 24.71 24.07 23.26 1 1 

HEMBB1001780 101.85 121.84 104.01 1.2 1.02 

HEMBB1001785 19.76 25.8 20.32 1 1 

HEMBB1001788 71.19 76.95 91.78 1.08 1.29 

HEMBB1001793 107.24 130.17 151.56 1.21 1.41 

HEMBB1001797 31.63 35.13 38.46 1 1 

HEMBB 100 1802 582.82 495.71 564.82 0.85 0.97 

HEMBB1001812 130.02 154.31 156.09 1.19 1.2 

HEMBB1001815 329.05 251.94 348.74 0.77 1.06 

HEMBB 1001 816 87.87 108.75 117.81 1.24 1.34 

HEMBB1001831 24.56 22.28 25.02 1 1 

HEMBB1001834 4642.6 3710.98 3077.01 0.8 0.66 

HEMBB1001836 155.09 188.11 192.34 1.21 1.24 

HEMBB 1001 839 13.4 10.71 14.97 1 1 

HEMBB1001841 128.1 101.32 161.52 0.79 1.26 

HEMBB 1001 844 64.7 67.28 95.48 1.04 1.48 

HEMBB 1001847 100.34 97.67 105.69 0.97 1.05 

HEMBB1001848 159.62 172.01 173.93 1.08 1.09 

HEMBB 1001 850 48.27 54.22 57.24 1.12 1.19 

HEMBB1001859 92.79 111.95 122.61 1.21 1.32 

HEMBB1001863 107.69 137.37 149.04 1.28 1.38 

HEMBB1001867 23.27 19.58 31.26 1 1 

HEMBB 1001 868 19.92 15.65 17.69 1 1 

HEMBB1001869 53.45 74.68 65.05 1.4 1.22 

HEMBB 1001872 15.58 14.62 18.91 1 1 

HEMBB1001874 12.68 14.64 32.88 1 1 

HEMBB1001875 19.14 16.27 28.06 1 1 

HEMBB 100 1880 64.42 64.66 86.26 1 1.34 

HEMBB1001899 23.8 25 27.85 1 1 

HEMBB1001903 35.02 65.12 66.61 1.63 1.67 

HEMBB1001905 38.95 47.46 42.15 1.19 1.05 

HEMBB1001906 24.03 21.97 25.04 1 1 

HEMBB1001908 38.72 32.45 50.8 1 1.27 

HEMBB1001910 53.91 57.53 56.52 1.07 1.05 

HEMBB1001911 58.61 65.63 76.92 1.12 1.31 

HEMBB1001915 27.02 33.13 25.95 1 1 

HEMBB1001921 83.08 130.77 96.88 1.57 1.17 

HEMBB1001922 46.48 57.84 57.09 1.24 1.23 

HEMBB1001925 63 71.85 57.59 1.14 0.91 

HEMBB1001930 10.72 15.27 14.73 1 1 

HEMBB1001944 99.93 110.88 118.51 1.11 1.19 

HEMBB 100 1945 18.8 20.04 21.84 1 1 

HEMBB 1001947 22.24 25.63 30.26 1 1 

HEMBB1001950 41.78 59.71 67.72 1.43 1.62 

HEMBB1001952 41.88 46.24 56.15 1.1 1.34 
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1 
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HEMBB 1002 152 


54.41 


64.9 


49.38 


1.19 


0.91 


HEMBB 1002 162 


61.42 


78.05 


69.51 


1.27 


1.13 


HEMBB 1002 173 


68.41 


64.52 


53.57 


0.94 


0.78 


HEMBB 1002189 


136.72 


167.57 


164.55 


1.23 


1.2 


HEMBB 1002 190 


139.28 


145.12 


157.03 


1.04 


1.13 
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31.41 


40.95 


1 


1.02 
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56.58 


64.06 


69.33 


1.13 


1.23 
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94.72 


110.13 


105.73 


1.16 


1.12 


HEMBB 1002228 


47.66 


54.29 


54.62 


1.14 


1.15 
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48.01 


43.11 


53.29 


0.9 


1.11 
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11.99 


15.52 


21.46 


1 
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16.26 


18.68 


16.94 


1 


1 
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100.78 


117.71 


157.81 


1.17 


1.57 


HEMBB 1002254 


61.71 


51.83 


73.55 


0.84 


1.19 


HEMBB 1002255 


43.98 


23.05 


26.61 


0.91 


0.91 


HEMBB 1002266 


9.14 


12.33 


12.6 


1 


1 
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508.25 


501.52 


568.22 


0.99 


1.12 
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24.18 


33.34 


31.01 


1 


1 
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86.16 


100.21 


127.77 


1.16 


1.48 
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17.71 


19.09 


24.93 
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33.42 
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60.38 
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1.47 
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38.54 
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1.21 
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30.07 


31.66 


36.11 
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HEMBB 1002340 


24.11 


29.9 


35.58 
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HEMBB 1002342 


129.57 


130.41 


177.97 


1.01 


1.37 


HEMBB 1002358 


61.43 


80.15 


95.03 


1.3 


1.55 


HEMBB 1002359 


58.57 


64.77 


77.76 


1.11 


1.33 
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59.19 


0.94 


1.09 
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298.38 
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1.39 
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21.36 


1 


1 


HEMBB 1002381 
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76.43 
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1.47 
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62.28 
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1.26 


1.05 
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23.32 


20.99 


27.12 
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506.66 


605.69 558.23 


1.2 


1.1 



HEMBB1002413 149.03 166.79 171.59 1.12 1.15 

HEMBB1002415 35.44 43.47 41.67 1.09 1.04 

HEMBB 1002424 22.24 21.25 24.67 1 1 

HEMBB1002425 135.36 149.68 142.03 1.11 1.05 

HEMBB1002427 46.13 49.89 59.65 1.08 1.29 

HEMBB1002442 99.28 114.08 117.75 1.15 1.19 

HEMBB1002447 77.99 93.46 83.09 1.2 1.07 

HEMBB1O02453 82.49 90.51 96.94 1.1 1.18 

HEMBB1002457 73.38 81.14 82.29 1.11 1.12 

HEMBB1002458 19.51 25.3 26.65 1 1 

HEMBB1002463 116.77 98.82 130.07 0.85 1.11 

HEMBB1002465 33.87 23.1 30.42 1 1 

HEMBB1002477 27.07 36.38 35.32 1 1 

HEMBB1002479 2900.82 2377.52 3071.06 0.82 1.06 

HEMBB1002489 35.79 25.02 32.47 1 1 
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34.66 
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1.08 
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HEMBB 1002699 


90.85 


98.78 


97.19 


1.09 


1.07 


HEMBB 1002702 


35.47 


35.8 


38.5 
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HEMBB 1002705 


82.62 


60.19 
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0.73 


0.86 


HEMBB1002712 


34.6 


35.18 


32.31 


1 


1 
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IMR321000028 26.43 23.98 31.41 1 1 

IMR321000031 38.71 53.74 50.35 1.34 1.26 

IMR32 1000034 229.65 237.36 269.41 1.03 1.17 

IMR321000039 137.21 86.65 176.38 0.63 1.29 

IMR32 1000044 5.53 5.51 9.28 1 1 

IMR32 1000063 449.64 312.4 473.91 0.69 1.05 

IMR321000085 228.02 247.44 291.45 1.09 1.28 

IMR321000089 26.07 22.18 35.91 1 1 

IMR32 1000091 82.21 68.33 89.36 0.83 1.09 

LIVER 1000004 789.21 977.7 936.93 1.24 1.19 

LIVER1000008 11.78 16.57 20.04 1 1 

LIVER1000011 193.38 153.19 255.98 0.79 1.32 

LIVER1000022 78.18 73.59 116.09 0.94 1.48 

LIVER1000025 91.35 117.4 141.4 1.29 1.55 

LIVER1000030 20.21 20.08 20.87 1 1 

LIVER 1000045 19.25 18.24 28.01 1 1 

LIVER 1000046 16.05 22.11 31.24 1 1 

LIVER1000072 66.61 60.53 67.94 0.91 1.02 

LIVER100O077 30.05 33.76 50.02 1 1.25 

LIVER1000080 25.97 34.88 44.41 1 1.11 

LIVER1000086 1565.31 1521.72 1599.4 0.97 1.02 

LIVER1000092 38.68 48.54 49.31 1.21 1.23 

LIVER1000095 14.08 10.56 25.15 1 1 

LIVER1O0O097 51.26 31.34 52.84 0.78 1.03 

LIVER1O00098 24.13 24.78 31.17 1 1 

LIVER 1000100 42.58 45.39 52.33 1.07 1.23 

LIVER1000101 18.77 13.86 19.76 1 1 

LIVER1000106 9.93 7.64 11.86 1 1 

LIVER1000108 81.22 77.63 106.3 0.96 1.31 

UVER1000115 63.17 81.27 65.78 1.29 1.04 

LIVER1O0O12O 24.34 20.44 29.34 1 1 

LIVER1000138 22.43 16.05 23.85 1 1 

LIVER1000146 75.52 89.3 103.41 1.18 1.37 

LIVER1000148 15.97 20.61 22.81 1 1 

LIVER1O00157 292.6 254.48 264.66 0.87 0.9 

LIVER1000161 18.02 17.63 18.27 1 1 

LIVER1000167 136.18 116.28 107.84 0.85 0.79 

LIVER1000174 17.38 20.25 15.52 1 1 

LIVER10O0185 25.51 26.27 35.78 1 1 

LIVER1000187 32.1 20.92 31.14 1 1 

LIVER1000190 22.76 21.48 25.48 1 1 

LIVER1000192 24.43 19.22 24.96 1 1 



MAMMA 1000009 


69.7 


85.49 


89.43 


1.23 


1.28 


MAMMA1000015 


60.76 


69.14 


62.3 


1.14 


1.03 


MAMMA 10000 19 


48.99 


44.67 


46.39 


0.91 


0.95 


MAMMA 1000020 


96.56 


91.16 


88.5 


0.94 


0.92 


MAMMA 1000024 


25.06 


26.11 


27.75 


1 


1 


MAMMA 1000025 


99.11 


1 10.53 


110.71 


1.12 


1.12 
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170.89 


142.18 


1.41 


1.17 
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32.78 


35.67 
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MAMMA1000046 


44.13 


42.12 


42.99 


0.95 


0.97 


MAMMA 1000055 


40.22 


41.24 


36.01 


1.03 


0.99 
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MAMMA 1000057 161.73 

MAMMA 1000060 291.4 

MAMMA 1000069 35.81 

MAMMA1000084 114.03 

MAMMA1000085 43.33 

MAMMA1000092 57.19 

MAMMA1000096 42.82 

MAMMA 1000097 42.53 

MAMMA1000102 81.65 

MAMMA 1000 103 42.11 

MAMMA1000106 62.58 

MAMMA1000117 66.99 

MAMMA 10001 18 25.07 

MAMMA1000129 38.75 

MAMMA1000133 32.65 

MAMMA1000134 63.77 

MAMMA 1000 139 44.14 

MAMMA1000141 43.18 

MAMMA1000143 41.08 

MAMMA1000150 38.43 

MAMMA1000155 108.1 

MAMMA1000163 52.95 

MAMMA1000171 85.1 

MAMMA1000173 83.44 

MAMMA1000175 47.92 

MAMMA 10001 83 70.5 

MAMMA1000191 182.99 

MAMMA 1000192 84.79 

MAMMA1000193 14.45 

MAMMA 1000 198 91.45 

MAMMA1000204 113.18 

MAMMA 1000207 40.29 

MAMMA 10002 14 69.38 

MAMMA1000220 149.2 

MAMMA 1000221 25.6 

MAMMA1000226 17.74 

MAMMA1000227 80.09 

MAMMA 1000230 56.5 

MAMMA 1000241 144.42 

MAMMA1000245 2016.84 

MAMMA1000248 211.46 

MAMMA 1000251 71.02 

MAMMA1000254 43.16 

MAMMA 1000257 348.53 

MAMMA 1000262 149.97 

MAMMA 1000264 50.09 

MAMMA 1000266 42.19 

MAMMA 1000270 110.29 

MAMMA1 00027 1 65.91 

MAMMA 1000277 31.88 

MAMMA1 000278 27.39 

MAMMA1 000279 76.59 
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164.35 199.06 1.14 1.38 
1292.45 1737.36 0.64 0.86 
211.41 221.96 1 1.05 
75.25 69.37 1.06 0.98 
44.31 43.38 1.03 1.01 
336.17 304.96 0.96 0.87 
155.35 172.25 1.04 1.15 

69.7 77.41 1.39 1.55 
53.01 62.54 1.26 1.48 
123.04 119.59 1.12 1.08 
71.69 92.57 1.09 1.4 
41.41 51.95 1.04 1.3 
28.41 31.86 1 1 

72.3 86.05 0.94 1.12 



341 



EP1 130 094 A2 



MAMMA1000283 12.23 18.73 26.04 1 1 

MAMMA1000284 61.7 80.62 89.85 1.31 1.46 

MAMMA1000287 117.81 159.92 176.65 1.36 1.5 

MAMMA1000294 51.27 62.36 84.78 1.22 1.65 

MAMMA1000298 19.88 31.82 29 1 1 

MAMMA1000302 43.09 48.77 59.12 1.13 1.37 

MAMMA1000303 22.93 25.44 35.42 1 1 

MAMMA 1000305 56.48 48.44 66.38 0.86 1.18 

MAMMA1 000307 122.05 123.68 154.96 1.01 1.27 

MAMMA1000309 26.05 29.95 34.22 1 1 

MAMMA10003I2 20.73 19.63 24.38 1 1 

MAMMA1OO0313 21.37 27.58 41.71 1 1.04 

MAMMA1000331 38.08 36.14 40.81 1 1.02 

MAMMA10O033S 53.67 64.05 83.91 1.19 1.56 

MAMMA1O00339 10.22 10.27 17.3 1 1 

MAMMA1000340 43.7 42.93 51.78 0.98 1.18 

MAMMA10O0348 61.54 66.76 90.8 1.08 1.48 

MAMMA1000356 130.69 145.54 158.44 1.11 1.21 

MAMMA1000358 51.48 56.3 60.81 1.09 1.18 

MAMMA1000360 54.55 61.19 64.51 1.12 1.18 

MAMMA1000361 117.23 145.09 161.91 1.24 1.38 

MAMMA1000363 28.7 40.47 42.91 1.01 1.07 

MAMMA1000370 23.94 21.88 25.41 1 1 

MAMMA1000371 69.05 56.2 78.4 0.81 1.14 

MAMMA1000372 159.51 211.06 195.86 1.32 1.23 

MAMMA1O00385 102.13 124.35 133.16 1.22 1.3 

MAMMA1000388 75.01 86.34 84.4 1.15 1.13 

MAMMA1000395 22.37 19.56 19.84 1 1 

MAMMA1000402 72.36 76.1 78.86 1.05 1.09 

MAMMA1000403 72.37 70.33 78.58 0.97 1.09 
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MAMMA1000483 173.33 130.83 175.19 0.75 1.01 

MAMMA1000490 27.98 34.31 36.95 1 1 

MAMMA1000496 21.15 23.28 19.05 1 1 

s MAMMA1 000500 30.34 24.81 24.96 1 1 

MAMMA1000501 200.89 257.95 251.06 1.28 1.25 

MAMMA1000503 20.19 19.29 25.03 1 1 

MAMMA1 000506 249.78 268.35 237.02 1.07 0.95 

MAMMA1000510 89.34 85.46 95.59 0.96 1.07 

10 MAMMA1000515 99.62 98.07 114.14 0.98 1.15 

MAMMA! 000516 58.39 53.74 62.5 0.92 1.07 

MAMMA 1000522 40.02 48.31 39.29 1.21 1 

MAMMA1000524 82.61 76.55 71.62 0.93 0.87 

MAMMA1000528 41.23 50.62 46.62 1.23 1.13 

15 MAMMA1000534 21.88 22.24 31.94 1 1 

MAMMA1000541 98.56 97.52 145.81 0.99 1.48 

MAMMA1000550 28.38 24.01 30.73 1 1 

MAMMA1000556 29.7 33.84 22.71 1 1 

20 MAMMA1000559 65.27 58.52 51.21 0.9 0.78 

MAMMA1000565 43.64 52.38 50.91 1.2 1.17 

MAMMA1000567 59.61 51.2 53.35 0.86 0.89 

MAMMA1000576 252.37 347.25 302.1 1.38 1.2 

MAMMA 1000582 34.27 45.25 37.74 1.13 1 

2S MAMMA 1000583 38.51 42.54 53.91 1.06 1.35 

MAMMA1000585 70.54 69.89 89.76 0.99 1.27 

MAMMA1000587 31.89 29.28 30.16 1 1 

MAMMA1000591 31.83 38.96 36.66 1 1 

MAMMA1000594 95.96 108.1 103.51 1.13 1.08 

30 MAMMA1000597 112.71 119.49 115.95 1.06 1.03 

MAMMA1000605 227.96 309.33 345.3 1.36 1.51 

MAMMA1000612 50.29 57.92 62.96 1.15 1.25 

MAMMA1000614 105.01 111.54 146.23 1.06 1.39 

MAMMA1000616 28.23 16.94 25.27 1 1 

35 MAMMA100O621 48.19 38.93 40.79 0.83 0.85 

MAMMA1000623 16.15 20.37 14.71 1 1 

MAMMA1000625 476.24 434.14 591.82 0.91 1.24 

MAMMA1000635 22.75 16.99 27.2 1 1 

MAMMA 1 000643 61.07 69.63 70.89 1.14 1.16 

4 ° MAMMA1000646 103.03 97.67 111.43 0.95 1.08 

MAMMA1000652 80.37 88.11 98.22 1.1 1.22 

MAMMA1000657 67.99 54.13 63.05 0.8 0.93 

MAMMA1000664 69.53 91.36 91.87 1.31 1.32 

MAMMA1000667 44.02 42.24 43.86 0.96 1 

45 MAMMA1000668 25.86 31.44 31.04 1 1 

MAMMA1 000669 32.4 23.75 38.33 1 1 

MAMMA1000670 42.16 45.95 68.34 1.09 1.62 

MAMMA1000672 46.46 51.31 62.93 1.1 1.35 

MAMMA1000681 16.87 17.54 34.21 I 1 

50 

MAMMA100O684 305.51 315.27 468.25 1.03 1.53 

MAMMA1000696 81.12 110.65 105.52 1.36 1.3 

MAMMA1000702 33.08 38.47 56.72 1 1.42 

MAMMA1000706 16.07 17.64 26.71 1 1 

55 MAMMA1000707 15.71 9.39 11.75 1 1 
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MAMMA1000713 


47.84 


58.17 


69.33 


1.22 


1.45 


MAMMA1000714 


44.22 


51.16 


63.18 


1.16 


1.43 


MAMMA1000718 


77.39 


105.19 


113 


1.36 


1.46 


MAMMA1000720 


106.05 


102.56 


143.39 


0.97 


1.35 


MAMMA1000723 


80.22 


89.12 


106.97 


1.11 


1.33 


MAMMA1000731 


37.93 


41.02 


42.13 


1.03 


1.05 


MAMMA1000732 


76.66 


75.96 


89.16 


0.99 


1.16 


MAMMA1O00733 


24.26 


21.73 


27.58 


1 


1 


MAMMA1000734 


76.35 


77.56 


87.95 


1.02 


1.15 


MAMMA1 000736 


93.07 


91.84 


103.02 


0.99 


1.11 


MAMMA1000738 


22.99 


26.49 


33.75 


1 


1 


MAMMA 1000744 


61.59 


73.7 


72.42 


1.2 1.18 


MAMMA1 000746 


34.62 


35.33 


39.65 


1 


1 


MAMMA1000748 


94.62 


85.38 


106.73 


0.9 


1.13 


MAMMA1000751 


334.01 


360.17 


399.46 


1.08 


1.2 


MAMMA1000752 


172.02 


164.07 


214.33 


0.95 


L25 


MAMMA1 000757 


127.85 


148.73 


157.88 


1.16 


1.23 


MAMMA1000760 


124.78 


124.43 


142.19 


1 


1.14 


MAMMA1000761 


86.33 


79.3 


87.55 


0.92 


1.01 


MAMMA1000775 


54.85 


44.33 


57.63 


0.81 


1.05 


MAMMA1 000776 


173.91 


164.83 


163.92 


0.95 


0 94 


MAMMA1 000778 


91.05 


95.45 


94.19 


1.05 


1.03 


MAMMA1 000781 


63.26 


51.61 


53.06 


0.82 


0.84 


MAMMA1 000782 


39.83 


31.75 


40.39 


1 


1 01 


MAMMA1 000784 


28.48 


29.6 


29.08 


1 


1 


MAMMA1 000788 


31.29 


37.38 


42.21 


1 


1.06 


MAMMA 1000798 


42.43 


39.93 


36.22 


0.94 


0.94 


MAMMA1000802 


204.67 


220.69 


236.34 


1.08 


1.15 


MAMMA1000810 


181.51 


178.05 


161.35 


0.98 


0.89 


MAMMA1000813 


69.7 


53.3 


75.76 


0.76 


1.09 


MAMMA1000814 


161.77 


141.29 


176.21 


0.87 


1.09 


MAMMA1 000824 


426.4 


265.37 


303.66 


0.62 


0.71 


MAMMA1 000827 


33.46 


41.83 


43.11 


1.05 


1.08 


MAMMA1000831 


25.86 


20.61 


24.91 


1 


1 


MAMMA1000838 


76.35 


66.41 


79.25 


0.87 


1.04 


MAMMA1 000839 


216.78 


217.48 


209.61 


1 


0.97 


MAMMA1000841 


34.24 


33.58 


34.14 


1 


1 


MAMMA1000842 


43.49 


37.62 


46.94 


0.92 


1.08 


MAMMA1000843 


18.06 


15.02 


20.55 


1 


1 


MAMMA 1000845 


30.07 


23.03 


21.66 


1 


1 


MAMMA1000851 


68.26 


91.68 


101.42 


1.34 


1.49 


MAMMA1000854 


50.96 


37.12 


52.14 


0.78 


1.02 


MAMMA1000855 


21.13 


26.08 


16.44 


1 


1 


MAMMA 1000856 


29.86 


26.37 


27.71 


1 


1 


MAMMA 1000859 


210.87 


235.81 245.69 1.12 1.17 


MAMMA 1000862 


25.4 


18.52 


20.07 


1 


1 


MAMMA 1000863 


133.72 


1 17.21 


5 123.5 


0.88 


0.92 


MAMMA 1000865 


8.05 


7.46 


11.88 


1 


1 


MAMMA1000867 


40.13 


53.74 


45.08 


1.34 


1.12 


MAMMA1000875 


80.24 


74.31 


83.92 


0.93 


1.05 


MAMMA 1000876 


39.02 


30.27 


35.95 


1 


1 


MAMMA 1000877 


235.29 


224.62 274.3 


0.95 


1.17 
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MAMMA1000878 125.27 

MAMM Al 000880 58.45 

MAMMA 1000881 59.96 

MAMMA 1 000883 26.98 

MAMMA1 000897 14.38 

MAMMA1000898 39.29 

MAMMA1000905 148.77 

MAMMAl 000906 34.31 

MAMMA 1 000908 44.43 

MAMMA1000911 16.94 

MAMMA1000914 20.53 

MAMMA 1000920 56.31 

MAMMA1000921 109.2 

MAMMA1000931 103.32 

MAMMAl 000940 127.64 

MAMMAl 000941 271.5 

MAMMAl 000942 152.89 

MAMMA1000943 127.01 

MAMMAl 000952 94.17 

MAMMAl 000956 31.86 

MAMMAl 000957 72.13 

MAMMA 1000962 252.41 

MAMMA1000966 156.85 

MAMMA1000968 93.54 

MAMMA 1000972 45.33 

MAMMAl 000973 26.23 

MAMMAl 000975 36.47 

MAMMA 1000976 120 

MAMMA 1 000979 81.81 

MAMMA 1000986 158.57 

MAMMAl 000987 57.4 

MAMMA1000988 75.15 

MAMMA1000994 27.63 

MAMMA1000998 78.87 

MAMMA 100 1003 66.74 

MAMMA1001007 6.88 

MAMMA1001008 206.14 

MAMMA1001013 97.67 

MAMMA1001014 35.56 

MAMMA1001021 61.57 

MAMMA1001024 30.2 

MAMMA1001025 35.75 

MAMMA1001028 22.44 

MAMMA 100 1030 18.75 

MAMMA1001035 167.06 

MAMMA1001036 86.15 

MAMMA1001037 65.76 

MAMMA1001038 46.07 

MAMMA1001041 38.7 

MAMMA1001043 19.96 

MAMMA1001050 80.2 

MAMMA1001054 118.17 



150.03 


140.88 


1.2 


1.12 


71.34 


62.54 


1.22 


1.07 


63.04 


60.23 


1.05 


1 


21.14 


23.42 


1 


1 


18.53 


10.3 


1 


1 


43.51 


45.49 


1.09 


1.14 


169.61 


174.87 


1.14 


1.18 


39.55 


42.69 


1 


1.07 


36.38 


41.1 


0.9 1 


0.93 


19.46 


21.06 


1 


1 


38.29 


25.07 


1 


1 


40.07 


48.77 


0.71 


0.87 


135.38 


126.4 


1.24 


1.16 


107 


98.57 


1.04 


0.95 


155.71 


158.21 


1.22 


1.24 


295.28 


308.87 


1.09 


1,14 


177.91 


161.87 


1.16 


1.06 


163.61 


158.89 


1.29 


1.25 


106.13 


98.04 


1.13 


1.04 


41.02 


39.77 


1.03 


1 


98.94 


103.59 


1.37 


1.44 


298.31 


262.27 


1.18 


1.04 


159.16 


190.9 


1.01 


1.22 


91.83 


103.73 


0.98 


1.11 


70.56 


49.25 


1.56 


1.09 


35.54 


23.12 


1 


1 


39.39 


34.34 


1 


1 


131.07 


135.45 


1.09 


1.13 


103.45 


99.17 


1.26 


1.21 


159.05 


191.42 


1 


1.21 



84.16 91.08 1.47 1.59 

72.65 96.1 0.97 1.28 

33.67 40.47 1 1.01 

118.19 114.8 1.5 1.46 

106.44 94.32 1.59 1.41 

9.58 9.34 1 1 
273.89 337.36 1.33 1.64 

194.03 226 1.99 2.31 

37.02 32 1 1 

79.85 97.7 1.3 1.59 

42.99 48.29 1.07 1.21 
26.02 24.22 1 1 

22.23 40.5 1 1.01 
19.35 24.92 1 1 



225.8 


216.5 


1.35 


1.3 


103.57 


125.98 


1.2 


1.46 


93.97 


91.94 


1.43 


1.4 


37.73 


38.15 


0.87 


0.87 


46.04 


45.48 


1.15 


1.14 


33.97 


47.97 


1 


1.2 


93.8 


132.58 


1.17 


1.65 



161.33 181.89 1.37 1.54 
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MAMMA 100 1059 


79.17 


99.84 


79.26 


1.26 


1 


MAMMA1001066 


248.86 


317.69 


298.37 


1.28 


1.2 


MAMMA 1001 067 


70.02 


87.32 


85.22 


1.25 


1.22 


MAMMA1001072 


69.05 


45.91 


61.77 


0.66 


0.89 


MAMMA1001073 


22.24 


36.36 


20.85 


1 


1 


MAMMA1001074 


86.26 


84.64 


87.84 


0.98 


1.02 


MAMMA1001075 


45.62 


73.96 


64.89 


1.62 


1.42 


MAMMA 100 1078 


157.83 


227.17 


200.75 


1.44 


1.27 


MAMMA 1001 080 


81.82 


76.62 


93.78 


0.94 


1.15 


MAMMA 1001 082 


35.46 


34.7 


31.33 


1 


1 


MAMMA 1001 091 


15.15 


9.23 


12.07 


1 


1 


MAMMA1001092 


30.47 


38.5 


39.31 


1 


1 


MAMMA1001094 


42.81 


42.79 


50.52 


1 1.18 


MAMMA1001105 


96.06 


108.12 


124.68 


1 1 Q 

1.1 5 


l.o 


MAMMA1001110 


19.1 


17.52 


12.03 


1 


1 


MAMMA 100 1126 


230.15 


262.47 


272.86 


1.14 


1 1 A 

1.19 


MAMMA1001133 


166.47 


210.85 


181.25 


1.27 


1 Aft 

1.09 


MAMMA1001139 


419.48 


374.33 


290.68 


0.89 


0.69 


MAMMA1001141 


41.76 


36.72 


42.73 


0.96 


1.02 


MAMMA 100 1143 


108.13 


110.64 


110.27 


1.02 


1.02 


MAMMA 1001 145 


58.31 


54.02 


55.09 


0.93 


ft CiA 

0.94 


MAMMA1001150 


43.43 


37.73 


38.82 


0.92 


ft ftO 

0.92 


MAMMA1001154 


95.57 


99.29 


114.69 


1.04 


1 ^ 

1.2 


MAMMA1001159 


16.67 


27.46 


19.51 


1 


1 


MAMMA1001161 


315.39 


360.28 


346.44 


1.14 


i.i 


MAMMA1001162 


33.69 


40.74 


20.09 


1.02 


i 


MAMMA1001181 


110.12 


116.3 


92.41 


1.06 


0.84 


MAMMA1001186 


97.3 


99.68 


92.18 


1.02 


0.95 


MAMMA1001189 


48.61 


53.3 


60.63 


1.1 


1.25 


MAMMA1001191 


29.52 


28.11 


24.6 


1 


1 


MAMMA1001198 


5705 


4545.38 


5099.12 


0.8 


0.89 


MAMMA 100 1202 


312.18 


444.44 


429.76 


1.42 


1.38 


MAMMA1001203 


92.89 


145.14 


135.57 


1.56 


1.46 


MAMMA1001206 


113.98 


105.28 


98.69 


0.92 


0.87 


MAMMA 1001 208 


24.53 


23.15 


31.64 


1 


1 


MAMMA1001215 


103.37 


114.09 


113.25 


1.1 


1.1 


MAMMA1O01220 


106.22 


118.22 


108.8 


1.11 


1.02 


MAMMA1001222 


33.99 


25.05 


23.51 


1 


1 


MAMMA1001223 


45.33 


39.79 


49.61 


0.88 


1.09 


MAMMA 100 1232 


79.57 


99.97 


78.25 


1.26 


0.98 


MAMMA 100 1234 


97.07 


109.17 


157.27 


1.12 


1.62 


MAMMA 100 1237 


81.14 


74.52 


96.58 


0.92 


1.19 


MAMMA 100 1243 


24.26 


27.23 


23.89 


1 


1 


MAMMA 100 1244 


26.99 


20.39 


28.43 


1 


1 


MAMMA 100 1249 


63.22 


48.62 


47.34 


0.77 


0.75 



MAMMA1001256 102.65 763.83 491.67 7.44 4.79 

MAMMA1001259 52.74 90.18 78.32 1.71 1.49 

MAMMA1001260 70.58 57.59 52.62 0.82 0.75 

MAMMA1001262 85.62 56.57 59.95 0.66 0.7 

MAMMA1001268 61.25 80.01 74.88 1.31 1.22 

MAMMA1001271 243.97 206.58 324.35 0.85 1.33 

MAMMA1001274 198.42 192.2 258.23 0.97 1.3 
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MAMMA1001280 25.14 
MAMMA 100 1283 72.62 
MAMMA1001284 86.99 
MAMMA1001286 65.18 
MAMMA1001289 244.96 
MAMMA 100 1292 60.39 
MAMMA1001296 264.24 
MAMMA1001298 59.57 
MAMMA 100 1305 59.13 
MAMMA1001309 22.23 
MAMMA1001310 57.87 
MAMMA1001322 29 
MAMMA1001324 59.4 
MAMMA1001330 133.84 
MAMMA1001333 206.6 
MAMMA1001334 51.34 
MAMMA1001337 58 
MAMMA1001341 62.18 
MAMMA1001343 159.94 
MAMMA1001344 69.02 
MAMMA1001346 31.69 
MAMMA1001383 154.67 
MAMMA1001388 63.38 
MAMMA 100 1396 223.03 
MAMMA1001397 138.22 
MAMMA1001401 208.09 
MAMMA1001408 14.68 
MAMMA 10014 11 39.71 
MAMMA1001414 66.27 
MAMMA 10014 15 56.78 
MAMMA1001418 52.12 
MAMMA 1001 4 19 60.74 
MAMMA1001420 53.75 
MAMMA1001426 169.21 
MAMMA1001428 68.95 
MAMMA1001432 97.82 
MAMMA 100 1435 54.35 
MAMMA1001442 130.74 
MAMMA1001446 87.98 
MAMMA1001450 45.81 
MAMMA1001452 111.82 
MAMMA 100 1465 226 
MAMMA1001476 45.56 
MAMMA1001478 82.89 
MAMMA1001479 73.98 
MAMMA1001487 51.61 
MAMMA 100 1498 97.5 
MAMMA1001501 35.04 
MAMMA1001502 120.15 
MAMMA1001510 21.02 
MAMMA 100 1522 53.04 
MAMMA1001529 50.7 



26.54 39.97 1 1 

92.88 94.17 1.28 1.3 
94.13 102.44 1.08 1.18 

57.61 69.97 0.88 1.07 
233.14 255.3 0.95 1.04 
76.64 79.13 1.27 1.31 
279.38 330.94 1.06 1.25 

56.62 63.72 0.95 1.07 
69.24 60.9 1.17 1.03 
27.7 29.89 1 1 
56.54 51.58 0.98 0.89 

37.01 38.15 1 1 
71.72 58 1.21 0.98 

127.64 102.1 0.95 0.76 
224.44 220.16 1.09 1.07 

55.82 76.01 1.09 1.48 

54.86 53.03 0.95 0.91 



84.2 


73.36 


1.35 


1.18 


269.05 


131.35 


1.68 


0.82 


79.37 


85.82 


1.15 


1.24 


36.45 


35.49 


1 


1 


143.39 


192.73 


0.93 


1.25 


80.21 


82.17 


1.27 


1.3 


210.97 


276.79 


0.95 


1.24 


191.56 


182.09 


1.39 


1.32 


215.5 


266.72 


1.04 


1.28 


26.28 


16.1 1 


1 


1 


42.94 


38.71 


1.07 


1 


60.65 


62.01 


0.92 


0.94 


56.22 


70.37 


0.99 


1.24 


47.17 


52.35 


0.91 


1 


62.4 


66.89 


1.03 


1.1 


51.8 


48.15 


0.96 


0.9 


169.93 


272.45 


1 


1.61 


86.43 


107.74 


1.25 


1.56 


94.28 


103.58 


0.96 


1.06 


65.6 


74.82 


1.21 


1.38 


148.57 


183.27 


1.14 


1.4 


139.3 


98.34 


1.58 


1.12 


54.83 


60.63 


1.2 


1.32 


117.99 


155.55 


1.06 


1.39 


256.84 


286.61 


1.14 


1.27 


30.18 


39.95 


0.88 


0.88 


84.38 


76.22 


1.02 


0.92 


71.93 


65.74 


0.97 


0.89 


40.68 


48.06 


0.79 


0.93 


123.08 


133.32 


1.26 


1.37 


30.91 


37.31 


1 


1 


147.17 


130.6 


1.22 


1.09 


14.68 


17.56 


1 


1 


83.63 


73.55 


1.58 


1.39 


64.29 


57.98 


1.27 


1.14 
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EP1 



MAMMA10O1532 59.82 

MAMMA1001533 19.25 

MAMMA1001534 23.37 

MAMMA1O01535 24.43 

MAMMA1001547 135.02 

MAMMA1O01551 53.38 

MAMMA1O01569 20.53 

MAMMA1O01575 37.03 

MAMMA1001576 74.96 

MAMMA1001584 40.8 

MAMMA1001586 20.62 

MAMMA1001590 97.37 

MAMMA1001599 89.53 

MAMMA1001600 57.34 

MAMMA 1001 604 20.76 

MAMMA1001606 52.99 

MAMMA1001609 73.89 

MAMMA1001614 45.9 

MAMMA1001615 77.63 

MAMMA1001619 38.3 

MAMMA1001620 93.43 

MAMMA1001623 53.6 

MAMMA1O01626 29.04 

MAMMA1001627 23.85 

MAMMA1001630 97.14 

MAMMA1001633 184.79 

MAMMA1001634 117.18 

MAMMA1001635 119.91 

MAMMA1001649 43.18 

MAMMA1001654 387.96 

MAMMA1001660 249.04 

MAMMA1001663 117.23 

MAMMA1001670 43.24 

MAMMA1001671 21.05 

MAMMA 100 1679 82.17 

MAMMA1001683 99.95 

MAMMA 100 1686 45.15 

MAMMA 100 1688 817.95 

MAMMA1001689 50.45 

MAMMA1001692 74.89 

MAMMA1001711 89.73 

MAMMA1001715 64.1 

MAMMA1001730 29.11 

MAMMA1001735 320.11 

MAMMA1001740 37.92 

MAMMA1001743 326.51 

MAMMA1001744 8.24 

MAMMA1001745 83.91 

MAMMA1001751 61.01 

MAMMA1001752 60.8 

MAMMA1001754 83.25 
MAMMA1001757 24.52 



094 A2 



62.64 55.25 1.05 0.92 
21.28 16.38 1 1 
16.71 19.41 1 1 
25.67 26.22 1 1 
139.89 124.87 1.04 0.92 
41.49 46.12 0.78 0.86 
23.86 25.02 1 1 
25.5 26.38 1 1 
60.39 55.22 0.81 0.74 
54.88 37.5 1.35 0.98 
22.63 18.22 1 1 

85.63 86.26 0.88 0.89 
89.35 104.96 1 1.17 
52.02 53.71 0.91 0.94 
32.48 26.25 1 1 
60.37 56.17 1.14 1.06 
66.47 54.23 0.9 0.73 

53.39 35.31 1.16 0.87 
52.12 60.37 0.67 0.78 

32.53 36.46 1 1 
94.98 90.13 1.02 0.96 

41.59 52.4 0.78 0.98 
39.82 34.58 1 1 
21.09 23.17 1 1 

57.64 75.01 0.59 0.77 
213.84 171.67 1.16 0.93 
129.13 131.66 1.1 1.12 
165.38 146.11 1.38 1.22 
45.18 37.46 1.05 0.93 
356.49 290.7 0.92 0.75 
242.66 201.14 0.97 0.81 



144.12 


158.29 


1.23 


1.35 


47.08 


48.59 


1.09 


1.12 


20.04 


23.84 


1 


1 


50.83 


74.26 


0.62 


0.9 


115.5 


132.76 


1.16 


1.33 


43.61 


54.4 


0.97 


1.2 


1182.97 


807.37 


1.45 


0.99 


66.35 


33.92 


1.32 


0.79 


83.11 


93.15 


1.11 


1.24 


95.5 


100.43 


1.06 


1.12 


64.36 


78.55 


1 1.23 


20.27 


24.59 


1 


1 


302.75 


434.86 


0.95 


1.36 


56.4 


45.76 


1.41 


1.14 


295.63 


345.77 


0.91 


1.06 


9.47 


10.89 


1 


1 


100.2 


95.22 


1.19 


1.13 


66.28 


70.21 


1.09 


1.15 


68.51 


67.12 


1.13 


1.1 


77.655 


87.09 


0.93 


1.05 


28.93 


30.43 


1 


1 
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MAMMA100176O 175.1 

MAMMA1001764 119.04 

MAMMA1001767 42.13 

MAMMA1001768 70.77 

MAMMA1001769 226.94 

MAMMA1001771 49.16 

MAMMA1001773 30.28 

MAMMA1001778 51.63 

MAMMA1001783 290.62 

MAMMA1001785 84.27 

MAMMA1001788 15.25 

MAMMA1001790 67.38 

MAMMA1001800 11.7 

MAMMA1001804 13.19 

MAMMA1 00 1 806 116.78 

MAMMA1001812 49.43 

MAMMA1001815 41.4 

MAMMA1001817 60.98 

MAMMA1001818 37.52 

MAMMA1001819 100.49 

MAMMA1001820 58.39 

MAMMA1001824 133.13 

MAMMA1001832 23.04 

MAMMA1001836 47.28 

MAMMA1001837 72.99 

MAMMA1001848 142.87 

MAMMA1001850 141.05 

MAMMA1001851 55.74 

MAMMA1001852 117.56 

MAMMA1001854 198.63 

MAMMA1001858 73.6 

MAMMA 1001 864 39.82 

MAMMA1001868 23.21 

MAMMA1001874 20.19 

MAMMA10O1878 129.7 

MAMMA1001880 130.34 

MAMMA1001885 56.12 

MAMMA1001890 292.68 

MAMMA1001893 57.97 

MAMMA1001901 146.41 

MAMMA 100 1907 112.54 

MAMMA1001908 42.16 

MAMMA1001919 21.76 

MAMMA1001931 41.78 

MAMMA1001937 48.4 

MAMMA1001951 87.37 

MAMMA1001956 234.73 

MAMMA1001957 79.25 

MAMMA10O1960 79.1 

MAMMA1001963 40.15 

MAMMA1001969 144.31 

MAMMA1001970 113.97 



336.22 275.64 1.92 1.57 

123.82 120.12 1.04 1.01 
45.98 55.25 1.09 1.31 
68.81 96.18 0.97 1.36 
251.56 288.88 1.11 1.27 
26.77 87.14 0.81 1.77 
47.69 46.79 1.19 1.17 
47.87 47.78 0.93 0.93 

18.35 11.15 0.14 0.14 

83.87 90.95 1 1.08 

18.1 14.18 1 1 

72.53 94.45 1.08 1.4 

12.42 19.29 1 1 

17.8 29.98 1 1 

94.49 108.56 0.81 0.93 

67.86 70.89 1.37 1.43 
2.21 3.74 0.97 0.97 
48.66 77.43 0.8 1.27 
69.75 54.44 1.74 1.36 

163.6 131.37 1.63 1.31 

77.5 79.24 1.33 1.36 

184.64 189.86 1.39 1.43 
30.35 29.04 1 1 
72.32 68.41 1.53 1.45 
100.42 119.29 1.38 1.63 
120.22 154.65 0.84 1.08 

199.83 211.75 1.42 1.5 
64.8 82.75 1.16 1.48 

142.11 161.67 1.21 1.38 

258.12 249.48 1.3 1.26 
66. li. 62.8 0.9 0.85 
42.28 53 1.06 1.33 

18.07 30.54 1 1 
15.52 18.77 1 1 
164.48 141.72 1.27 1.09 
172.34 159.8 1.32 1.23 

66.87 62.57 1.19 1.11 
392.69 309.08 1.34 1.06 

54.08 50.64 0.93 0.87 

179.65 186.48 1.23 1.27 
89.72 83.39 0.8 0.74 
47.26 59.99 1.12 1.42 
12.18 15.45 1 1 
43.18 32.4 1.03 0.96 

38.88 45.73 0.83 0.94 
79.86 90.46 0.91 1.04 

359.13 220.55 1.53 0.94 
63.52 76.54 0.8 0.97 
81.05 79.07 1.02 1 
26.12 27.02 1 1 
160.63 181.1 1.11 1.25 
120.16 133.72 1.05 1.17 
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M AM M A 1 UU 1 y 1 o 


1S.U1 


HA 7& 


1 C\ 11 


1 
1 


1 
1 


MAMMA 1 00 1 992 


113.3 


96.25 


1 15. o9 






MAMMA 1 00 1 994 


183.27 


182.89 


161 .61 


1 


U.00 


MAMMA 1 002008 


113.21 


84.2 


1100 
118.3 


n ha 
0.74 


1 f\A 


MAMMA 1002009 


99.04 


94.33 


113.6 


0.95 


1.15 


MAMMA1002011 


32.32 


38.8 


47.36 


1 1, 


.18 


MAMMA1002022 


115.36 


130.9 


120.26 


1.13 


1.04 


MAMMA1 002024 


240.6 


268.72 


213.78 


1.12 


0.89 


MAMMA1002032 


135.35 


127.09 


143.87 


0.94 


1.06 


MAMMA1OO2033 


129.51 


166.84 


118.92 


1.29 


0.92 


MAMMA1 002041 


49.82 


40.41 


32.72 


0.81 


0.8 


MAMMA1002042 


60.07 


63.35 


52.78 


1.05 


0.88 


MAMMA1002045 


57.46 


74.01 


51.68 


1.29 


0.9 


MAMMA1002047 


226.73 


176.73 


161.74 


0.78 


0.71 


MAMMA1 002056 


165.9 


236.12 


219.21 


1.42 


1.32 


MAMMA1002058 


152.14 


178.5 


178.27 


1.17 


1.17 


MAMMA1 002060 


28.48 


25.19 


35.5 


1 


1 


MAMMA 1002065 


94.78 


114.46 


137.47 


1.21 


1.45 


MAMMA 1002068 


94.55 


126.92 


106.44 


1.34 


1.13 


MAMMA1002070 


22.8 


24.18 


32.43 


1 


1 


MAMMA 100207 8 


45.63 


54.13 


41.72 


1.19 


0.91 


MAMMA1002080 


42.41 


35.89 


50.88 


0.94 


1.2 


MAMMA1O02082 


208.8 


248.09 


242.83 


1.19 


1.16 


MAMMA 1002084 


79.76 


70.29 


79.22 


0.88 


0.99 


MAMMA 1002087 


81.38 


70.67 


55.21 


0.87 


0.68 


MAMMA 1002091 


69.24 


33.81 


40.25 


0.58 


0.58 


MAMMA1002093 


49.3 


47.88 


40.92 


0.97 


0.83 


MAMMA1 002095 


62.92 


48.62- 


62.62 


0.77 


1 


MAMMA 1002 108 


34.11 


43.72 


31.18 


1.09 


1 


MAMMA1002112 


49.85 


43.66 


60.6 


0.88 


1.22 


MAMMA1002118 


18.66 


25.04 


22.99 


1 


1 


MAMMA1002119 


35.7 


50.09 


51.64 


1.25 


1.29 


MAMMA 1002 125 


85.62 


83.71 


104.13 


0.98 


1.22 


MAMMA1002126 


212.53 


243.59 


247.23 


1.15 


1.16 


MAMMA 1002 128 


28.9 


36.64 


28.73 


1 


1 


MAMMA1002132 


178.8 


385.83 


208.5 


2.16 


1.17 


MAMMA1002140 


84.02 


97.49 


94.54 


1.16 


1.13 


MAMMA1002142 


27 


29.18 


28.39 


1 


1 


MAMMA1002143 


32.27 


38.19 


37.15 


1 


1 


MAMMA1002145 


46.7 


57.57 


62.96 


1.23 


1.35 


MAMMA 1002 147 


51.61 


54.42 


63.56 


1.05 


1.23 


MAMMA1002153 


108.87 


95.6 


117.84 


0.88 


1.08 


MAMMA1002155 


84.91 


98.51 


118.29 


1.16 


1.39 


MAMMA 1002 156 


23.01 


22.57 


9.17 


1 


1 


MAMMA1002158 


71.65 


101.16 


89.49 


1.41 


1.25 


MAMMA 1002 164 


69.22 


76.31 


80.84 


1.1 


1.17 


MAMMA1002165 


117.57 


158.1 


167.22 


1.34 


1.42 


MAMMA1002170 


32.5 


26.67 


26.41 


1 


1 



MAMMA1002174 149.93 124.04 176.18 0.83 1.18 

MAMMA1002175 69.03 58.42 73.54 0.85 1.07 

MAMMA 1002 180 670.07 569.26 712.11 0.85 1.06 

MAMMA1002198 105.57 108.05 103.95 1.02 0.98 
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MAMMA1002205 96.55 

MAMMA1002206 128.5 

MAMMA1002209 103.35 

MAMMA1002215 144.58 

MAMMA1002219 51.95 

MAMMA1002224 141.44 
MAMMA1002229 57.2 

MAMMA1002230 107.86 

MAMMA1002233 31.62 

MAMMA1002234 61.75 

MAMMA1002236 83.84 

MAMMA1002243 39.55 

MAMMA1002250 60.55 

MAMMA1002253 61.36 

MAMMA1 002267 297.47 

MAMMA1002268 68.44 

MAMMA1002269 17.25 

MAMMA1002282 224.02 

MAMMA1002292 58.17 

MAMMA1002293 159.47 

MAMMA1002294 36.74 

MAMMA1002297 110.35 

MAMMA1002298 36.02 

MAMMA1002299 27.82 

MAMMA1002308 49.56 

MAMMA1002310 165.04 

MAMMA1002311 115.42 

MAMMA 10023 12 60.66 

MAMMA1002317 64.84 

MAMMA1002319 98.83 

MAMMA 1 002322 193.48 

\ MAMMA1002329 22.09 

MAMMA1002332 55.75 
MAMMA1002333 55.8 

MAMMA1 002335 92.26 
MAMMA1 002339 122.3 
MAMMA1 002347 103.1 

MAMMA1 002351 41.39 
MAMMA1 002352 31.88 

MAMMA1002353 118.15 

MAMMA1 002355 107.29 
MAMMA1 002356 85.91 

MAMMA1 002359 239.56 
MAM MAI 002360 33.78 
MAMMA1002361 81.32 
MAMMA1 002362 57.3 

MAMMA1002367 102.09 

MAMMA1002371 128.34 
MAMMA1 002380 86.26 

MAMMA1002384 112.66 
MAMMA1002385 23.7 
MAMMA1002390 46.77 



110.73 136.26 1.15 1.41 

137.17 178.42 1.07 1.39 

116.61 118.58 1.13 1.15 

111.86 170.75 0.77 1.18 

58.88 61.62 1.13 1.19 

128.04 164.13 0.91 1.16 

64.86 98.71 1.13 1.73 

142.95 143.44 1.33 1.33 

39.28 39.22 1 1 

74.01 84.89 1.2 1.37 

77.03 109.79 0.92 1.31 

55.1 29.19 1.38 1 

90.82 107.03 1.5 1.77 
64.18 73.13 1.05 1.19 
346.34 370.39 1.16 1.25 

60.27 84.72 0.88 1.24 

14.88 22.36 1 1 
176.79 233.34 0.79 1.04 
61.14 63.4 1.05 1.09 

189.9 210.71 1.19 1.32 

55.1 60 1.38 1.5 

104.91 144.32 0.95 1.31 

30.43 36.83 1 1 

33.28 23.98 1 1 
49.95 69.74 1.01 1.41 
197.01 216.29 1.19 1.31 
135.43 128.21 1.17 1.11 
71.64 65.83 1.18 1.09 
89.05 52.81 1.37 0.81 
108.07 99.44 1.09 1.01 
224.61 208.37 1.16 1.08 

22.7 21.43 1 1 
55.43 64.61 0.99 1.16 

53.89 60.8 0.97 1.09 
115.52 118.6 1.25 1.29 
151.03 173.19 1.23 1.42 
118.34 109.15 1.15 1.06 

39.3 32.76 0.97 0.97 

22.83 24.58 1 1 

80.12 80.69 0.68 0.68 
115.42 118.02 1.08 1.1 
72.76 83.92 0.85 0.98 
269.72 274.12 1.13 1.14 

35.13 31.24 1 1 
123.26 81.09 1.52 1 
52.34 45.66 0.91 0.8 

72.12 73.06 0.71 0.72 
135.45 139.68 1.06 1.09 

89.59 86.64 1.04 1 
123.01 111.84 1.09 0.99 

31.42 42.89 1 1.07 

69.8 58.4 1.49 1.25 
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MAMMA1002392 52.39 66.03 59.77 1.26 1.14 

MAMMA1002396 173.41 188.4 142.24 1.09 0.82 

MAMMA1002399 53.98 59.94 54.76 1.11 1.01 

MAMMA1002400 23.65 27.25 25.48 1 1 

MAMMA1 002409 31.67 36.62 33.7 1 1 

MAMMA1002411 61.64 46.48 42.21 0.75 0.68 

MAMMA1002413 107.43 137.66 143.97 1.28 1.34 

MAMMA 1 0024 1 7 40.62 42.91 42.44 1.06 1.04 

MAMMA1002427 91.27 105.75 119.89 1.16 1.31 

MAMMA1002428 81.13 66.91 84.44 0.82 1.04 

MAMMA1002433 59.34 68.93 50.36 1.16 0.85 

MAMMA1002434 97.91 119.36 102.53 1.22 1.05 

MAMMA1002446 96.19 132.94 77.56 1.38 0.81 

MAMMA1002447 100.75 102.66 107.55 1.02 1.07 

MAMMA1002454 212.27 262.76 262.03 L24 1.23 

MAMMA1002461 100.78 102.16 96.85 1.01 0.96 

MAMMA1002463 67.54 69.41 86.78 1.03 1.28 

MAMMA1002464 89.3 65.63 100.63 0.73 1.13 

MAMMA1002466 162.04 139.58 172.44 0.86 1.06 

MAMMA1002470 62.6 81.06 60.9 1.29 0.97 

MAMMA1002475 89.98 80.67 84.2 0.9 0.94 

MAMMA1002480 73.43 61.66 55.66 0.84 0.76 

MAMMA1002485 151.28 174.3 205.8 1.15 1.36 

MAMMA1002494 60.94 55.77 82.07 0.92 1.35 

MAMMA1002498 30.46 44.86 40.61 1.12 L02 

MAMMA1002524 84.66 60.71 94.15 0.72 1.11 

MAMMA1002530 72.63 72.29 66.75 1 0.92 
MAMMA1002538 26.16 44 28.65 1.1 1 

MAMMA1002545 104.11 118.05 134.17 1.13 1.29 

MAMMA1002554 81.76 70.43 72.28 0.86 0.88 

MAMMA1002556 82.56 101.86 117.7 1.23 1.43 

MAMMA1002561 183.06 253.39 286.77 1.39 1.57 

MAMMA1002565 43.42 37.17 44.96 0.92 1.04 

MAMMA1002566 45.37 41.05 31.94 0.9 0.88 

MAMMA1002571 28.16 48.41 27.79 1.21 1 

MAMMA1002573 53.09 63.02 56.55 1.19 L07 

MAMMA1002576 52.96 65.22 46.79 1.23 0.88 

MAMMA1002584 219.19 312,08 298.56 1.42 1.36 

MAMMA1002585 34.42 59.49 43.82 1.49 1.1 

MAMMA1002586 53.28 40.73 49.68 0.76 0.93 

MAMMA1002589 32.01 31.81 33.91 1 1 

MAMMA1002590 68.81 98.26 85.79 1.43 1.25 

MAMMA1002593 67.9 77.39 76.83 1.14 1.13 

MAMMA1002597 138.42 178.56 134.01 1.29 0.97 

MAMMA1002598 303.39 326.15 327.16 1.08 1.08 
MAMMA1002603 102.25 115.74 118.22 1.13 1.16 
MAMMA1002612 117.11 147.25 132.48 1.26 1.13 
MAMMA1002617 149.67 125.06 197.58 0.84 1.32 
MAMMA1002618 46.88 51.87 66.42 1.11 1.42 
MAMMA1002619 53.85 36.68 46.59 0.74 0.87 
MAMMA1002622 133.96 141.24 174.33 1.05 1.3 
MAMMA1002623 124.5 178 167.47 1.43 1.35 
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MAMMA 1002625 


60.29 


84.82 


98.35 


1.41 


1.63 


MAMMA 1002627 


6.72 


5.74 


10.26 


1 


1 


MAMMA1002629 


101.23 


128.7 


162.62 


1.27 


1.61 


MAMMA1002631 


13.84 


20.24 


20.19 


1 


1 


MAMMA 1002633 


164.41 


153.16 


191.71 


0.93 


1.17 


MAMMA1002636 


87.77 


117.27 


121.16 


1.34 


1.38 


MAMMA1002637 


24.69 


35.88 


35.76 


1 


1 


MAMMA1002646 


21.71 


28.07 


24.38 


1 


1 


MAMMA 1002648 


187.58 


193.11 


255.22 


1.03 


1.36 


MAMMA1002650 


8.55 


11.51 


15.55 


1 


1 


MAMMA1 002652 


95.38 


110.96 


177.7 


1.16 


1.86 


MAMMA1002655 


36.37 


37.11 


47.9 


1 


1.2 


MAMMA 1002662 


41.35 


39.65 


56.93 


0.97 


1.38 


MAMMA 1002665 


208.39 


264.65 


273.08 


1.27 


1.31 


MAMMA 1002671 


1 14.62 


115.25 


130.03 


1.01 


1.13 


MAMMA1002673 


69.9 


76.31 


88.39 


1.09 


1.26 


MAMMA1002684 


43.5 


41.23 


58.19 


0.95 


1.34 


MAMMA 1002685 


25.34 


34.2 


33.31 


1 


1 


MAMMA1 002692 


29.83 


34.21 


34.19 


1 


1 


MAMMA 1002693 


37.14 


46.25 


44.27 


1.16 


1.11 


MAMMA 1002698 


36.47 


32.49 


58.15 


1 


1.45 


MAMMA 1002699 


24.9 


17.42 


29.87 


1 


1 


MAMMA 1002701 


154.17 


198.34 


189.21 


1.29 


1.23 


MAMMA 1 002708 


122.76 


166.01 


167.09 


1.35 


1.36 


MAMMA 10027 11 


130.86 


139.5 


141.81 


1.07 


1.08 


MAMMA 1 0027 1 2 


55.07 


80.77 


70.41 


1.47 


1.28 


MAMMA1002716 


38.79 


38.47 


36.46 


1 


1 


MAMMA 1 00272 1 


78.03 


108.73 


89.74 


1.39 


1 15 


MAMMA 1002723 


64.36 


70.73 


72.82 


1.1 


1.13 


MAMMA 1 002727 


44.46 


47.53 


47.61 


1.07 


1.07 


MAMMA 1 002728 


589.74 


738.66 


622.38 


1.25 


1.06 


MAMMA 1002742 


45.86 


61.22 


85.3 


1.33 


1.86 


MAMMA 1002743 


73.39 


77.51 


101.73 


1.06 


1.39 


MAMMA 1002744 


218.06 


292.52 


320.81 


1.34 


1.47 


MAMMA 1002746 


20.19 


17.71 


23.08 


1 


1 


MAMMA 1002748 


50.4 


62.82- 


63.29 


1.25 


1.26 


MAMMA 1002754 


107.78 


118.98 


93.8 


1.1 


0.87 


MAMMA 1 0027 5 8 


17.97 


12.63 


15.18 


1 


1 


MAMMA 1002762 


356.17 


346.77 


337.32 


0.97 


0.95 


MAMMA 1002764 


64.2 


72.1 


81.24 


1.12 


1.27 


MAMMA1002765 


53.77 


52.17 


60.39 


0.97 


1.12 


MAMMA 1002769 


54.34 


65.21 


59.79 


1.2 


1.1 


MAMMA 1002771 


23.11 


42.88 


24.17 


1.07 


1 


MAMMA1002775 


116.24 


172.07 


135.7 


1.48 


1.17 


MAMMA 1002780 


36.93 


29 


42.08 


1 1 


.05 


MAMMA 1002782 


45.66 


38.88 


46.78 


0.88 


1.02 


MAMMA1002795 


33.01 


30.07 


32.5 


1 


1 


MAMMA 1002796 


28.58 


28.06 


23.6 


1 


1 


MAMMA1002805 


41.44 


41.79 


48.88 


1.01 


1.18 


MAMMA 1002806 


26.11 


21.5 


30.88 


1 


1 


MAMMA1002807 


126.48 


146.99 


1 171.08 


1.16 


1.35 


MAMMA1002814 


133.26 


170.5 


140.5 


1.28 


1.05 
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MAMMA1002817 17.38 

MAMMA1002820 37.7 

MAMMA 1 002830 704.18 

MAMMA1002833 160.45 

MAMMA1002835 18.52 

MAMMA1002838 82.37 

MAMMA1002842 81.52 

MAMMA 1002843 47.69 

MAMMA1002844 59.98 

MAMMA1002845 21.74 

MAMMA1002857 2073.55 

MAMMA1002858 4743.64 

MAMMA1002863 53.49 

MAMMA1002868 271.62 

MAMMA1002869 104.89 

MAMMA1002871 18.06 

MAMMA1002875 33.95 

MAMMA1002879 291.97 

MAMMA1002880 24.11 

MAMMA1002881 46.89 

MAMMA1002885 39.98 

MAMMA1002886 96.27 

MAMMA1002887 29.72 

MAMMA10O2890 43.77 

MAMMA1002892 70.01 

MAMMA1002893 58.74 

MAMMA1002895 33.14 

MAMMA1002898 28.57 
MAMMA 1 002905 26 .4 

MAMMA1 002906 21.56 

MAMMA1002908 58.31 

MAMMA1002909 139.24 

MAMMA1002918 52.04 

MAMMA1002925 1360.76 

MAMMA1 002926 109.58 

MAMMA1002930 92.19 

MAMMA1002937 909.37 

MAMMA1 002938 23.08 

MAMMA1002941 41.07 

MAMMA 1 002947 81.25 

MAMMA 1002964 75.93 

MAMMA1002967 45.71 

MAMMA1002970 102.84 

MAMMA1002971 20.08 

MAMMA1002972 26.41 

MAMMA1002973 96.97 

MAMMA1002979 476.61 
MAMMA1002982 10.28 
MAMMA 1002987 62.74 
MAMMA1003003 53.6 
MAMMA1003004 82.56 
MAMMA1003007 33.3 



13.06 18.01 1 1 
25.95 34.49 1 1 
831.94 1027.04 1.18 1.46 
203.1 169.54 1.27 1.06 
14.74 19.2 1 1 
117.11 94.07 1.42 1.14 
91.8 95.14 1.13 1.17 
50.79 54.64 1.07 1.15 
70 69.55 1.17 1.16 
21.48 25.65 1 1 
2250.92 1940.63 1.09 0.94 
5047.57 4726.53 1.06 1 
36.79 38.55 0.75 0.75 
385.57 313.21 1.42 1.15 
129.38 124.78 1.23 1.19 
19.51 22.1 1 1 
29.2 39.35 1 1 
244.07 282.97 0.84 0.97 
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1505.64 1768.51 1.11 1.3 
117.84 113.15 1.08 1.03 
140.43 130.25 1.52 1.41 
759.77 586.96 0.84 0.65 

23.6 28.88 1 1 
38.39 52.17 0.97 1.27 
74.86 99.6 0.92 1.23 
92.13 106.58 1.21 1.4 

36.3 58.83 0.88 1.29 
120.76 163.7 1.17 1.59 
24.51 31.39 1 1 
22.54 29.15 1 1 
109.41 141.67 1.13 1.46 
431.08 630.64 0.9 1.32 

16.98 16.93 1 1 

86.38 92.57 1.38 1.48 
62.48 71.76 1.17 1.34 
112.51 120.88 1.36 1.46 
29.96 23.91 1 1 
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EP1 130 094 A2 



MAMMA 1003011 24.89 

MAMMA1003013 615.04 

MAMMA1003015 33.96 

MAMMA1003019 28.14 

MAMMA 1003020 61.07 

MAMMA1003026 16.71 

MAMMA1003031 99.88 

MAMMA1003033 52.72 

MAMMA1003035 51.64 

MAMMA1003039 52.03 

MAMMA 1003040 77.25 

MAMMA1003044 84.15 

MAMMA 1003047 71.14 

MAMMA 1003049 11.46 

MAMMA 1 003055 63.84 

MAMMA1003056 16.39 

MAMMA1003057 40.62 

MAMMA1003066 70.31 

MAMMA1003075 22.54 

MAMMA1003089 257.88 
MAMMA1003092 16.55 
MAMMA 1003095 17.63 

MAMMA1003099 59.71 

MAMMA1003102 22.88 
MAMMA1003104 17.91 

MAMMA1003113 50.03 
MAMMA1003126 68.4 

MAMMA1003127 56.89 

MAMMA1003131 52.16 

MAMMA1003135 28.03 

MAMMA1003140 23.44 

MAMMA 1003 146 31.97 
MAMMA 1003 150 33.45 

MAMMA 1003 154 24.68 

MAMMA1003155 184.33 
MAMMA1003157 47.86 
MAMMA 1003 163 23.97 
MAMMA1003164 25.9 
MAMMA10O3166 25.05 
NB9N31000010 45.03 
NB9N31000016 37.34 
NB9N3 1000043 69.72 
NB9N31 000045 647.52 
NB9N3 1000054 175.09 
NB9N31000076 47.51 
NB9N3 1000086 36.65 

NT2RM 1000001 30.35 

KT2RM1000018 42.94 

NT2RM 1000032 29.94 

NT2RM1000035 38.26 

NT2RM1000037 46.8 

NT2RM 1000039 73.85 
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EP 1 130 094 A2 

NT2RM 1000042 931.69 637.4 988.7 0.68 1.06 

NT2RM1OO0055 15.45 19.54 17.22 1 1 

NT2RM1000059 50.56 55.16 69.67 1,09 1.38 

NT2RM 1000062 28.3 29.82 26.26 1 1 

NT2RM1000065 422.69 413.14 412.01 0.98 0.97 

NT2RM1000066 61.12 52.51 55.55 0.86 0.91 

NT2RM1000071 597.25 687.62 752.45 1.15 1.26 

NT2RM 1000080 40.28 46.41 33.94 1.15 0.99 

NT2RM 1000086 56.08 45.2 44.41 0.81 0.79 

NT2RM1000092 170.39 229.28 181.67 1.35 1.07 

NT2RM1000118 6.76 6.45 7.27 1 1 

NT2RM1000119 24.26 24 20.67 1 1 
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EP 1 130 094 A2 



NT2RM1000377 68.51 

NT2RM 1000388 20.87 

NT2RM 1000394 10.48 

NT2RM 1000399 26.45 

NT2RM1000407 25.21 

NT2RM 1000421 7.96 

NT2RM 1000422 678.77 

NT2RM 1000430 25.05 

NT2RM1000462 83.02 

NT2RM 1000499 45.97 

NT2RM1000512 189.86 

NT2RM1000519 384.12 

NT2RM 1000527 760.37 

NT2RM10O0539 88.72 

NT2RM1 000542 20.49 

NT2RM 1000553 669.45 

NT2RM10O0555 169.88 

NT2RM1000558 68.82 

NT2RM 1000563 64.93 

NT2RM1000566 49.22 

NT2RM1000570 622.11 

NT2RM 1000571 169.52 

NT2RM 1000574 71.06 

NT2RM1 000580 42.99 

NT2RM 1000620 80.91 

NT2RM1000623 15.13 

NT2RM 1000630 22.04 

NT2RM1000633 297.44 

NT2RM 1000634 31.48 

NT2RM 1000642 96.27 

NT2RM 1000647 408.84 

NT2RM 1000648 76.59 

NT2RM 1000650 59.69 

NT2RM1000661 94.98 
NT2RM 1000666 9.8 

NT2RM 1000669 27.96 

NT2RM 1000672 94.01 

NT2RM 1000681 340.2 

NT2RM1000691 31.12 

NT2RM 1000698 160.32 

NT2RM1000699 29.28 

NT2RM 1000702 68.88 

NT2RM 1000703 187.35 

NT2RM 1000704 330.88 

NT2RM1000725 568.88 

NT2RM1000726 42.21 
NT2RM 1000731 58 
NT2RM 1000741 30.63 

NT2RM 1000742 140.95 
NT2RM 1000744 71.14 
NT2RM 1000746 38.9 

NT2RM 1000747 401.56 



64.66 68.73 0.94 1 

27.84 26.34 1 1 

8.92 13.44 1 1 

18.72 31.61 1 1 

24.57 34.38 1 1 

5.9 5.56 1 1 

596.46 808.74 0.88 1.19 

22.13 31.78 1 1 

120.5 108.41 1.45 1.31 

54.03 56.81 1.18 1.24 

192.34 205.11 1.01 1.08 

375.59 411.71 0.98 1.07 

671.53 650.7 0.88 0.86 

87.36 87.5 0.98 0.99 

18.93 21.72 1 1 

501.93 597.88 0.75 0.89 

154.66 164.12 0.91 0.97 

91.81 106.89 1.33 1.55 

65.54 70.44 1.01 1.08 

39.52 49.43 0.81 1 
491.14 631.52 0.79 1.02 

152.17 177.3 0.9 1.05 
105.39 142.76 1.48 2.01 
39.35 54.02 0.93 1.26 
72.21 81.54 0.89 1.01 
5.78 5.07 1 1 
19.4 19.92 1 1 

227.28 286.39 0.76 0.96 

26.17 3L2 1 1 

296.36 209.26 3.08 2.17 

239.71 480.33 0.59 1.17 

65.92 58.67 0.86 0.77 
74.28 85.87 1.24 1.44 
86.95 84.38 0.92 0.89 
9.05 12.53 1 1 
21.57 31.61 1 1 
100.66 97.51 1.07 1.04 
325.38 502.93 0.96 1.48 
33.13 37.23 1 1 
104.14 152.85 0.65 0.95 
40.61 46.71 1.02 1.17 
68.39 79.17 0.99 1.15 
168.81 235.46 0.9 1.26 

171.18 314.74 0.52 0.95 
353.38 602.8 0.62 1.06 
41.97 38.33 0.99 0.95 

90.22 85.36 1.56 1.47 

29.93 36.08 1 1 
128.62 165.54 0.91 1.17 

57.53 74.65 0.81 1.05 
43.44 44.92 1.09 1.12 
293.92 412.42 0.73 1.03 
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EP 1 130 094 A2 



NT2RM 1000752 52.82 
NT2RM1000767 375.81 
NT2RM1000770 50.4 
NT2RM 1000772 7.34 
NT2RM 1000779 239.32 
NT2RM1000780 35.5 
NT2RM 1000781 32.29 
NT2RM 1000789 744.47 
NT2RM1000800 53.22 
NT2RM1000802 234.95 
NT2RM1000811 29.87 
NT2RM1000826 73.25 
NT2RM1000829 71.56 
NT2RM1000831 3369.28 
NT2RM1000833 310.68 
NT2RM1000834 100.1 
NT2RM 1000841 222.44 
NT2RM1000848 58.02 
NT2RM1000850 72.68 
NT2RM 1000852 60.7 
NT2RM1 000853 35.29 
NT2RM1000855 220.34 
NT2RM1000857 136.66 
NT2RM1000858 114.93 
NT2RM 1 000867 1 53 .05 
NT2RM1000874 112.58 
NT2RM 1000882 36.89 
NT2RM1000883 149.54 
NT2RM1000885 68.22 
NT2RM1000893 196.95 
NT2RM1 000894 83.04 
NT2RM 1000898 48.3 
NT2RM1 000899 39.53 
NT2RM1000905 692.08 
NT2RM1000910 114.21 
NT2RM 10009 14 167.66 
NT2RM 100091 9 92.88 
NT2RM 1000921 25.87 
NT2RM 1000922 71.07 
NT2RM 1000924 27.43 
NT2RM1000927 40.19 
NT2RM1000951 111.55 
NT2RM1000956 120.01 
NT2RM 1000960 341.25 
NT2RM1000961 100.89 
NT2RM1000962 60.37 
NT2RM 1000973 224.41 
NT2RM 1000978 7.97 
NT2RM 1000982 77.39 
NT2RM1000991 32.68 
NT2RM1000994 149.25 
NT2RM1001002 135.28 



41.21 37.74 0.78 0.76 
459.95 361.68 1.22 0.96 
51.03 54.09 1.01 1.07 
7.75 7.47 1 1 
298.01 289.19 1.25 1.21 
>9.18 37.11 1 1 

37.98 39.88 1 1 
945.63 820.28 1.27 1.1 
67.68 57.28 1.27 1.08 
284.25 274.37 1.21 1.17 
21.46 29.19 1 1 

88.22 112.17 1.2 1.53 

73.99 82.84 1.03 1.16 
3434.64 3154.36 1.02 0.94 
313.19 377.53 1.01 1.22 
103.18 105.83 1.03 1.06 
158.99 212.83 0.71 0.96 
48.22 63.19 0.83 1.09 
65.74 91.52 0.9 1.26 
81.71 93.62 1.35 1.54 
41.08 46.81 1.03 1.17 
208.12 226.99 0.94 1.03 
172.01 209.85 1.26 1.54 
105.62 133.67 0.92 1.16 
186.09 242.59 1.22 1.59 
150.04 162.03 1.33 1.44 
51.4 54.14 1.29 1.35 
169.14 238.11 1.13 1.59 
69.88 83.22 1.02 1.22 
306.68 360.48 1.56 1.83 
73.42 111.3 0.88 1.34 
63.84 99.15 1.32 2.05 
47.77 39.35 1.19 1 
986.97 1383.31 1.43 2 
83.53 124.57 0.73 1.09 
213.79 244.64 1.28 1.46 
111.21 118.4 1.2 1.27 
27.11 32.93 1 1 
68.28 84.76 0.96 1.19 
28.42 34.35 1 1 
39.93 40.39 1 1 
131.39 134.34 1.18 1.2 
100.12 132.78 0.83 1.11 
294.92 351,79 0.86 1.03 
121.89 131.35 1.21 1.3 
67.91 79.19 1.12 1.31 
240.99 282.75 1.07 1.26 
8.68 8.31 1 1 
62.06 76.81 0.8 0.99 
28.11 41.1 1 1.03 
143.43 196.82 0.96 1.32 
118.9 162.51 0.88 1.2 
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NT2RM 100 1003 

NT2RM 100 1008 

NT2RM1001011 

NT2RM1001013 

NT2RM1001017 

NT2RM1001018 

NT2RM1001026 

NT2RM1001028 

NT2RM 100 1043 

NT2RM1001044 

NT2RM 100 1059 

NT2RM1 001063 

NT2RM1001066 

NT2RM 100 1072 

NT2RM 1001074 

NT2RM1001076 

NT2RM1001082 

NT2RM1001085 

NT2RM1001092 

NT2RM1001102 

NT2RM1001103 

NT2RM1001105 

NT2RM1001112 

NT2RM1001115 

NT2RM1001122 

NT2RM 100 1136 

NT2RM 100 1139 

NT2RM2000003 

NT2RM2000O06 

NT2RM2000010 

NT2RM2000013 

NT2RM2000030 

NT2RM2000032 

NT2RM2000039 

NT2RM2000042 

NT2RM2000092 

NT2RM2000093 

NT2RM2000101 

NT2RM2000104 

NT2RM2000124 

NT2RM2000155 

NT2RM2000191 

NT2RM2000192 

NT2RM2000239 

NT2RM2000240 

NT2RM2000241 

NT2RM20O025O 

NT2RM2000259 

NT2RM2000260 

NT2RM2000265 

NT2RM2000287 

NT2RM2000306 
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112.67 106.5 119.94 0.95 1.06 

882.41 888.03 725.41 1.01 0.82 

209.67 163.2:1 165.14 0.78 0.79 

71.72 86.39 82.13 1.2 1.15 

43.29 37.16 60.28 0.92 1.39 
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NT2RM2002163 29.19 

NT2RM2002170 31.15 

NT2RM2002178 22.89 

NT2RM2002179 24.7 

NT2RM2002270 18.55 

NT2RM2002326 26.57 

NT2RM2002337 39.81 

NT2RM2002339 26.15 

NT2RM2002345 31.22 

NT2RM2002368 68.16 

NT2RM2002381 17.23 

NT2RM2002424 30.7 

NT2RM2002450 17.63 

NT2RM2002482 17.94 

NT2RM2002492 294.08 

NT2RM2002575 61.21 

NT2RM2002580 41.88 

NT2RM2002592 87.11 

NT2RM2002608 518.64 

NT2RM2002615 28.47 

NT2RM2002622 61.25 

NT2RM2002630 73.68 

NT2RM2002634 49.43 

NT2RM2002645 1900.02 

NT2RM2002646 140.18 

NT2RM2002647 171.23 

NT2RM2002652 26.99 

NT2RM2002692 56.76 

NT2RM2002721 209.8 

NT2RM2002748 456.49 

NT2RM2002764 32.77 

NT2RM2002772 86 

NT2RM2002811 63.6 

NT2RM2002818 61.95 

NT2RM2002879 55.94 

NT2RM2002979 149 

NT2RM2002981 15.33 

NT2RM2002995 23.74 

NT2RM2003031 31.13 

NT2RM2003042 52.77 

NT2RM2003044 21.88 

NT2RM2003090 37.06 

NT2RM2003095 39.67 

NT2RM2003116 75.97 

NT2RM2003222 24.92 

NT2RM2003224 76.09 

NT2RM20O3250 1448.21 

NT2RM2003258 37.67 

NT2RM2003262 28.29 

NT2RM4000023 58.12 

NT2RM4000024 30.45 

NT2RM4000027 22.17 
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NT2RM4000030 293 33.27 45.07 1 1.13 

NT2RM4000033 46.39 38.82 43.27 0.86 0.93 

NT2RM4000034 36.05 36.61 43.23 1 1.08 

NT2RM4000046 31.66 30.69 31.78 1 1 

NT2RM4000052 26.61 25.11 24.31 1 1 

NT2RM4000054 87.42 110.33 85.18 1.26 0.97 

NT2RM4000061 20.42 23.5 26.75 1 1 

NT2RM4000074 313.23 336.15 321.27 1.07 1.03 

NT2RM4000085 79.52 71.43 74.49 0.9 0.94 

NT2RM4000086 38.11 34.34 34.82 1 1 

NT2RM4000100 82.69 133.64 102.71 1.62 1.24 

NT2RM4000101 49.6 72.37 51.94 1.46 1.05 

NT2RM4000102 296.47 320.39 244.39 1.08 0.82 

NT2RM4000104 30.24 29.49 27.42 1 1 

NT2RM4000115 40.54 29.89 25.05 0.99 0.99 

NT2RM4000129 16.18 18.72 13.9 1 1 

NT2RM4000139 37.23 30.85 34.98 1 1 

NT2RM4000149 28.75 23.8 27.19 1 1 

NT2RM4000155 67.13 66.15 40.36 0.99 0.6 

NT2RM4000156 77.61 122.83 120.41 1.58 1.55 

NT2RM4000167 17.03 15.76 18.3 1 1 

NT2RM4000169 173.93 182.7 173.15 1.05 1 

NT2RM4000191 28.35 29.47 28.47 1 1 

NT2RM4000197 25.63 34.42 23.43 1 1 

NT2RM4000198 49.85 61.16 61.58 1.23 1.24 

NT2RM4000199 31.97 35.93 37.39 1 1 

NT2RM4000200 20.72 24.18 17.08 1 1 

NT2RM4000202 27.14 38.84 27.43 1 1 

NT2RM4000210 19.36 18.43 15.27 1 1 

NT2RM4000215 24.6 28.07 23.03 1 1 

NT2RM4000220 41.55 49.24 44.58 1.19 1.07 

NT2RM4000229 21.54 23.38 26.1 1 1 

NT2RM4000231 60.97 77.3 115.23 1.27 1.89 
NT2RM4000233 240.26 261.62 202.28 1.09 0.84 

NT2RM4000244 18.19 25.51 23.24 1 1 

NT2RM4000251 49.99 59.79 61.37 1.2 1.23 

NT2RM4000255 22.72 29.75 24.7 1 1 

NT2RM4000265 75.96 79.41 84.53 1.05 1.11 
NT2RM4000283 358.39 644.7 428.65 1.8 1.2 

NT2RM4000284 171 239.9 237.18 1.4 1.39 

NT2RM4000290 39.25 39.42 53.37 1 1.33 

NT2RM4000295 15.4 18.28 17.97 1 1 
NT2RM4000306 117.05 178.24 124.29 1.52 1.06 

NT2RM40O03O7 23.32 34.3 29.47 1 1 

NT2RM4000309 17.33 19.41 27.3 1 1 

NT2RM4000313 31.75 39.61 36.79 1 1 

NT2RM4000318 48.22 44.18 49.48 0.92 1.03 

NT2RM4000324 18.71 22.77 25.35 1 1 

NT2RM4000326 24.35 26.77 33.97 1 1 

NT2RM4000327 37.76 53.78 45.07 1.34 1.13 
NT2RM4000344 104.19 157.97 123.91 1.52 1.19 
NT2RM4000349 128.63 167.79 143.99 1.3 1.12 



366 



EP1 130 094 A2 



IN 1 ZKM4UUU 354 


T3 1 

Id. 1 






i 
l 


i 


NT2RM4000356 


16.53 


1 Q O 


o 1 An 
Zi .4/ 


i 


1 


JN I 2KM4(aHJJdo 


3LKJ. 11 


AAA (\Q 

404. Uo 


A~)H &A 

4z/.04 


1 S.A 
I .D4 


1 AO 

I.4Z 


NT2RM4000368 


35.92 


CA. 1 "7 

5U.1 / 


A/Z A 

40.4 


JL.25 


1 1 £ 

1. lo 


NT2RM4000373 


58.47 


82.55 


<>Q 1 
OO.lO 


1.41 


1 C1 

1.51 


NT2RM4000386 


22.34 


22.08 


21.23 


i 
1 


1 


NT2RM4000395 


73.43 


115.71 


73.2 


1 CO 

1.58 


1 


NT2RM4000414 


26.98 


31.47 


23.2 


I 


1 


NT2RM4000417 


33.77 


38.59 


37.6 


I 


1 


NT2RM4000421 


22.06 


26.97 


26.45 


1 


1 


NT2RM4000425 


203.58 


252.97 


282.57 


1.24 


1.39 


NT2RM4000433 


20.3 


18.86 


24.84 


1 


1 


NT2RM4000436 


44.17 


47.94 


53.05 


1.09 


1.2 


NT2RM4000444 


44.54 


62.42 


47.09 


1.4 


1.06 


NT2RM4000457 


83.64 


88.64 


62.96 


1.06 


0.75 


NT2RM4000471 


47.29 


48.74 


45.3 


1.03 


0.96 


NT2RM4000472 


87.96 


113.61 


69.04 


1.29 


0.78 


NT2RM4000486 


58.45 


86.44 


79.78 


1.48 


1.36 


NT2RM4000490 


44.5 


60.67 


65.59 


1.36 


1.47 


NT2RM4000496 


18.34 


17.04 


19.81 


1 


1 


NT2RM4000505 


304.12 


389.73 


380.13 


1.28 


1.25 


NT2RM4000511 


279.37 


374.65 


312.32 


1.34 


1.12 


NT2RM4000514 


98.69 


98.31 


78.56 


1 


0.8 


NT2RM4000515 


45.21 


52.73 


43.23 


1.17 


0.96 


NT2RM4000517 


562.77 


844.94 


663.78 


1.5 


1.18 


NT2RM4000520 


18.17 


17.16 


20.49 


1 


1 


NT2RM4000531 


40.98 


43.93 


41.58 


1.07 


1.01 


NT2RM4000532 


26.61 


28.47 


36.68 


1 


1 


NT2RM4000533 


22.04 


24.1 


25.28 


1 


1 


NT2RM4000534 


21.25 


21.81 


21.99 


1 


1 


NT2RM4000563 


61.12 


69.77 


61.28 


1.14 


1 


NT2RM4000566 


34.47 


33.15 


28.88 


1 


1 


NT2RM4000568 


85 


99.21 


80.71 


1.17 


0.95 


NT2RM4000585 


19.2 


21.36 


19.99 


1 


1 


NT2RM4000587 


54.21 


49.03 


49.32 


0.9 


0.91 


NT2RM4000590 


21.22 


20.51 


18.97 


1 


1 


NT2RM4000593 


43.35 


54.74 


42.19 


1.26 


0.97 


NT2RM4000595 


22.5 


21.31 


15.11 


1 


1 


NT2RM4000603 


47.46 


52.36 


30.94 


LI 


0.84 


NT2RM 400061 1 


112.75 


149.85 


98.72 


1.33 


0.88 


NT2RM4000616 


24.89 


32.7 


28.1 


1 


1 


NT2RM4000621 


586.97 


596.18 


566.72 


1.02 


0.97 


NT2RM4000648 


16.44 


24.32 


21.21 


1 


1 


NT2RM4000649 


31.45 


45.34 


49.92 


1.13 


1.25 


NT2RM4000658 


38.27 


39.09 


44.92 


1 


1.12 


NT2RM4000661 


344.07 


426.94 


456.15 


1.24 


1.33 


NT2RM4000673 


48.13 


49.2 


38.85 


1.02 


0.83 


NT2RM4000674 


36.05 


34.21 


29.68 


1 


1 


NT2RM4000689 


45.85 


54.66 


53.97 


1.19 


1.18 


NT2RM4000698 


168.33 


215.6 


154.89 


1.28 


0.92 


NT2RM4000700 


23.61 


26.01 


19.96 


1 


1 


NT2RM4000701 


560.54 


767.88 


596.32 


1.37 


1.06 



367 



EP 1 130 094 A2 



NT2RM4000712 63.58 62.9 53.16 0.99 0.84 

NT2RM4000717 76.78 76.45 65.9 1 0.86 

NT2RM4000733 88.99 108.19 68.25 1.22 0.77 

NT2RM4000734 48.34 49.53 40.71 1.02 0.84 

NT2RM4000741 37.41 36.38 35.7 1 1 

NT2RM4000744 50.1 56.11 43.02 1.12 0.86 
NT2RM4000749 151.91 171 171.02 1.13 1.13 

NT2RM4000751 74.43 90.92 65.74 1.22 0.88 

NT2RM4000752 48.77 59.44 39.02 1.22 0.82 

NT2RM4000760 48.06 52.56 43.03 1.09 0.9 

NT2RM4000761 5512.39 5636.72 6090.26 1.02 1.1 

NT2RM4000764 1096.15 1461.51 1326.8 1.33 1.21 

NT2RM4000768 91.31 103.86 68.77 1.14 0.75 

NT2RM4000778 38.3 45.36 38.05 1.13 1 

NT2RM4000779 71.59 89.76 60.48 1.25 0.84 

NT2RM4000787 69.06 72.72 79.08 1.05 1.15 

NT2RM4000790 69.92 79.59 86.27 1.14 1.23 

NT2RM4000795 25.12 31.01 28.77 1 1 

NT2RM4000796 51.85 66.18 46.64 1.28 0.9 

NT2RM4000798 31.23 41.47 30.68 1.04 1 

NT2RM4000800 193.24 196.15 170.31 1.02 0.88 

NT2RM4000813 72.25 67.46 70.62 0.93 0.98 

NT2RM4000820 57.88 65.59 61.2 1.13 1.06 

NT2RM4000827 150.9 184.01 182.14 1.22 1.21 
NT2RM4000830 34.32 58.31 48.34 1.46 1.21 
NT2RM4000833 35.06 39.65 30.68 1 1 
NT2RM4000841 144.75 152.53 123.89 1.05 0.86 
NT2RM4O00846 71.01 67.53 68.33 0.95 0.96 
NT2RM4000848 54.02 46.42 53.49 0.86 0.99 
NT2RM4O00852 64.65 64.24 80.81 0.99 1.25 

NT2RM4000855 52.1 86.57 82.73 1.66 1.59 
NT2RM4000859 189.28 266.27 200.94 1.41 1.06 
NT2RM4000868 37.81 51.68 52.14 1.29 1.3 
NT2R2V14000870 69.64 71.73 62.8 1.03 0.9 
NT2RM4000879 29.32 38.04 47.94 1 1.2 
NT2RM4000882 114.2 126.87 135.99 1.11 1-19 
NT2RM4000887 32.04 40.23 39.81 1.01 1 
NT2RM4000895 43.41 53.66 46.64 1.24 1.07 
NT2RM4000897 27.69 35.03 36.98 1 1 
NT2RM4000901 27.66 45.28 48.97 1.13 1.22 
NT2RM4000950 20.59 37.66 34.91 1 1 
NT2RM4000965 45.68 53.17 51.76 1.16 1.13 
NT2RM4000971 64.84 80.18 67.9 1.24 1.05 
NT2RM4000979 142.52 148.94 119.27 1.05 0.84 
NT2RM4000987 31.43 37.32 44.18 1 1.1 
NT2RM4000989 28.59 43.4 37.05 1.09 1 
NT2RM4000991 29.44 45.26 31.41 1.13 1 
NT2RM4000992 44.11 68.26 69.06 1.55 1.57 
NT2RM4000996 103.78 134.79 109.57 1.3 1.06 
NT2RM4000997 131.96 140.3 92.09 1.07 0.7 
NT2RM4001001 387.75 597.27 512.2 1.54 1.32 
NT2RM4001002 95.34 112.64 83.9 1.18 0.88 
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NT2RM4001016 46.48 65.81 53.55 1.42 1.15 

NT2RM4001025 1120.19 2182.44 1538.36 1.95 1.37 

NT2RM4001027 .11.41 21.59 21.88 1 1 

NT2RM4001032 54.95 76.57 79.24 1.39 1.44 

NT2RM4001047 20.31 26.47 21.93 1 1 

NT2RM4001049 41.67 40.94 40.95 0.98 0.98 

NT2RM4001051 86.69 126.5 98.09 1.46 1.13 

NT2RM4001052 374.43 359.9 370.56 0.96 0.99 

NT2RM4001053 243.59 314.69 242.83 1.29 1 

NT2RM4001054 27.68 45.1 35.2 1.13 1 

NT2RM4001059 35.15 56.85 57.54 1.42 1.44 

NT2RM4001071 39.62 51.93 56.26 1.3 1.41 

NT2RM4001084 30.93 43 25.89 1.08 I 

NT2RM4001092 2340.64 2106.53 2296.21 0.9 0.98 

NT2RM4001100 125.1 153.1 154.34 1.22 1.23 

NT2RM4001116 26.66 32.54 21.98 1 1 

NT2RM4001119 37.3 46.22 42.48 1.16 1.06 

NT2RM4001140 98.86 108.14 103.73 1.09 1.05 

NT2RM4001148 241.24 313.97 326.06 1.3 1.35 

NT2RM4001151 37.8 58.59 57.49 1.46 1.44 

NT2RM4001155 25.49 32.8 22.32 1 1 

NT2RM4001157 21.15 25.2 22.25 1 1 

NT2RM4001160 29.37 29.18 25.97 1 1 

NT2RM4001163 188.84 218.95 223.49 1.16 1.18 

NT2RM4001187 33.63 31.17 31.33 1 1 

NT2RM4001191 93.85 93.19 89.05 0.99 0.95 

NT2RM4001200 58.01 77.21 62.21 1.33 1.07 

NT2RM4001203 97.25 136.78 120.84 1.41 1.24 

NT2RM4001204 16.42 21.03 14.62 1 1 

NT2RM4001217 52.31 56.77 56.78 1.09 1.09 

NT2RM4001245 117.18 210.42 145.55 1.8 1.24 

NT2RM4001247 47.47 61.42 62.83 1.29 1.32 

NT2RM4001256 23.06 28.92 33.6 1 1 

NT2RM4001258 91.96 113.16 130.83 1.23 1.42 

NT2RM4001267 37.34 41.64 56.31 1.04 1.41 

NT2RM4001273 45.19 54.62 56.43 1.21 1.25 

NT2RM4001281 38.05 40.25 42.48 1.01 1.06 

NT2RM4001286 2695.28 4490.27 2125.09 1.67 0.79 

NT2RM4001290 171.42 206.7 191.39 1.21 1.12 

NT2R-M4001309 39.15 37.18 45.31 1 1.13 

NT2RM4001313 70.83 70.3 67.6 0.99 0.95 

NT2RM4001316 80.4 94.19 72.75 1.17 0.9 

NT2RM4001320 50.01 54.89 54.42 1.1 1.09 

NT2RM4001321 49.09 48.14 47.99 0.98 0.98 

NT2RM4001325 40.9 39.81 41.61 0.98 1.02 

NT2RM4001333 94.89 131.88 - 83.44 1.39 0.88 

NT2RM4001340 102.71 124.42 115.76 1.21 1.13 

NT2RM4001344 41.58 38.12 24.95 0.96 0.96 

NT2RM4001347 41.49 37.09 45.9 0.96 1.11 

NT2RM4001357 46.95 42.22 51.68 0.9 1.1 

NT2RM4001360 38.4 43 35.59 1.08 1 

NT2RM4001371 50.67 46.7 57.44 0.92 1.13 
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NT2RM4001377 100.94 115.7 92.79 1.15 0.92 

NT2RM4001382 517.54 545.22 413.05 1.05 0.8 

NT2RM4001384 43.78 53.97 37.59 1.23 0.91 

NT2RM4001400 39.16 27.1 29.78 1 1 

NT2RM4001409 41.09 44.07 37.04 1.07 0.97 

NT2RM4001410 192.37 214.02 205.45 1.11 1.07 

NT2RM4001411 33.91 33.4 38.9 1 1 

NT2RM4001412 24.63 35.91 34.18 1 1 

NT2RM4001414 36.77 36.77 41.05 1 1.03 

NT2RM4O01436 128.77 134.34 131.03 1.04 1.02 

NT2RM4001437 101.14 115.23 107.5 1.14 1.06 

NT2RM4001444 105.54 118.22 124.45 1.12 1.18 

NT2RM4O01454 48.96 49.52 53.38 1.01 1.09 

NT2RM4001455 81.56 82.19 88.12 1.01 1.08 

NT2RM4001483 78.45 99.23 104.79 1.26 1.34 

NT2RM4001489 47.1 51.74 60.66 1.1 1.29 

NT2RM4001495 29.03 30.9 30.94 1 1 

NT2RM4001499 44.22 41.31 47.55 0.93 1.08 

NT2RM4001515 42.83 46.77 40.83 1.09 0.95 

NT2RM4001519 24.23 25.17 30.37 1 1 

NT2RM4001522 76.58 90.42 88.46 1.18 1.16 

NT2RM4001523 32.34 32.57 40.73 1 1.02 

NT2RM4001550 75.85 134.84 100.89 1.78 1.33 

NT2RM4001553 85.31 127.57 122.67 1.5 1.44 
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1 


NT2RM4001662 


52.72 


65.79 


42.61 


1.25 


0.81 


NT2RM4001666 


81.46 


97.83 


86 


1.2 


1.06 


NT2RM4O01670 


93.23 


85.3 


81.42 


0.91 


0.87 


NT2RM4001682 


131.21 


154.85 129.54 1.18 0.99 
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NT2RM4001710 1564.64 

NT2RM4001712 47.21 

NT2RM4001714 108.2 

NT2RM4001715 48.21 

NT2RM4001727 33.93 

NT2RM4001731 64.1 

NT2RM4001735 130.25 

NT2RM4001739 46.6 

NT2RM4001741 150.84 

NT2RM4001746 52.99 

NT2RM4001754 32.3 

NT2RM4001757 30.03 

NT2RM4001758 13.36 

NT2RM4001768 96.48 

NT2RM4001775 22.11 

NT2RM4001776 27.94 

NT2RM4001783 31.33 

NT2RM4001793 104.3 

NT2RM4001810 19.21 

NT2RM4001813 25.45 

NT2RM4001818 49.27 

NT2RM4001839 28.39 

NT2RM4001823 19.4 

NT2RM4001828 46.53 

NT2RM4001835 72.73 

NT2RM4001836 36.86 

NT2RM4001841 45.96 

NT2RM4001842 36.71 

NT2RM4001843 87.81 

NT2RM4001856 101.66 

NT2RM4001858 75.04 

NT2RM4001861 47.89 

NT2RM4001863 82.59 

NT2RM4001865 44.38 

NT2RM4001869 71.91 

NT2RM4001873 76.83 

NT2RM4001876 65.14 

NT2RM4001880 70.4 

NT2RM4001885 89.67 

NT2RM4001889 125.4 

NT2RM40O1894 34.91 

NT2RM4001897 204.89 

NT2RM4001899 49.07 

NT2RM4001905 51.67 

NT2RM4001922 72.78 

NT2RM4001930 62.44 

NT2RM4001938 50.58 

NT2RM4001940 33.09 

NT2RM4001942 231.6 

NT2RM4001953 90.74 

NT2RM4001965 61 

NT2RM4001966 50.99 



1258.34 1595.53 0.8 1.02 

56.06 67.91 1.19 1.44 

130.13 130.93 1.2 1.21 

64.51 45.2 1.34 0.94 

42.19 40.7 1.05 1.02 

84.77 68.29 1.32 1.07 
240.87 194.73 1.85 1.5 
73.41 52.35 1.58 1.12 

167.77 171.21 1.11 1.14 

69.49 59.02 1.31 1.11 

38.91 29.66 1 1 

35.17 27.03 1 1 

11.49 14.67 1 1 

105.15 97.81 1.09 1.01 

29.57 30.89 1 1 

32.75 25.04 1 1 

23.78 18.49 1 1 

118.71 90.15 1.14 0.86 
22.67 20.86 1 1 
38.87 31.61 1 1 
73.6 58.32 1.49 1.18 
45.99 35.45 1.15 1 
26.64 20.38 1 1 
63.27 52.81 1.36 1.13 
76.67 66.98 1.05 0.92 
45.13 45.38 1.13 1.13 

59.76 64.05 1.3 1.39 
55.55 50.22 1.39 1.26 
100.09 81.6 1.14 0.93 

119.4 91.73 1.17 0.9 
83.03 78.7 1.11 1.05 

56.65 53.77 1.18 1.12 
88.16 94.21 1.07 1.14 
46.73 44.55 1.05 1 
72.02 66.99 1 0.93 
89.92 86.62 1.17 1.13 
84.75 73.54 1.3 1.13 
91.64 56.11 1.3 0.8 
106.02 82 1.18 0.91 
151.99 114.93 1.21 0.92 
45.46 35.99 1.14 1 

250.5 226.21 1.22 1.1 
47.42 44.74 0.97 0.91 
62.26 52.17 1.2 1.01 
89.67 75.58 1.23 1.04 
81.25 84.09 1.3 1.35 
51.81 41.75 1.02 0.83 
32.33 28.61 1 1 
297.21 275.86 1.28 1.19 

103.72 94.35 1.14 1.04 
62.15 58.39 1.02 0.96 

72.66 73.93 1.42 1.45 
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20 



25 



NT2RM4001969 60.18 87.8 55.07 1.46 0.92 
NT2RM4001974 33.56 32.93 31.15 1 1 
NT2RM4001979 64.41 88.18 57.12 1.37 0.89 
s NT2RM4001980 74.49 76.02 83.45 1.02 1.12 

NT2RM4001984 27.39 25.41 23.52 1 1 
NT2RM4001987 50.28 50.66 53.71 1.01 1.07 
NT2RM4002013 76.6 122.64 108.44 1.6 1.42 
NT2RM4002018 29.09 40.83 36.67 1.02 1 
» NT2RM4002033 63.99 86.98 65.4 1.36 1.02 

NT2RM4002034 70.16 84.88 75.16 1.21 1.07 
NT2RM4002044 185.8 186.97 170.3 1.01 0.92 
NT2RM4002047 35.32 26.91 30.73 1 1 
NT2RM4002054 27.83 27.58 40.24 1 1.01 
15 NT2RM4002055 735.97 697.35 680.21 0.95 0.92 

NT2RM4002059 107.36 187.77 151.56 1.75 1.41 
NT2RM4002061 28.08 36.56 28.2 1 1 
NT2RM4002062 52.85 63.2 68.42 1.2 1.29 
NT2RM4002063 139.09 194.1 144.59 1.4 1.04 
NT2RM4002066 58.76 47.19 38.74 0.8 0.68 
NT2RM4002067 71.01 84.76 83.09 1.19 1.17 
NT2RM4002073 49.87 62.39 67.69 1.25 1.36 
NT2RM4002074 21.07 29.86 30.61 1 1 
NT2RM4002075 24.92 31.67 33.6 1 1 
NT2RM4002076 20.99 35.64 27.04 1 1 
NT2RM4002078 140.95 156.5 164.11 1.11 1.16 
NT2RM4002081 154.92 222.7 196.89 1.44 1.27 
NT2RM4002082 39.22 39.05 38.19 1 1 
30 NT2RM4002093 24.97 49.83 51.24 1.25 1.28 

NT2RM4002109 55.04 88.88 81.99 1.61 1.49 
NT2RM4002115 20.02 26.21 31.13 1 1 
NT2RM4002118 32.38 41.04 40.68 1.03 1.02 
NT2RM4002128 17.53 57.8 26.93 1.45 1 
35 NT2RM4002137 69.79 86.66 89.45 1.24 1.28 

NT2RM4002139 78.9 93.29 80.11 1.18 1.02 
NT2RM4002140 61.2 81.46 80.66 1.33 1.32 
NT2RM4002145 125.43 159.63 189.03 1.27 1.51 
NT2RM4002146 42.26 93.75 74.56 2.22 1.76 
40 NT2RM4002161 22.27 26.36 32.51 1 1 

NT2RM4002174 56.11 78.09 64.94 1.39 1.16 
NT2RM4002178 84.11 112.94 98.26 1.34 1.17 
NT2RM4002180 126.18 175.67 127.46 1.39 1.01 
NT2RM4002185 227.51 283.91 209.65 1.25 0.92 
45 NT2RM4002189 35.87 54.27 40.06 1.36 1 

NT2RM4002194 234.93 303.59 311.99 1.29 1.33 
NT2RM4002198 60.18 103.92 105.8 1.73 1.76 
NT2RM4002205 63.59 81.56 95.39 1.28 1.5 
NT2RM4002213 68.29 70.3 57.36 1.03 0.84 
NT2RM4002216 120.44 159.77 134.22 1.33 1.11 
NT2RM4002226 65.73 68.23 61.3 1.04 0.93 
NT2RM4002237 60.58 77.04 71.59 1.27 1.18 
NT2RM4002240 32.5 32.18 22.63 1 1 
NT2RM4002251 32.19 55.68 39.66 1.39 1 



50 



55 



BNSDOCID: <EP 1130094A2_I_> 
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NT2RM4002256 131.2 

NT2RM4002262 34.41 

NT2RM4002266 21.1 

NT2RM4002276 73.79 

NT2RM4002278 60.49 

NT2RM4002281 258.84 

NT2RM4002287 47.54 

NT2RM4002294 29.47 

NT2RM4002298 302.27 

NT2RM4002301 31.89 

NT2RM4002306 26.05 

NT2RM4002323 28.21 

NT2RM4002334 580.89 

NT2RM4002339 14.17 

NT2RM4002344 26.3 

NT2RM4002345 29.42 

NT2RM4002352 23.35 

NT2RM4002362 48.61 

NT2RM4002373 30.54 

NT2RM4002374 34.69 

NT2RM4002376 41.81 

NT2RM4002383 135.71 

NT2RM4002390 34.77 

NT2RM4002398 468.57 

NT2RM4002409 34.25 

NT2RM4O02414 39.64 

NT2RM4002438 43.02 

NT2RM4002440 60.59 

NT2RM4002446 51.81 

NT2RM4002450 1 0 1 .02 

NT2RM4002452 29.15 

NT2RM4002457 63.86 

NT2RM4002458 35.89 

NT2RM4002460 18.75 

NT2RM4002464 93.31 

NT2RM4002479 46.93 

NT2RM4002482 220.94 

NT2RM4002489 130.41 
NT2RM4002493 26.7 

NT2RiM4002499 723.07 

NT2RM4002504 82.32 

NT2RM4002506 42.74 

NT2RM4002510 17.83 

NT2RM4002527 16.36 

NT2RM4002532 77.69 

NT2RM4002534 30.41 

NT2RM4002535 103.87 

NT2RM4002554 25.04 

NT2RM4002558 187.08 

NT2RM4002565 50.69 

NT2RM4002567 23.13 

NT2RM4002571 52.84 



154.84 140.76 1.18 1.07 

53.21 40.28 1.33 1.01 

25.53 23.16 1 1 

106.16 89.43 1.44 1.21 

64.39 52.32 1.06 0.86 

344.35 312.86 1.33 1.21 

55.56 40.05 1.17 0.84 
46.4 45 1.16 1.13 
344.18 321.18 1.14 1.06 

35.33 38.21 1 1 

40.11 34.8 1 1 

27.23 28.89 1 1 
1027.34 1103.66 1.77 1.9 
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NT2RM4002572 49.74 
NT2RM4002577 44.63 
NT2RM4002583 27.56 
NT2RM4002584 38.86 
NT2RM4002593 18.84 
NT2RM4002594 354.93 
NT2RM4002604 26.08 
NT2RM4002614 31.33 
NT2RM4002616 29.74 
NT2RM4002623 33.8 
NT2RM4002634 28.34 
NT2RM4002636 28.98 
NT2RP1000002 783.56 
NT2RP1000006 19.15 
NT2RP1000015 13.29 
NT2RP1000018 18.26 
NT2RP1000034 364.83 
NT2RP10O0035 29.11 
NT2RP 1000040 23.69 
NT2RP 1000042 6.4 
NT2RP 1000048 36.49 
NT2RP1OO0050 21.19 
NT2RP1 000056 11.56 
NT2RP1000058 13.29 
NT2RP 1000063 25.2 
NT2RP 1000068 23.48 
NT2RP 1000072 410.19 
NT2RP 1000073 13.77 
NT2RP1000078 12.42 
NT2RP 1000079 88.57 
NT2RP1000080 84.31 
NT2RP1000086 14.64 
NT2RP1000087 38.81 
NT2RP1000089 83.36 
NT2RP 1000090 658.23 
NT2RP1000100 26.81 
NT2RP1000101 29.01 
NT2RP1000111 28.66 
NT2RP1000112 18 
NT2RP1000124 41.64 
NT2RP1 000125 132.34 
NT2RP1000129 49.17 
NT2RP1000130 39.86 
NT2RP1000154 36.13 
NT2RP1000163 20.3 
NT2RP1000170 27.8 
NT2RP 1000 174 9.66 
NT2RP1000181 56.18 
NT2RP1000191 30.42 
NT2RP 1000202 16.39 
NT2RP 1000239 15.42 
NT2RP1000243 9.8 
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NT2RP1 000255 10.44 

NT2RP1000259 25.33 

NT2RP1000261 16.28 

NT2RP1000269 70.97 

NT2RP1000271 265.86 

NT2RP 1000272 107.61 

NT2RP 1000279 30.15 

NT2RP1 000290 119.73 

NT2RP 1000293 50.14 

NT2RP100O300 104.9 

NT2RP 10003 24 43.55 

NT2RP1000325 553.32 

NT2RP 1000326 94.79 

NT2RP 1000331 192.2 

NT2RP1000333 60.04 

NT2RP1000336 37.44 

NT2RP 1000347 37.49 

NT2RP1000348 20.27 

NT2RP 1000349 22.82 

NT2RP1000353 601.73 

NT2RP1000356 1019.13 

NT2RP1000357 216.2 

NT2RP1000358 65.53 

NT2RP1000360 226.31 

NT2RP 1000363 195.18 

NT2RP1000376 32.51 

NT2RP1000386 1016.53 

NT2RP 1000407 5.32 

NT2RP 1000409 59.78 

NT2RP 10004 13 69.79 

NT2RP 10004 16 15.86 

NT2RP 10004 18 21.75 

NT2RP 1000420 7.52 

NT2RP 1000434 16.09 

NT2RP1000439 50.13 

NT2RP 1000443 16.84 

NT2RP1000447 28.73 

NT2RP 1000448 15.3 

NT2RP 1000451 40.15 

NT2RP1 000458 269.22 

NT2RP1 000460 84.79 

NT2RP1000465 234.03 

NT2RP1000468 29.6 

NT2RP1000470 63.42 

NT2RP 1000477 10.67 

NT2RP1000478 77.73 

NT2RP1000481 18.06 

NT2RP 1000493 9.94 

NT2RP1000513 78.14 

NT2RP1000522 105.66 

NT2RP1 000533 25.12 

NT2RP1000544 14.99 
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46 33.17 1.15 1 

29.56 37.34 1 1 
26.29 31.08 1 1 
24.76 33.06 1 1 
926.82 584.38 1.54 0.97 
1168.51 580.55 1.15 0.57 

246.38 162.17 1.14 0.75 

58.82 53.03 0.9 0.81 

295.84 223.91 1.31 0.99 

231.63 193 1.19 0.99 

35.46 36.21 1 1 
1321.61 867.33 1.3 0.85 

7.59 7.57 1 1 

56.82 65.46 0.95 1.1 

90.57 67.29 1.3 0.96 
15.64 19.44 1 1 
42.24 39.79 1.06 1 
8.26 7.99 1 1 

22.34 23.5 1 I 
63.29 56.81 1.26 1.13 
27.95 21.68 1 1 

28 31.84 1 1 

21.28 21.33 1 1 

41.54 44.05 1.03 1.1 

327.11 237.22 1.22 0.88 

115.17 89.13 1.36 1.05 

289.93 240.48 1.24 1.03 

45.39 39.04 1.13 1 

55.78 47.48 0.88 0.75 

11.81 16.87 1 1 

68.35 70.15 0.88 0.9 
21.34 26.36 1 1 
13.74 13.87 1 1 
123.56 96.07 1.58 1.23 
144.02 128.95 1.36 1.22 
30.6 33.21 1 1 
21.19 18.76 1 1 
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NT2RP1000856 129.86 150.05 143.29 1.16 1.1 

NT2RP1000860 47.31 51.35 55.9 1.09 1.18 

NT2RP1000902 55.42 61.58 58.95 1.11 1.06 

NT2RP 1000903 60.13 64.94 57.03 1.08 0.95 

NT2RP1000905 54.91 56.45 46.92 1.03 0.85 

NT2RP1000915 79.81 85.87 80.31 1.08 1.01 

NT2RP1000916 25.83 26.55 26.81 1 1 

NT2RP1000921 41.86 53.78 44.26 1.28 1.06 

NT2RP1000943 32.85 33.94 35.25 1 1 

NT2RP1000944 23.79 28.21 31.66 1 1 

NT2RP1000947 89.44 118.73 90.86 1.33 1.02 

NT2RP1000954 40.49 55.68 45.57 1.38 1.13 

NT2RP1000958 108.25 155.02 121.43 1.43 1.12 

NT2RP1000959 1209.44 1309.09 1127.18 1.08 0.93 

NT2RP1000966 194.22 235.85 198.64 1.21 1.02 

NT2RP1 000974 49.45 40.67 46.56 0.82 0.94 

NT2RP1 000980 39 48.71 45.93 1.22 1.15 

NT2RP1000981 46.88 49.93 57.96 1.07 1.24 

NT2RP1 000988 49.92 47.71 59.89 0.96 1.2 

NT2RP1001002 62.32 64.56 62.48 1.04 1 

NT2RP10010O4 35.37 45.41 36.39 1.14 1 

NT2RP1001007 16.05 12.94 16.09 1 1 

NT2RP1O01011 42.47 47.86 45.65 1.13 1.07 

NT2RP1001013 73.55 107.81 84.27 1.47 1.15 

NT2RP1001014 30.74 31.52 34.97 1 1 

NT2RP1001020 17.72 19.43 21.66 1 1 

NT2RP1001023 2154.02 3334.33 3377.32 1.55 1.57 

NT2RP1001027 710.37 814.03 630.79 1.15 0.89 

NT2RP1001031 25.79 33.46 28.46 1 1 

NT2RP1001033 85.29 106.9 97.68 1.25 1.15 

NT2RP1001042 14.85 14.91 21.49 1 1 

NT2RP1001045 123.99 172.72 177.9 1.39 1.43 

NT2RP1001073 45.13 66.72 76.35 1.48 1.69 

NT2RP1001079 39.62 68.89 55.25 1.72 1.38 

NT2RP1001080 48.37 69.83 46.73 1.44 0.97 

NT2RP1001113 20.66 25.04 24.03 1 1 

NT2RP1001159 358.23 321.83 347.05 0.9 0.97 

NT2RP1001173 17.28 20.8 25.27 1 1 

NT2RP1001176 57.6 87.95 80.33 1.53 1.39 

NT2RP1001177 17.96 22.42 30.61 1 1 

NT2RP1001185 49.8 67.24 67.81 1.35 1.36 

NT2RP1001199 28.05 42.41 52.87 1.06 1.32 

NT2RP1001205 142.97 175.9 245.23 1.23 1.72 

NT2RP1001215 63.62 70.45 67.2 1.11 1.06 

NT2RP1001225 27.07 26.56 30.39 1 1 

NT2RP1001245 89.07 125.19 131.45 1.41 1.48 

NT2RP1001247 27.49 21.69 26.17 1 1 

NT2RP1001248 39.12 71.27 72.36 1.78 1.81 

NT2RP1001253 26.83 48.21 45.22 1.21 1.13 

NT2RP1001286 47.7 60.65 48.33 1.27 1.01 

NT2RP1001294 45.27 69.84 61.91 1.54 1.37 

NT2RP 100 1302 68.44 81.73 70.65 1.19 1.03 
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NT2RP100131O 98.75 210.95 1.90.83 2.14 1.93 
NT2RP1001311 36.48 30.74 35.87 1 1 
NT2RP1001313 55.76 93.63 80.65 1.68 1.45 
NT2RP1001324 22.93 36.02 49.17 1 1.23 
NT2RP1001349 19.67 34.12 32.23 1 1 
NT2RP1001361 124.06 211.05 218.27 1.7 1.76 
NT2RP1001379 130.75 156.75 172.56 1.2 1.32 
NT2RP1001385 105.81 138.98 123.83 1.31 1.17 
NT2RP1001395 61.03 67.69 72.59 1.11 1.19 
NT2RP1001410 160.48 176.66 151.41 1.1 0.94 
NT2RP1001424 27.51 35.82 40.24 1 1.01 
NT2RP1001432 20.76 34.32 35.47 1 1 
NT2RP1001449 35.8 47.61 56.89 1.19 1.42 
NT2RP1001457 33.64 48.03 46.99 1.2 1.17 
NT2RP1001459 2151.05 2075.54 2104.32 0.96 0.98 
NT2RP1001466 112.19 134.67 133.87 1.2 1.19 
NT2RP1001475 105.26 128.43 103.27 1.22 0.98 
NT2RP 1001482 42.59 50.7 47.75 1.19 1.12 
NT2RP1001494 51.57 46.05 57.21 0.89 1.11 
NT2RP1001500 31.91 58.91 73.75 1.47 1.84 
NT2RP1001517 38.05 49.95 54.05 1.25 1.35 
NT2RP1001540 52.4 59.26 60.27 1.13 1.15 
NT2RP1001543 30.01 34.04 40.7 1 1.02 
NT2RP1001546 315.04 335.19 332.76 1.06 1.06 
NT2RP1001550 51.55 73.41 60.4 1.42 1.17 
NT2RP1001553 28.4 33.91 41.68 1 1.04 
NT2RP1001555 339.75 385.1 361 1.13 1.06 
NT2RP 100 1563 29.6 31.22 30.83 1 1 
NT2RP1001569 58.73 61.4 56.81 1.05 0.97 
NT2RP1001584 111.88 148.14 91.13 1.32 0.81 
NT2RP1001599 29.51 27.74 29.16 1 1 
NT2RP10O1616 65.29 69.86 65.57 1.07 1 
NT2RP1001654 95.23 108.9 147.63 1.14 1.55 
NT2RP1001665 32.82 35.01 29.4 1 1 
NT2RP1001679 2027.19 1858.93 1958.58 0.92 0.97 
NT2RP1001681 143.76 120.46 147.72 0.84 1.03 
NT2RP1001694 2.56 3.59 40.76 1 1.02 
NT2RP2000001 43.33 67.77 35.1 1.56 0.92 
NT2RP2000006 44.7 51.87 47.41 1.16 1.06 
NT2RP2000007 28.54 28.94 31.16 1 1 
NT2RP2000008 39.14 55.21 45.47 1.38 1.14 
NT2RP2000O10 20.43 21.17 28.83 1 1 
NT2RP2000011 130.78 167.97 142.09 1.28 1.09 
NT2RP2000027 89.74 130.06 103.43 1.45 1.15 
NT2RP2000028 308.45 314.51 478.39 1.02 1.55 
NT2RP2000032 23.43 15.84 33.64 1 1 
NT2RP2000040 157.96 204.95 168.12 1.3 1.06 
NT2RP2000042 99.57 117.18 93.3 1.18 0.94 
NT2RP2000045 64.77 72.84 68.28 1.12 1.05 
NT2RP2000051 46.96 38.98 38.24 0.85 0.85 
NT2RP2000054 46.98 50.21 55.53 1.07 1.18 
NT2RP2000056 58.66 54.98 61.96 0.94 1.06 
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NT2RP2000057 3873.54 3648.58 3956.35 0.94 1.02 

NT2RP2000067 40.41 34.38 30.76 0.99 0.99 

NT2RP2000070 64.21 68.17 77.58 1.06 1.21 

NT2RP2000076 53.34 63.08 42.82 1.18 0.8 

NT2RP2000077 41.3 67.11 45.1 1.62 1.09 

NT2RP2000079 78.91 82.96 75.52 1.05 0.96 

NT2RP2000088 52.17 45.33 37.25 0.87 0.77 

NT2RP2000091 71.46 68.4 58.67 0.96 0.82 

NT2RP2000092 134.3 130.12 115.72 0.97 0.86 

NT2RP2000097 37.72 49.78 45.83 1.24 1.15 

NT2RP2000098 53.5 45.71 53.85 0.85 1.01 

NT2RP2000108 128.47 156.67 127.69 1.22 0.99 

NT2RP2000114 51.62 41.71 48.24 0.81 0.93 

NT2RP2000116 71.27 76.32 71.22 1.07 1 

NT2RP2000119 65.35 82.43 67.6 1.26 1.03 

NT2RP2000120 51.65 55.51 36.3 1.07 0.77 

NT2RP2000126 37.29 39.59 42.6 1 1.07 

NT2RP2000133 52.47 59.36 61.64 1.13 1.17 

NT2RP2000147 161.46 194.19 148.51 1.2 0.92 

NT2RP2000153 145.55 165.48 119.52 1.14 0.82 

NT2RP20O0156 100.4 144.37 121.8 1.44 1.21 

NT2RP2000157 35.22 32.39 36.53 1 1 

NT2RP2000161 65.25 68.95 57.51 1.06 0.88 

NT2RP2000168 50.39 61.54 59.69 1.22 1.18 

NT2RP2000173 2567.93 2567.69 1995.13 1 0.78 

NT2RP2000175 21.59 31.61 31.5 1 1 

NT2RP2000178 39.4 47.53 43.4 1.19 1.09 

NT2RP2000183 126.42 114.91 99.04 0.91 0.78 

NT2RP2000195 88.54 85.02 92.28 0.96 1.04 

NT2RP2000204 495.67 567.92 463.51 1.15 0.94 

NT2RP2000205 33.63 33.34 48.3 1 1.21 

NT2RP2000208 57.87 85.28 97.7 1.47 1.69 

NT2RP2000224 212.33 268.66 263.12 1.27 1.24 

NT2RP2000230 19.59 21.73 25.98 1 1 

NT2RP2000231 50.2 63.52 62.3 1.27 1.24 

NT2RP2000232 30.2 29.52 38.61 1 1 

NT2RP2000233 532.7 537.66 568.3 1.01 1.07 

NT2RP2000239 29.23 23.75 38.02 1 1 

NT2RP2000240 48.86 52.38 60.8 1.07 1.24 

NT2RP2000248 25.68 38.15 32.51 1 1 

NT2RP2000256 37.58 60.81 53.52 1.52 1.34 

NT2RP2000257 47.21 74.44 58.84 1.58 1.25 

NT2RP2000258 53.5 61.82 55.57 1.16 1.04 

NT2RP2000261 45.07 58.09 71.4 1.29 1.58 

NT2RP2000270 85.48 107.8 90.21 1.26 1.06 

NT2RP2000274 27.32 32.17 38.73 1 1 

NT2RP2000277 21.36 34.78 29.56 1 1 

NT2RP2000279 26.35 33.28 33.01 1 1 

NT2RP2000283 318.76 348.34 367.59 1.09 1.15 

NT2RP2000288 37.09 54.85 45.1 1.37 1.13 

NT2RP2000289 37.31 48.41 36.96 1.21 1 

NT2RP2000297 106.86 195.45 115.76 1.83 1.08 
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NT2RP2000298 56.85 85.99 71.93 1.51 1.27 
NT2RP2000310 22.69 25.14 34.85 1 1 
NT2RP2000327 21.36 37.24 39.34 1 1 
NT2RP2000328 37.63 75.14 62.02 1.88 1.55 
NT2RP2000329 68.46 125.19 115.82 1.83 1.69 
NT2RP2000333 34.25 66.09 42.39 1.65 1.06 
NT2RP2000337 54.47 58.81 50.01 1.08 0.92 
NT2RP2000346 52.42 62.77 53.97 1.2 1.03 
NT2RP2000357 78.03 87.75 67.72 1.12 0.87 
NT2RP2000358 43.4 35.65 43.97 0.92 1.01 
NT2RP2000366 25.87 37.89 38.77 1 1 
NT2RP2000369 72.16 113.76 128.11 1.58 1.78 
NT2RP2000376 2110.09 2175 2042.6 1.03 0.97 
NT2RP2000394 39.98 72.19 67.39 1.8 1.68 
NT2RP200O396 150.68 143.23 132.6 0.95 0.88 
NT2RP2000412 184.7 185.7 161.5 1.01 0.87 
NT2RP2000414 142.17 199.89 151.05 1.41 1.06 
NT2RP2000420 24.15 30.61 30.2 1 1 
NT2RP2000422 119.59 136.93 125.01 1.14 1.05 
NT2RP2000426 986.77 1036.18 1203.44 1.05 1.22 
NT2RP2000428 108.12 180.96 150.57 1.67 1.39 
NT2RP2000438 45.51 53.56 47.54 1.18 1.04 
NT2RP2000447 39.68 32.68 43.83 1 1.1 
NT2RP2000448 49.23 46.48 57.06 0.94 1.16 
NT2RP2000459 36.77 59.63 39.09 1.49 1 
NT2RP2000479 47.21 48.29 48.05 1.02 1.02 
NT2RP2000498 103.18 128 103.73 1.24 1.01 
NT2RP2000503 29.86 27.28 33.75 1 1 
NT2RP2000510 38.67 46.93 35.97 1.17 1 
NT2RP2000514 14.99 11.18 16.02 1 1 
NT2RP2000516 36.75 51.7 53.43 1.29 1.34 
NT2RP2000523 16.51 28.19 21.17 1 1 
NT2RP2000533 113.38 150.92 135.46 1.33 1.19 
NT2RP2000540 22.38 15.02 18.98 1 1 
NT2RP2000547 35.06 40.35 36.33 1.01 1 
NT2RP2000557 49.6 52.27 51.73 1.05 1.04 
NT2RP2000558 74.22 89.37 70.8 1.2 0.95 
NT2RP2000564 49.85 50.78 65.15 1.02 1.31 
NT2RP2000565 54.39 78.58 59.75 1.44 1.1 
NT2RP2000583 370.72 470.92 369.56 1.27 1 
NT2RP2000591 24.01 23.17 19.94 1 1 
NT2RP2000599 12.8 14.55 16.31 1 1 
NT2RP2000601 19.39 15.95 21.41 1 1 
NT2RP2000603 27.77 21.06 25.88 1 1 
NT2RP2000610 69.57 56.72 64.93 0.82 0.93 
NT2RP2000614 855.76 949.27 932.88 1.11 1.09 
NT2RP2000616 53.74 63.37 53.32 1.18 0.99 
NT2RP2000617 74.18 122.29 94.31 1.65 1.27 
NT2RP2000623 45.81 53.16 42.68 1.16 0.93 
NT2RP2000634 36.25 28.14 30.65 1 1 
NT2RP2000636 51.93 54.42 54.52 1.05 1.05 
NT2RP2000638 29.95 32.27 25.08 1 1 
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NT2RP2003480 164.12 

NT2RP2003495 44.97 

NT2RP2003499 44.06 

NT2RP2003505 14.12 

NT2RP2003506 34.66 

NT2RP2003511 23.66 

NT2RP2O03513 29.42 

NT2RP2003517 67.98 

NT2RP2003522 52.41 

NT2RP2003525 108.11 

NT2RP2003533 201.25 

NT2RP2003541 84.18 

NT2RP2O03543 23.11 

NT2RP2003545 16.01 

NT2RP2003559 27.55 

NT2RP2O03564 26.37 

NT2RP2003565 243.91 

NT2RP2003567 105.15 

NT2RP2003575 117.24 

NT2RP2003576 1335.41 

NT2RP2003579 144.25 

NT2RP2003581 22.57 

NT2RP2003587 57.65 

NT2RP2003590 33.61 

NT2RP2003593 40.65 

NT2RP2003596 85.94 

NT2RP2003599 63.51 

NT2RP2003600 18.01 

NT2RP2003604 71.68 

NT2RP2003629 27.67 

NT2RP2003630 27.27 

NT2RP2003643 36.63 

NT2RP2003655 27.29 

NT2RP2003664 84.04 

NT2RP2003668 52.28 

NT2RP2O03687 24.2 

NT2RP2003691 56.77 

NT2RP2003702 64.53 

NT2RP2003704 26.94 
NT2RP2003706 13 

NT2RP2003713 43.04 

NT2RP2003714 55.18 

NT2RP2003727 35.65 

NT2RP2003737 36.19 
NT2RP2003751 9.59 

NT2RP2003760 20.65 

NT2RP2003764 19.42 

NT2RP2003769 28.76 

NT2RP200377O 103.65 

NT2RP2003777 62.83 

NT2RP2003781 227.22 

NT2RP2003785 54.81 
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NT2RP2003793 85.13 76.94 56.98 0.9 0.67 

NT2RP2003806 126.94 173.95 142.54 1.37 1.12 

NT2RP2003825 940.41 1171.4 949.09 1.25 1.01 

NT2RP2003840 42.79 45.82 43.67 1.07 1.02 

NT2RP2003857 69.35 92.45 49.99 1.33 0.72 

NT2RP2003859 58.26 81.21 62.43 1.39 1.07 

NT2RP2003871 67.69 76.14 48.09 1.12 0.71 

NT2RP2003876 94.1 107.27 76.29 1.14 0.81 

NT2RP2003878 43.62 37.63 32.91 0.92 0.92 

NT2RP2003885 39.6 38.43 31.02 1 1 

NT2RP2003898 89.31 91.03 71.9 1.02 0.81 

NT2RP2003902 87.22 116.73 89.89 1.34 1.03 

NT2RP2003912 218.24 415.51 277.31 1.9 1.27 

NT2RP2003931 43.93 74.7 45.72 1.7 1.04 

NT2RP2003940 119.88 137.38 109.06 1.15 0.91 

NT2RP2003950 38.31 57.85 35.05 1.45 1 

NT2RP2003952 28.71 33.53 29.19 1 1 

NT2RP2003968 49.73 49.91 55.64 1 1.12 

NT2RP2003976 98.13 164.52 135.8 1.68 1.38 

NT2RP2003981 42.71 53.04 41.23 1.24 0.97 

NT2RP2003984 109.81 110.82 82.6 1.01 0.75 

NT2RP2003986 78.54 108.52 88.82 1.38 1.13 

NT2RP2003988 65.23 94.53 60.15 1.45 0.92 

NT2RP2004013 130.66 145.55 116.24 1.11 0.89 

NT2RP2004014 51.86 73.02 71.42 1.41 1.38 

NT2RP2004036 68.93 91.14 103.6 1.32 1.5 

NT2RP2004041 45.87 59.05 64.65 1.29 1.41 

NT2RP2004042 34.34 46.91 35.6 1.17 1 

NT2RP2004049 119.18 130.39 119.59 1.09 1 

NT2RP2004060 70.38 71.01 84.54 1.01 1.2 

NT2RP2004066 38.06 34.52 32.27 1 1 

NT2RP2004069 49.12 48.58 57 0.99 1.16 

NT2RP2004076 23.86 41.08 29.42 1.03 1 

NT2RP2004080 27.93 46.37 33.78 1.16 1 

NT2RP2004081 55.35 61.77 59.74 1.12 1.08 

NT2RP2004098 62.69 81.12 61.52 1.29 0.98 

NT2RP2004108 72.22 96.9 81.64 1.34 1.13 

NT2RP2004124 49.6 35.29 41.77 0.81 0.84 

NT2RP2004130 71.8 91.11 75.86 1.27 1.06 

NT2RP2004133 20.73 33.79 29.88 1 1 

NT2RP2004141 19.56 31.55 33.62 1 1 

NT2RP2004142 31.72 39.25 57.54 1 1.44 

NT2RP2004152 24.6 49.38 64.45 1.23 1.61 

NT2RP2004165 108.32 154.96 121.86 1.43 1.13 

NT2RP2004170 56.54 70.13 67.06 1.24 1.19 

NT2RP2004172 61.22 49.25 68.6 0.8 1.12 

NT2RP2004176 63.98 101.82 102.25 1.59 1.6 

NT2RP2004179 58.32 66.09 69.19 1.13 1.19 

NT2RP2004187 28.59 41.27 46.16 1.03 1.15 

NT2RP2004190 27.17 48.72 35.84 1.22 1 

NT2RP2004194 64.81 108.51 100.19 1.67 1.55 

NT2RP2004196 104.89 117.81 114.03 1.12 1.09 



390 



EP1 130 094 A2 



NT2RP2004205 109.68 

NT2RP2004207 54.36 

NT2RP2004226 50.34 

NT2RP2004232 42.66 

NT2RP2004239 33.62 

NT2RP2004240 65.92 

NT2RP2004242 62.53 

NT2RP2004245 41.83 

NT2RP2004270 278.4 

NT2RP2004300 64.33 

NT2RP2004304 76.09 

NT2RP2004313 27.54 

NT2RP2004316 30.95 

NT2RP2004321 18.93 

NT2RP2004336 20.6 

NT2RP2004339 311.81 

NT2RP2004347 48.43 

NT2RP2004364 75.08 

NT2RP2004365 51.96 

NT2RP2004366 41.94 

NT2RP2004373 40.71 

NT2RP2004375 98.51 

NT2RP2004389 42.75 

NT2RP2004392 89.75 

NT2RP2004396 61.99 

NT2RP2004399 72.52 

NT2RP2004400 48.32 

NT2RP2004404 396.79 

NT2RP2004410 163.22 

NT2RP2004412 64.71 

NT2RP2004414 31.14 

NT2RP2004425 35.7 

NT2RP2004447 38.86 

NT2RP2004463 94.93 

NT2RP2004476 75.64 

NT2RP2004488 79.81 

NT2RP2004490 37.8 

NT2RP2004495 84.15 

NT2RP2004512 41.48 

NT2RP2004523 102.36 

NT2RP2004524 62.59 
NT2RP2004536 96 

NT2RP2004538 449.39 

NT2RP2004548 85.01 

NT2RP2004551 49.09 

NT2RP2004556 217.69 
NT2RP2004568 55.4 

NT2RP2004580 132.2 

NT2RP2004585 461.32 

NT2RP2004587 23.75 

NT2RP2004594 42.03 

NT2RP2004600 29.52 
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416.19 339.01 1.05 0.85 

233.14 216.35 1.43 1.33 

80.1 44.89 1.24 0.69 

28.58 27.17 1 1 

44.87 4S.55 1.12 1.21 

63.12 34.32 1.58 1 

112.23 118.17 1.18 1.24 

98.89 71.55 1.31 0.95 

72.84 68.49 0.91 0.86 

39.37 54.53 1 1.36 

85.14 105.35 1.01 1.25 

35.29 32.02 0.96 0.96 

129.16 84.93 1.26 0.83 

72.8 55.95 1.16 0.89 

109.85 106.75 1.14 1.11 

541.51 474.16 1.2 1.06 

94.68 72.7 1.11 0.86 

40.63 35.19 0.83 0.81 
243.78 239.38 1.12 1.1 
52.37 65.01 0.95 1.17 
199.31 1114.51 1.51 0.87 
561.13 442.05 1.22 0.96 
26.98 22.99 1 1 
41.58 42.14 0.99 1 

34.64 29.35 1 1 
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NT2RP2004602 107.98 
NT2RP2004606 113.41 
NT2RP2004614 39.24 
NT2RP2004648 79.05 
NT2RP2004655 57.65 
NT2RP2004664 24.72 
NT2RP2004670 19.73 
NT2RP2004675 76.38 
NT2RP2004681 31.04 
NT2RP2004689 27.72 
NT2RP2004709 75.75 
NT2RP2004710 97.54 
NT2RP2004721 31.95 
NT2RP2004736 68.13 
NT2RP2004743 41.11 
NT2RP2004750 154.05 
NT2RP2004755 86.18 
NT2RP2004767 84.96 
NT2RP2004768 205.54 
NT2RP2004775 26.88 
NT2RP2004791 90.76 
NT2RP2004794 334.23 
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NT2RP2004897 39.34 
NT2RP2004932 41.03 
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NT2RP2004967 41.29 
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NT2RP2005000 26.4 
NT2RP2005001 30.84 
NT2RP2005003 65.23 
NT2RP2005012 107.84 
NT2RP2005018 37.95 
NT2RP2005020 251.16 
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NT2RP2005022 40.77 

NT2RP2005027 926.57 

NT2RP2005031 41.97 

NT2RP2005035 147.24 

NT2RP2005037 30.72 

NT2RP2005038 21.88 

NT2RP2005048 176.45 

NT2RP2005069 248.86 

NT2RP2005073 141.4 

NT2RP2005097 28.09 

NT2RP2005108 22.74 

NT2RP2005116 41.15 

NT2RP2005126 34.22 

NT2RP2005135 45.22 

NT2RP2005139 22.74 

NT2RP200514O 48.41 

NT2RP2005144 21.68 

NT2RP2005147 40.37 

NT2RP2005148 87.61 

NT2RP2005159 28.03 

NT2RP2005162 31.98 

NT2RP2005163 167.01 

NT2RP2005168 31.92 

NT2RP2005181 14.93 

NT2RP2005204 42.67 

NT2RP2005219 46.08 

NT2RP20O5227 57.52 

NT2RP2005237 702.23 

NT2RP2005239 28.92 

NT2RP2005247 138.92 

NT2RP2005254 63.06 

NT2RP2005270 131.97 

NT2RP2005276 81.65 
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NT2RP2005293 67.61 
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NT2RP2005360 61.87 

NT2RP2005378 89.41 

NT2RP2005391 43.26 

NT2RP2005393 53.51 

NT2RP2005407 38.21 

NT2RP2005419 50.68 
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36.69 33.16 0.88 0.88 
26.34 20.06 1 1 
57.29 55.09 1.18 1.14 
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NT2RP2005425 103.27 
NT2RP2005429 72.81 
NT2RP2005436 125.21 
NT2RP2005441 44.27 
NT2RP2005442 183.99 
NT2RP2005444 215.8 
NT2RP2005453 22.58 
NT2RP2005457 303.62 
NT2RP2005458 34.34 
NT2RP2005463 37.05 
NT2RP2005464 71.14 
NT2RP2005465 37.23 
NT2RP2005472 316.48 
NT2RP2005476 61.88 
NT2RP2005490 105.98 
NT2RP2005491 183.15 
NT2RP2005495 19.91 
NT2RP2005496 142.7 
NT2RP2005498 52.02 
NT2RP2005501 39.38 
NT2RP2005506 633.93 
NT2RP2005509 53.92 
NT2RP2005514 22.97 
NT2RP2005520 185.87 
NT2RP2005525 29.54 
NT2RP2005531 11.91 
NT2RP2005535 134.74 
NT2RP2005539 57.65 
NT2RP2005540 53.2 
NT2RP2005541 59.67 
NT2RP2005549 26.11 
NT2RP2005555 33.68 
NT2RP2005557 29.84 
NT2RP2005581 86.94 
NT2RP2005586 51.69 
NT2RP2005597 28.12 
NT2RP2005600 45.99 
NT2RP2005605 116.87 
NT2RP2005614 34.36 
NT2RP2005620 21.89 
NT2RP2005622 26.95 
NT2RP2005632 54.99 
NT2RP2005635 104.04 
NT2RP2005637 45.18 
NT2RP2005640 62.65 
NT2RP2005645 146.03 
NT2RP2005651 58.01 
NT2RP2005654 23.16 
NT2RP2005666 36.67 
NT2RP2005669 47.34 
NT2RP2005670 52.01 
NT2RP2005671 95.07 
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66.12 65.45 1.15 1.14 

43.18 54.64 0.81 1.03 
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NT2RP2006447 18.75 

NT2RP2006454 52.32 

NT2RP2006455 33.04 

NT2RP2006456 35.17 

NT2RP2006464 39.57 

NT2RP2006467 75.84 

NT2RP2006472 80.6 

NT2RP2006474 83.9 

NT2RP2006475 54.65 

NT2RP2006476 103.5 

NT2RP2006501 99.95 

NT2RP2006512 165.38 

NT2RP2006526 36.45 

NT2RP2006527 54.43 

NT2RP2006534 44.55 

NT2RP2006537 135.06 

NT2RP2006543 47.42 

NT2RP2006554 65.01 

NT2RP2006565 52.73 

NT2RP2006571 38.64 

NT2RP2006573 24.83 

NT2RP2006598 44.55 

NT2RP2006601 237.67 

NT2RP3000002 67.75 

NT2RP3000011 40.27 

NT2RP3000014 64.09 

NT2RP3000016 60.25 

NT2RP3000022 18.78 

NT2RP3000024 60.82 
NT2RP3000031 38.3 

NT2RP3000034 33.81 

NT2RP3000037 70.35 

NT2RP3000040 25.42 

NT2RP3000041 62.42 
NT2RP3000046 88. 1 

NT2RP3000047 33.16 

NT2RP3000049 43.85 

NT2RP3000050 74.92 

NT2RP3000051 36.52 



17.89 28.14 
27.62 26.34 
21.32 23.89 
22.48 24.05 

1702.3 1315.57 
106.95 75.51 

159.9 128.55 
26.5 20 
267.32 183.47 

35.16 35.32 
23.95 20.66 
99.84 96.48 

31.52 39.03 
52.46 42.47 
61.91 39.39 
31.77 29.07 
32.94 27.75 

38.17 31.58 

85.6 72.34 

53.2 68.52 
98.77 100.91 
71.19 65.43 
167.84 72.43 
156.07 85.22 
190.13 149.63 
44.3 40.42 
61.68 41.44 
44.67 33.64 

142.12 100.2 

61.66 53.93 
65.19 63.45 

87.67 59.28 
31.27 38.84 
26.42 23.35 
52.74 45.13 

316.13 233.77 
94.87 81.71 
51.27 42.82 
82.55 73.26 

85.07 65.88 
16.29 17.22 
64.84 56.27 

41.53 38.71 

47.03 41.05 

102.53 70.81 
33.11 22.4 
82.96 57.52 

94.32 83.18 
39.38 36.46 
32.36 34.27 

109.54 88.44 
53.03 57.07 



1 1 

1 1 

1 1 

1 1 
1.06 0.82 

1.25 0.88 
1.31 1.05 
1 1 
1.36 0.93 

1 1 

1 1 

1.49 1.44 

1 1 

1.31 1.06 

1.18 0.76 

1 1 

1 1 

1 1 

1.13 0.95 
1.66 0.85 

1.18 1.2 

1.3 1.2 
1.62 0.7 

1.56 0.85 
1.15 0.9 

1.11 1.01 

1.13 0.76 

1 0.9 
1.05 0.74 

1.3 1.14 
1 0.98 

1.66 1.12 
1 1 
1 1 

1.18 1.01 
1.33 0.98 

1.4 1.21 
1.27 1.06 
1.29 1.14 
1.41 1.09 

1 1 

1.07 0.93 
1.04 1 
1.18 1.03 
1.46 1.01 
1 1 

1.33 0.92 

1.07 0.94 

1 1 
0.91 0.91 
1.46 1.18 
1.33 1.43 
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NT2RP3000054 43.15 

NT2RP30O0O55 76.38 

NT2RP3000056 35.69 

NT2RP3000059 47 

NT2RP3000O63 19.09 

NT2RP3 000068 140.16 

NT2RP3000069 47.2 

NT2RP3000072 19.01 

NT2RP3000080 108.69 

NT2RP3000085 37.66 

NT2RP3000087 68.12 

NT2RP3000092 34.57 

NT2RP300O109 31.21 

NT2RP3000119 66.51 

NT2RP3000125 26.47 

NT2RP3000131 96.79 

NT2RP3000134 73.7 

NT2RP3000137 33.87 

NT2RP3000142 66.91 

NT2RP3000148 42.98 

NT2RP3000149 38.86 

NT2RP3000163 27.92 

NT2RP3000168 206.14 

NT2RP3000169 20.2 

NT2RP3000171 152.24 

NT2RP3000172 15.66 

NT2RP3000186 167.53 

NT2RP3000197 57.78 

NT2RP3000201 65.28 

NT2RP3000204 24.78 

NT2RP3000207 21.04 

NT2RP3000216 29.88 

NT2RP3000220 28 

NT2RP3000221 37.4 

NT2RP3000232 63.74 

NT2RP300O233 58.94 

NT2RP3000234 74.55 

NT2RP3000235 22.77 

NT2RP3000239 56.22 

NT2RP3000247 25.72 

NT2RP3000251 43.21 

NT2RP3000252 49.63 

NT2RP3000255 27.79 

NT2RP3000262 59.53 

NT2RP3000266 59.9 

NT2RP3000267 25.21 

NT2RP3000271 42.36 

NT2RP3000278 543 

NT2RP3000281 71.44 

NT2RP3000292 22.85 

NT2RP3000299 33.15 

NT2RP3000304 14 



62.33 58.1 1.44 1.35 

117.85 89.05 1.54 1.17 
49.37 45.76 1.23 1.14 

43.79 43.08 0.93 0.92 

21.17 27.48 1 1 

115.86 110.27 0.83 0.79 
104.8 81.92 2.22 1.74 
34.64 26.31 1 1 
136.08 120.3 1.25 1.11 
42.46 52.31 1.06 1.31 
112.8 83.78 1.66 1.23 
36.04 30.44 1 1 
58.92 49.26 1.47 1.23 
101.4 93.55 1.52 1.41 
34.21 31.63 1 1 
153.54 126.47 1.59 1.31 
128.98 85.29 1.75 1.16 

41.46 41.02 1.04 1.03 

104.65 79.75 1.56 1.19 
47.6 34.62 1.11 0.93 
41.95 36.76 1.05 1 
43.28 36.72 1.08 1 
331.46 311.86 1.61 1.51 
33.43 21.23 1 1 

223.66 186.39 1.47 1.22 
19.6 19.47 1 1 
185.71 150.17 1.11 0.9 

61.6 48.89 1.07 0.85 
86.63 74.44 1.33 1.14 
41.51 32.52 1.04 1 
29.95 31.39 1 1 
51.11 48.02 1.28 1.2 

40 31.27 1 1 

34.17 34.95 1 1 

93.59 56.78 1.47 0.89 

60.98 53.13 1.03 0.9 

103.22 70.55 1.38 0.95 

22.48 30.93 1 1 

74.14 56.24 1.32 1 

32.45 42.68 1 1.07 

46.8 55.31 1.08 1.28 

50.57 61.47 1.02 1.24 

34.54 29.21 1 1 

80.34 75.86 1.35 1.27 

82.94 67.93 1.38 1.13 

40.01 38.53 1 1 

50.94 50.87 1.2 1.2 

360.96 458.15 0.66 0.84 

90.24 58.34 1.26 0.82 

30.52 25.51 1 1 

49.07 32.5 1.23 1 
17.39 15.1 1 1 
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NT2RP3000310 


179.44 


217.36 


201.55 


1.21 


1.12 


NT2RP30OO312 


61.34 


65.35 


39.79 


1.07 


0.65 


NT2RP300O320 


46.64 


50.74 


42.76 


1.09 


0.92 


NT2RP3000322 


101.41 


129.36 


124 


1.28 


1.22 


NT2RP3000324 


436.61 


423.83 


377.29 


0.97 


0.86 


NT2RP3000326 


82.52 


85.59 


49.29 


1.04 


0.6 


NT2RP3000329 


105.53 


122.96 


30.04 


1.17 


0.76 


NT2RP3000330 


63.66 


90.05 


62.65 


1.41 


0.98 


NT2RP3000333 


36.18 


37.73 


40.19 


1 


1 


NT2RP3000341 


130.95 


160.84 


102.74 


1.23 


0.78 


NT2RP3000344 


38.61 


30.01 


24.98 


1 


1 


NT2RP3000345 


11.45 


12.73 


11.99 


1 


1 


NT2RP3000348 


2990.07 


3710.2 


3532.53 


1.24 


1.18 


NT2RP3000350 


64.9 


123.73 


71.23 


1.91 


1.1 


NT2RP3000359 


129.45 


148.27 


116.24 


1.15 


0.9 


NT2RP3000361 


74.9 


74.39 


60.63 i 


D.99 


0.81 


NT2RP30003 66 


80.12 


91.67 


80.46 


1.14 


1 


NT2RP3000378 


28.68 


35.68 


30.99 


1 


1 


NT 2 RP3 0003 84 


103.53 


140.35 


104.74 


1.36 


1.01 


NT2RP3000389 


86.34 


115.43 


110.69 


1.34 


1.28 


NT2RP3000393 


46.18 


36.54 


41.55 


0.87 


0.9 


NT2RP3000395 


1487.76 


1930.52 1302.83 1.3 0.88 


NT2RP3000397 


41.26 


"70 1*7 

78.17 


46.55 


1.89 


1.13 


NT2RP3000398 


101.17 


103.54 


69.31 


1.02 


0.69 


NT2RP3000403 


53.37 


60.29 


51.57 


1.13 


0.97 


NT2RP300041 8 


138 46 


342.15 


131.25 


2.47 


0.95 


NT2RP3000424 


46 53 


63.27 


52.61 


1.36 


1.13 


NT? R P^n004.?7 


ill 74 


160.26 


126.82 


1.43 


1.13 


NT2RP300043 1 


42.77 


57.45 


89.68 


1.34 


2.1 


KTO R P^00O43 3 

1>( JL ^Ivr JVA/vrr J J 


165 2 


182.88 


144.82 


1.11 


0.88 


NT2RP30OO436 


162.37 


229.73 


150.7 


1.41 


0.93 


NT2RP3 000439 


31.16 


31.85 


29.55 


1 


1 


NT2RP3000441 


29.33 


29.53 


29.97 


1 


1 


NT2RP3000444 


20.03 


20.53 


32.66 


1 


1 


NT2RP3000448 


39.27 


55.71 


61.53 


1.39 


1.54 


NT2RP3000449 


21.53 


30.58 


29.68 


1 


1 


NT2RP3000451 


38.61 


39.68 


42.1 


1 1 


.05 


NT2RP3000456 


22.13 


25.38 


27.56 


1 


1 


NT2RP3000460 


132.16 


148.64 


137.38 


1.12 


1.04 


NT2RP3000471 


39.3 


28.85 


40.65 


1 1.02 


NT2RP3000477 


134.16 


173.97 


158.72 


1.3 


1.18 


NT2RP3000478 


28.88 


50.61 


51.64 


1.27 


1.29 


NT2RP3000481 


9.68 


20.25 


23 


1 


1 


NT2RP3000484 


18.56 


28.16 


27.44 


1 


1 


NT2RP3000487 


61.51 


93.97 


109.7 


1.53 


1.78 


NT2RP3000512 


190.14 


179.02 


177.79 


0.94 


0.94 


NT2RP3000523 


163.67 


209.19 


215.08 


1.28 


1.31 


NT2RP3000526 


36.76 


51.79 


55.52 


1.29 


1.39 


NT2RP3000527 


26.38 


35.06 


33.72 


1 


1 


NT2RP3000531 


142.33 


286.35 


280.41 


2.01 


1.97 


NT2RP3000532 


28.51 


61.61 


50.03 


1.54 


1.5 


NT2RP3000542 


65.84 


90.43 


67.99 


1.37 


1.03 
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NT2RP3000554 72.82 
NT2RP3000561 36.35 
NT2RP3000562 31.74 
NT2RP3000578 16.7 
NT2RP3000582 20.22 
NT2RP3000584 15.57 
NT2RP3000586 22.97 
NT2RP3000590 22.29 
NT2RP3000592 31.04 
NT2RP3000596 43.39 
NT2RP3000599 36.27 
NT2RP3000603 254.68 
NT2RP3000605 26.29 
NT2RP3000607 45.24 
NT2RP3000616 14.82 
NT2RP3000621 40.05 
NT2RP3000622 35.05 
NT2RP3000624 33.06 
NT2RP3000628 109.88 
NT2RP3000631 105.63 
NT2RP3000632 50.33 
NT2RP3000638 23.77 
NT2RP3000644 304.7 
NT2RP3000645 111.35 
NT2RP3000652 54.8 
NT2RP3000658 40.23 
NT2RP3000660 83.24 
NT2RP3000661 22.15 
NT2RP3000665 137.26 
NT2RP3000676 84.64 
NT2RP3000677 22.74 
NT2RP3O0O681 196.87 
NT2RP3000683 97.61 ' 
NT2RP3O0O685 88.09 
NT2RP3000690 29.96 
NT2RP3000698 109.95 
NT2RP3000708 40.63 
NT2RP3000719 22.91 
NT2RP3000721 182.39 
NT2RP3000728 20.38 
NT2RP3000730 24.26 
NT2RP3000733 30.31 
NT2RP3000735 8.98 
NT2RP3OO0736 32.19 
NT2RP3000739 91.45 
NT2RP3000742 44.78 
NT2RP3000753 19.16 
NT2RP3000759 56.55 
NT2RP3000789 41.47 
NT2RP3000815 74.5 
NT2RP3000818 77.05 
NT2RP3000820 458.65 



95.45 99.85 1.31 1.37 

53.12 48.46 1.33 1.21 

52.5 41.46 1.31 1.04 

17.6 21.3 1 1 

44.4 35.78 1.11 1 
22.12 28.37 1 1 
34.64 36.11 1 1 
32.06 31.1 1 1 
31.96 38.64 1 1 

66.66 52.02 1.54 1.2 

46.5 38.24 1.16 1 
246.24 240.68 0.97 0.95 
34.62 38.06 1 1 
75.45 73.14 1.67 1.62 

22.67 23.02 1 1 
58.83 51.69 1.47 1.29 
52.01 57.44 1.3 1.44 
40.36 39.69 1.01 1 
187.26 99.41 1.7 0.9 
150.86 137.01 1.43 1.3 
64.39 57.34 1.28 1.14 
26.57 28.7 1 1 
487.68 5:50.04 1.6 1.81 

124.28 116.48 1.12 1.05 

68.78 81.88 1.26 1.49 



49.35 


33.76 


1.23 


0.99 


131.51 


84.43 


1.58 


1.01 


37.96 


30.79 


1 


1 


166.58 


142.33 


1.21 


1.04 


116.9 


89.47 


1.38 


1.06 


27.27 


20.41 


1 


1 


214.49 


150.67 


1.09 


0.77 


142.2 


92.49 


1.46 


0.95 


92.27 


86.67 


1.05 


0.98 


34.72 


34.86 


1 


1 


139.48 


f. 32.06 


1.27 


1.2 


47.55 


39.95 


1.17 


0.98 


21.41 


20.57 


1 


1 


189.52 


179.24 


1.04 


0.98 


39.27 


18.07 


1 


1 


46.9 


28.5 


1.17 


1 


40.37 


34.99 


1.01 


1 


20.79 


1.3.81 


1 


1 


36.56 


38.66 


1 


1 


97.24 


83.42 


1.06 


0.91 


60.15 


52.95 


1.34 


1.18 


23.78 


30.61 


1 


1 


39.39 


84.1 


0.71 


1.49 


50.01 


37.17 


1.21 


0.96 


74.88 


59.21 


1.01 


0.79 


97.43 


51.97 


1.26 


0.67 


642.71 


243.3 


1.4 


0.53 



400 



EP 1 130 094 A2 



NT2RP3000821 


32.87 


33.65 


31.01 


1 


1 


NT2RP30OO825 


8.12 


18.68 


12.05 


1 


1 


NT2RP3000826 


138.23 


241.44 


159.01 


1.75 


1.15 


NT2RP3000836 


91.4 


98.48 


104.79 


1.08 


1.15 


NT2RP300O838 


3036.29 


4396.79 2294.8 1.45 0.76 


NT2RP300O839 


26.24 


30.54 


23.82 


1 


1 


NT2RP3000841 


52.39 


59.34 


51.65 


1.13 


0.99 


NT2RP3000845 


82.27 


74.14 


60.66 


0.9 


0.74 


NT2RP3000847 


46.09 


53.16 


39.49 


1.15 


0.87 


NT2RP3000848 


64.4 


70.56 


53.77 


1.1 


0.83 


NT2RP3000850 


86.99 


91.14 


75.63 


1.05 


0.87 


NT2RP3000852 


26.34 


20.61 


31.38 


1 


1 


NT2RP3000859 


76.26 


72.23 


61.45 


0.95 


0.81 


NT2RP30OO861 


100.64 


153 OR 


104.76 




1 04 


NT2RP300O862 


49.12 


44.16 


40.64 


0 9 


0 83 


NT2RP300O865 


46.47 


55 5Q 

jj.j" 


50 OR 


1 9 


) 08 


NT2RP3000866 


25.31 




2Q 16 


1 
1 


1 
1 


NT2RP300O868 


24.4 


1ft 79 
Jo. f L 




1 
J 


1 
J 


NT2RP3000869 


110.44 


i Art 09 


76 


n 01 


O 86 


NT2RP3000871 


36.79 


11 fi* 


JH.OJ 


1 


1 


NT2RP3000875 


49.24 


ACi 1Q 


izl ni 


0.82 


0.81 


NT2RP3000895 


34.75 


S£ ft! 


is i/i 


1.42 


1 


NT2RP3000900 


103.64 


1 in 


11ft AO 


1.26 


1.14 


NT2RP3000901 


42.93 


fS\ 7 


61 46 


1.41 


1.43 


NT2RP3000903 


36.65 


0*f . D 1 


in 97 


1 


1 


NT2RP3000904 


32.98 


.J7 


46 11 


1.04 


1.16 


NT2RP3000907 


48.65 


RJ. 1A 


OZ, ID 


1.74 


1.69 


NT2RP3000913 


53.18 


R9 07 


ftl 97 


1.54 


1.57 


NT2RP3000917 


53.05 


71 1 1 


70 19 


1.38 


1.32 


NT2RP3000919 


41.76 


44 5 


1Q 19 


1.07 


0.96 


NT2RP3000921 


33.94 


34 26 


37.03 


1 


1 


NT2RP3000942 


27.18 




10 01 


1 


1 


NT2RP300O968 


869.8 


1285 36 


1136.31 


1.48 1.31 


NT2RP3O0O974 


30.7 


39.92 


43.77 


1 


1.09 


NT2RP300O980 


42.53 


53.79 


45.15 


1.26 


1.06 


NT2RP3000984 


42.57 


56.36 


59.5 


1.32 


1.4 


NT2RP3000994 


39.6 


38.61 


42.48 


1 


1.06 


NT2RP3001001 


24.8 


27.54 


25.51 


1 


1 


NT2RP3001004 


34.1 


37.28 


40.47 


1 


1.01 


NT2RP3001007 


60.15 


63.56 


66.1 


1.06 


1.1 


NT2RP3001012 


20.21 


34.13 


29.36 


1 


1 


NT2RP3001042 


19.87 


25.66 


24.69 


1 


1 


NT2RP3001044 


25.25 


46.01 


39.88 


1.15 


1 


NT2RP3001048 


12.35 


27.84 


24.81 


1 


1 


NT2RP3001050 


46.86 


69.34 


59.69 


1.48 


1.27 


NT2RP3001055 


58 


84.64 


73.94 


1.46 


1.27 


NT2RP3001057 


69.56 


96.19 


79.08 


1.38 


1.14 


NT2RP3001061 


26.88 


36.71 


41.68 


1 


1.04 


NT2RP3001069 


70.39 


125.35 


90.32 


1.78 


1.28 


NT2RP3001074 


36.64 


75.33 


57.67 


1.88 


1.44 


NT2RP3001078 


35.32 


68.97 


43.37 


1.72 


1.08 


NT2RP3001081 


26.55 


44.42 


32.41 


1.11 


1 
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NT2RP3001084 168.13 218.74 170.51 1.3 1.01 

NT2RP3001095 29.5 34.98 34.01 1 1 

NT2RP3001096 100.39 98.43 119.85 0.98 1.19 

NT2RP3001097 66.45 81.24 66.83 1.22 1.01 

NT2RP3001107 37.43 48.85 43.79 1.22 1.09 

NT2RP3001109 18.5 33.37 29.5 1 1 

NT2RP3001111 24.08 34.01 31.73 1 1 

NT2RP3001112 48.19 172.37 117.36 3.58 2.44 

NT2RP3001113 24.8 26.72 24.29 1 1 

NT2RP3001115 28.51 40.16 26.51 1 1 

NT2RP3001116 41.86 50.04 51.73 1.2 1.24 

NT2RP3001119 51.5 56.72 45.28 1.1 0.88 

NT2RP3001120 38.67 61.66 56.73 1.54 1.42 

NT2RP3001126 46.96 69.33 67.32 1.48 1.43 

NT2RP3001127 26.75 47.69 35.12 1.19 1 

NT2RP3001133 41.78 57.01 41.02 1.36 0.98 

NT2RP3001140 25.63 27.63 27.41 1 1 

NT2RP3001147 28.48 36.63 27.92 1 1 

NT2RP3001150 33.05 47.14 36.06 1.18 1 

NT2RP3001152 13.69 22.65 17.1 1 1 

NT2RP3001155 23.86 31.38 24.03 1 1 

NT2RP3001156 31.92 41.8 42.62 1.05 1.07 

NT2RP3001159 66.25 122.86 119.5 1.85 1.8 

NT2RP3001170 39.22 51.34 41.01 1.28 1.03 

NT2RP3001176 97.55 118.18 99.57 1.21 1.02 

NT2RP3001195 66.3 63.21 61.54 0.95 0.93 

NT2RP3001209 100.55 111.62 103.67 1.11 1.03 

NT2RP3001214 26.09 38.15 23.98 1 1 

NT2RP3001216 43.2 50.29 34.85 1.16 0.93 

NT2RP3001221 22.27 27.72 2:2.63 1 1 

NT2RP3001226 181.61 210.81 147.93 1.16 0.81 

NT2RP3001230 19.25 20.95 22.46 1 1 

NT2RP3001232 21.69 29.63 29.46 1 1 

NT2RP3001236 19.38 44.15 25.82 1.1 1 

NT2RP3001239 26.33 25.85 27.18 1 1 
NT2RP3001240 63.01 66 66.1 1.05 1.05 

NT2RP3001245 33.46 45.33 35.8 1.13 1 

NT2RP3001253 26.11 34.25 24.98 1 1 
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NT2RP3002501 46.12 43.86 51.26 0.95 1.11 

NT2RP3002512 36.76 30.74 31.49 1 1 

NT2RP3002529 32.46 45.21 39.38 1.13 1 

NT2RP3002533 52.85 69.58 63.25 1.32 1.2 

NT2RP3002539 41.9 51.77 43.9 1.24 1.05 

NT2RP3002540 29.69 26.98 24.28 1 1 

NT2RP3002543 52.93 51.31 50.86 0.97 0.96 

NT2RP3002545 37.88 54.86 29.71 1.37 1 

NT2RP3002549 28.09 35.52 29.78 1 1 

NT2RP3002552 17.76 17.91 23.08 1 1 

NT2RP3O02558 25.36 34.12 22.97 1 1 

NT2RP3002565 26.21 34.92 34.73 1 1 

NT2RP3002566 20.57 26.5 28.31 1 1 

NT2RP3002571 15.34 16.38 21.23 1 1 

NT2RP3002572 48.24 58.38 47.95 1.21 0.99 
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NT2RP3002579 41.49 42.29 43.22 1.02 1.04 
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NT2RP3002711 65.94 42.16 49.17 0.64 0.75 

NT2RP3002712 376.94 760.41 522.35 2.02 1.39 

NT2RP3002713 17.08 16.65 22.46 1 1 
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NT2RP3003015 8.21 8.61 14.36 J 1 

NT2RP3003018 43.12 32.66 31.72 0.93 0.93 

NT2RP3003028 28.71 27.5 24.44 1 1 
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50.74 


45.93 


63.21 


0.91 


1.25 


NT2RP4000349 


5.83 


4.49 


8.42 


1 


1 


NT2RP4000355 


139.86 


160.15 


128.91 


1.15 


0.92 


NT2RP4000356 


198.87 


233.54 


126.23 


1.17 


0.63 


NT2RP4000360 


37.61 


36.07 


38.44 


1 


1 


NT2RP4000367 


12.78 


12.06 


13.14 


1 


1 


NT2RP4000370 


48.9 


49.45 


45.56 


1.01 


0.93 


NT2RP4000373 


33.89 


24.14 


29.92 


1 


1 


NT2RP4000376 


41.47 


43.67 


42.83 


1.05 


1.03 


NT2RP4000381 


56.09 


61.01 


67.82 


1.09 


1.21 



NT2RP4000388 3438.4 5353.31 3404.96 1.56 0.99 

NT2RP4000390 2074.82 2579.24 1845.43 1.24 0.89 

NT2RP4000393 81.2 47.88 61.2 0.59 0.75 

NT2RP4000398 127.57 120.61 95.2 0.95 0.75 

NT2RP4000406 102.29 126.61 132.07 1.24 1.29 

NT2RP4000407 62.3 104.36 70.03 1.68 1.12 

NT2RP4000413 15.84 16.77 26.24 1 1 

NT2RP4000415 185.4 198.86 176.36 1.07 0.95 

NT2RP4000417 110.32 122.95 109.48 1. 11 0.99 

NT2RP4000423 103.64 118.47 113.8 1.14 1.1 

NT2RP4000424 72.65 76.73 72.62 1.06 1 

NT2RP4000447 924.91 841.74 991.27 0.91 1.07 
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NT2RP4000614 
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95.17 


1.71 


1.03 


NT2RP4000634 


69.96 


81.94 


62.49 


1.17 


0.89 


NT2RP4000638 


58.67 


72.69 


49.02 


1.24 


0.84 


NT2RP4000648 


33.2 


36.36 


39.64 


1 


1 


NT2RP4000657 


93.66 


95.51 


85.48 


1.02 


0.91 


NT2RP4000691 


23.7 


19.45 


22.58 


1 


1 
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NT2RP4000697 38.41 
NT2RP4000704 810.46 
NT2RP4000710 367.63 
NT2RP4000713 92.63 
NT2RP4000724 106.96 
NT2RP4000725 20.25 
NT2RP4000728 287.33 
NT2RP4000737 10.12 
NT2RP4000739 42.61 
NT2RP4000749 31.27 
NT2RP4000769 68.31 
NT2RP4000774 23.97 
NT2RP4000781 24.94 
NT2RP4000783 51.2 
NT2RP40O0787 17 
NT2RP4000788 125.97 
NT2RP4000792 55.44 
NT2RP4000809 336.03 
NT2RP4000817 47.51 
NT2RP4000821 300.32 
NT2RP4000822 55.39 
NT2RP4000823 5437.89 
NT2RP4000831 851 
NT2RP4000833 134.75 
NT2RP4000837 46.6 
NT2RP4000839 2006.74 
NT2RP4000846 65.04 
NT2RP4000848 145.99 
NT2RP4000855 39.34 
NT2RP4000863 44.81 
NT2RP4000865 146.47 
NT2RP4000873 774.7 
NT2RP4000874 75.53 
NT2RP4000875 89.5 
NT2RP4000878 222.32 
NT2RP4000879 28.33 
NT2RP4000880 100.18 
NT2RP4000894 30.55 
NT2RP4000899 3146.74 
NT2RP4000902 109.71 
NT2RP4000906 16.93 
NT2RP4000907 99.06 
NT2RP4000915 20.37 
NT2RP4000916 56.93 
NT2RP4000918 3435.53 
NT2RP4000925 33.51 
NT2RP4000927 3.9 
NT2RP4000928 62.99 
NT2RP4000929 26.21 
NT2RP4000946 68.51 
NT2RP4000947 7.37 
NT2RP4000949 23.12 



42.61 47.16 1.07 1.18 
704.82 575.86 0.87 0.71 
454.8 327.84 1.24 0.89 
68.41 70.43 0.74 0.76 
105.21 96.63 0.98 0.9 
25.12 19.41 1 1 
290.65 341.19 1.01 1.19 
11.16 13.56 1 1 
65.06 46.86 1.53 1.1 
63.8 41.75 1.6 1.04 
66.92 69.17 0.98 1.01 
38.26 29.18 1 1 
29.69 31.17 1 1 

57.57 59.46 1.12 1.16 

27.58 21.48 1 1 
134.65 116.73 1.07 0.93 

58.72 56.48 1.06 1.02 
732.64 359.46 2.18 1.07 

58.73 43.28 1.24 0.91 
443.02 292.28 1.48 0.97 
88.08 64.38 1.59 1.16 
5971.64 4790.62 1.1 0.88 

1057.83 730.11 1.24 0.86 
216.69 113.96 1.61 0.85 
72.94 46.94 1.57 1.01 
2613.14 1762.14 1.3 0.88 
80.53 56.91 1.24 0.88 

161.97 115.53 1.11 0.79 
46.96 37.55 1.17 1 

42.62 40.65 0.95 0.91 

174.98 130.7 1.19 0.89 
1139.99 671.45 1.47 0.87 

71.8 70.85 0.95 0.94 
101.82 80.06 1.14 0.89 
278.88 214.52 1.25 0.96 
45.55 28.84 1.14 1 
125.5 89.68 1.25 0.9 
39.26 35.49 1 1 
3606.62 2797.64 1.15 0.89 
150.03 110.84 1.37 1.01 
22.99 27.12 1 1 
138.21 92.83 1.4 0.94 
19.75 22.59 1 1 
68.73 49.07 1.21 0.86 
4116.28 2966.55 1.2 0.86 

43.87 63.22 1.1 1.58 
8 7.28 1 1 

74.46 63.24 1.18 1 

31.88 31.03 1 1 
73.12 65.53 1.07 0.96 

8.2 12.9 1 1 
21.49 20.39 1 1 
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1.41 


1 
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1 
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1 
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1 
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1.1 
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218.72 


1.4 


0.96 


NT2RP4001105 
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54.23 


35.25 


1.36 


1 


NT2RP4001110 


23.12 


25.65 


26.96 


1 


1 


NT2RP4001115 


103.49 


125.37 


115.49 


1.21 


1.12 


NT2RP4001117 


100.37 


139.05 


141.24 


1.39 


1.41 


NT2RP4001122 


41.76 


58.12 


44.9 


1.39 


1.08 


NT2RP4001123 


46.49 


38.53 


51.12 


0.86 


1.1 


NT2RP4001126 


113.39 


125.74 


96.58 


1.11 


0.85 


NT2RP4001127 


30.82 


37.12 


29.07 


1 


1 


NT2RP4001138 


19.54 


32.63 


17.23 


1 


1 


NT2RP4001143 


65.42 


96.6 


62.56 


1.48 


0.96 


NT2RP4001148 


24.25 


33.71 


26.53 


1 


1 


NT2RP4001I49 


46.45 


59.14 


55.45 


1.27 


1.19 


NT2RP4001150 


17.46 


20.84 


16.58 


1 


1 


NT2RP4001159 


69.49 


138.7 


83.52 


2 


1.2 
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NT2RP4001162 49.9 71.52 52.02 1.43 1.04 

NT2RP400I170 15.29 26.52 19.13 1 1 

NT2RP40O1174 109.03 139.36 107.01 1.28 0.98 

NT2RP400I175 136.22 158.82 98.36 1.17 0.72 

NT2RP4001176 1350.58 1507.62 936.35 1.12 0.69 

NT2RP4001184 225.16 301.74 216.76 1.34 0.96 

NT2RP4001198 190.18 241.01 162.97 1.27 0.86 

NT2RP4001199 124.51 180.43 89.79 1.45 0.72 

NT2RP4001206 126.71 162.16 109.3 1.28 0.86 

NT2RP4001207 44.09 44.29 32.85 1 0.91 

NT2RP4001210 41.63 57.34 38.09 1.38 0.96 

NT2RP4001213 49.13 52.04 44.67 1.06 0.91 

NT2RP4001214 40.72 43.92 31.78 1.08 0.98 

NT2RP4001219 77.06 102.93 93.5 1.34 1.21 

NT2RP4001228 152.65 191.14 158.88 1.25 1.04 

NT2RP4001235 71.1 125.09 70.42 1.76 0.99 

NT2RP4001256 38.96 49.68 32.47 1.24 1 

NT2RP4001257 43.79 38.05 35.02 0.91 0.91 

NT2RP4001260 44.37 40.62 39.19 0.92 0.9 

NT2RP4001261 109.74 125.19 97.42 1.14 0.89 

NT2RP4001274 174.28 218 149.42 1.25 0.86 

NT2RP4001276 75.37 100.86 92.31 1.34 1.22 

NT2RP4001283 2449.52 3070.04 2133.89 1.25 0.87 

NT2RP4001299 217.09 268.47 225.62 1.24 1.04 

NT2RP4001313 15.11 20.98 23.95 1 1 

NT2RP4001315 37.75 47.79 31.64 1.19 1 

NT2RP4001320 261.53 361.67 309.05 1.38 1.18 

NT2RP4001325 4020.92 4268.24 4022.07 1.06 1 
NT2RP4001336 183.17 202.3 163.1 1.1 0.89 

NT2RP4001339 17.85 34.33 28.05 1 1 

NT2RP4001343 940.26 1345.48 930.02 1.43 0.99 

NT2RP4001344 688.94 857.91 532.27 1.25 0.77 

NT2RP4001345 41.74 48.57 35.66 1.16 0.96 
NT2RP4001351 185.72 182.8 153.03 0.98 0.82 

NT2RP4001353 9.68 14.88 21.08 1 1 

NT2RP4001355 18.68 28.42 26.43 1 1 

NT2RP4001367 40.52 59.34 51.4 1.46 1.27 

NT2RP4001372 17.43 26.27 22.03 1 1 
NT2RP4001373 118.63 113.01 134.22 0.95 1.13 

NT2RP4001375 26.91 23.36 28.7 1 1 

NT2RP4001379 47.86 54.08 42.23 1.13 0.88 
NT2RP4001381 122.88 173.12 114.91 1.41 0.94 

NT2RP4001386 98.02 158.52 109.53 1.62 1.12 

NT2RP4001389 53.66 92.57 79.09 1.73 1.47 

NT2RP4001396 22.26 30.58 27.78 1 1 
NT2RP4001407 17.41 29.36 20.87 1 1 
NT2RP4001409 153.69 174.14 234.02 1.13 1.52 
NT2RP4001410 245.64 323.8 262.66 1.32 1.07 

NT2RP4001414 74.05 84.98 62.2 1.15 0.84 

NT2RP4001424 52.44 70.38 58.47 1.34 1.11 

NT2RP4001433 37.84 97.44 73.46 2.44 1.84 
NT2RP4001438 174.35 282.89 255.46 1.62 1.47 
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1.4 
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1.11 
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1.38 


1 
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1.55 
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1.07 
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1.56 


1.68 
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79.15 
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79.76 


1.12 


1.01 


NT2RP4001531 
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127.19 


97.8 


1.22 


0.94 
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4354.44 2937.38 1.24 0.84 


MT7RP4fMi1 547 


124 6 


236.33 


1S»4.94 


1.9 


1.56 


NT2RP4001551 


15 2 


20 21.58 


1 


1 


NJT7RP40fi1 5S5 


98 1 1 

-i-O . X J 


34.17 


31.06 


1 


1 


MT?T?PdOni 567 


35 QQ 


57.74 


51.94 


1.44 


1.3 


MT?l?Pdnni 56R 

IN I ^XVr HU\J1 JOO 


1 71 07 


191.69 


129.56 


1.55 


1.05 


MT9PP4001 SAO 

IN 1 Z<iVi tW X *J\J7 


147 ^ 


159.03 


172.95 


1.08 


1.17 


MT7PPdfi01 571 


S3 1 1 

-JO. 1 X 


49.65 


47.15 


0.93 
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1.28 
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1.25 
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1.05 
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1.18 
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1.53 


1.36 
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28 27 


33.39 


31.79 


1 


1 


NT2RP4001606 


57.12 


57.27 


48.49 


1 


0.85 


NT2RP4001607 


38.96 


41.95 


37.14 


1.05 


1 


NT2RP4001610 


20.34 


26.24 


19.62 


1 


1 


NT2RP4001614 


35.87 


39.23 


40.43 


1 


1.01 


NT2RP4001623 


30.16 


33.74 


31.5 


1 


1 


NT2RP4001626 


102.72 


107.35 


83.38 


1.05 


0.81 


NT2RP4001634 


20.93 


26.6 


22.88 


1 


1 


NT2RP400I638 


43.2 


39.83 


27.98 


0.93 


0.93 


NT2RP4001644 


90.89 


139.21 


128.77 


1.53 


1.42 


NT2RP4001646 


74.34 


105.54 


92.13 


1.42 


1.24 


NT2RP4001656 


26.99 


27.37 


30.84 


1 


1 


NT2RP4001666 


27.25 


22.39 


21.49 


1 


1 


NT2RP4001670 


25.82 


30.17 


27.62 


1 


1 


NT2RP4001677 


199.37 


254.01 


216.26 


1.27 


' 1.08 


NT2RP4001679 


284.9 


404.21 


255.88 


1.42 


0.9 


NT2RP4001695 


60.24 


57.95 


93.09 


0.96 


1.55 


NT2RP4001696 


50.27 


69.63 


41.59 


1.39 


0.83 


NT2RP4001699 


115.88 


176.36 99.68 


1.52 


0.86 
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EP1 130 094 A2 



NT2RP4001717 42.62 53.66 39.68 1.26 0.94 

NT2RP4001719 36.5 50.2 30.94 J.26 1 

NT2RP4001725 18.61 25.02 18.94 1 1 

NT2RP4001726 66.49 89.94 73.84 1.35 1.11 

NT2RP4001730 70.16 63.61 47.29 0.91 0.67 

NT2RP4001739 42.06 513 49.42 1.22 1.17 

NT2RP4001741 180.84 250.66 135.6 1.39 0.75 

NT2RP4001753 72.78 104.66 52.65 1.44 0.72 

NT2RP4001760 51 52.44 44.59 1.03 0.87 

NT2RP4001787 4461.9 5125.17 3639.25 1.15 0.82 

NT2RP4001790 46.27 54.59 40.79 1.18 0.88 

NT2RP4001795 154.14 189.71 153.64 1.23 1 

NT2RP4O01803 50.74 51.85 46.05 1.02 0.91 

NT2RP4001805 32.65 36.8 29.6 1 1 

NT2RP4001809 191.23 213.41 137.81 1.12 0.72 

NT2RP4001817 112.92 162.95 120.23 1.44 1.06 

NT2RP4001822 65.32 70.78 65.97 1.08 1.01 

NT2RP4001823 21.06 22.44 21.32 1 1 

NT2RP4001827 102.8 112 95.96 1.09 0.93 

NT2RP4001828 431.57 583.31 473.45 1.35 1.1 

NT2RP4001836 146.86 202.66 148.56 1.38 1.01 

NT2RP4001838 29.91 43.1 37.71 1.08 1 

NT2RP4001841 1549.1 1954.07 1139.77 1.26 0.74 

NT2RP4001849 33.35 29.78 25.37 1 1 

NT2RP4001861 736.02 720.46 638.48 0.98 0.87 

NT2RP4001877 93.22 103.29 93.49 1.11 1 

NT2RP4001879 49.34 70.19 54.7 1.42 1.11 

NT2RP4001889 103.01 187.69 165.9 1.82 1.61 

NT2RP4001893 27.15 40.29 34.35 1.01 1 

NT2RP4001896 37.41 97.88 61.56 2.45 L54 

NT2RP4001898 183.3 215.58 185.12 1.18 1.01 

NT2RP4001901 60.98 80.96 53.59 1.33 0.96 

NT2RP4001910 408.91 559.44 327.12 1.37 0.8 

NT2RP4001925 59.81 72.23 51.93 1.21 0.87 

NT2RP4001926 46.24 66.65 60.62 1.44 1.31 

NT2RP4001927 42.17 51.54 45.85 1.22 1.09 

NT2RP4001931 54.82 81.7 62.6 1.49 1.14 

NT2RP4001933 181.43 229.76 269.85 1.27 1.49 

NT2RP4001938 89.48 111.84 97.72 1.25 1.09 

NT2RP4001942 157.21 178.4 136.22 1.13 1.18 

NT2RP4001945 23.76 21.74 26.27 1 1 

NT2RP4001946 34.33 46.5 40.43 1.16 1.01 

NT2RP4001947 18.29 28.67 26.12 1 1 

NT2RP4001950 23.81 28.29 30.45 1 1 

NT2RP4001953 76.32 134.32 95.15 1.76 1.25 

NT2RP4001966 14.53 24.06 13.92 1 1 

NT2RP4001970 32.46 66.99 45.62 1.67 1.14 

NT2RP4001975 93.45 117.02 108.65 1.25 1.16 

NT2RP4001988 103.89 188.4 157.9 1.81 1.52 

NT2RP4001996 47.79 87.05 63.23 1.82 1.43 

NT2RP4002014 48-78 113.53 89.64 2.33 1.84 

NT2RP4002018 50.95 67.62 72.16 1.33 1.42 
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EP 1 130 094 A2 



NT2RP4002035 38.64 
NT2RP4002043 50.55 
NT2RP4002046 113.68 
NT2RP4002047 96.67 
NT2RP4002052 47.17 
NT2RP4002056 350.57 
NT2RP4002057 61.49 
NT2RP4002058 25.72 
NT2RP4002064 19.42 
NT2RP4002071 44.49 
NT2RP400207 5 28.6 
NT2RP4002078 92.71 
NT2RP4002081 236.65 
NT2RP4002083 17.72 
NT2RP4002099 18.6 
NT2RP4002106 54.11 
NT2RP4002111 101.96 
NT2RP4002112 74.68 
NT2RP4002116 379.37 
NT2RP4002122 61.29 
NT2RP4O02126 66.06 
NT2RP4O02133 124.26 
NT2RP4002136 59.72 
NT2RP4002139 196.25 
NT2RP4002174 47.12 
NT2RP4002185 60.33 
NT2RP4002186 122.78 
NT2RP4002187 105.68 
NT2RP4002188 70.98 
NT2RP4002199 31.14 
NT2RP4002206 39,97 
NT2RP4002210 26.97 
NT2RP4002222 38.72 
NT2RP4002241 81.81 
NT2RP4002248 85.52 
NT2RP4002250 6.36 
NT2RP4002259 29.41 
NT2RP4002268 159.71 
NT2RP4002288 181.37 
NT2RP4002290 56.9 
NT2RP4002298 53.47 
NT2RP4002306 53.35 
NT2RP4002308 42.24 
NT2RP4002336 68.71 
NT2RP4002340 19.09 
NT2RP40O2361 40.9 
NT2RP4002367 29.1 
NT2RP4002368 94.98 
NT2RP4002377 289.2 
NT2RP4002408 30.29 
NT2RP4002425 43.47 
NT2RP4002432 1549.3: 



83.62 57.12 2.09 1.43 

74.39 61.28 1.47 1.21 

146.69 103.17 1.29 0.91 

132.21 84.39 1.37 0.87 

63.23 54.34 1.34 1.15 

455.24 380.17 1.3 1.08 

117.62 116.72 1.91 1.9 

47.72 52.24 1.19 1.31 
33.93 26.12 1 1 
82.96 52,47 1.86 1.18 

36.73 33.16 1 1 
143.87 108.63 1.55 1.17 
249.16 249.24 1.05 1.05 
23.02 27.12 1 1 
29.18 27.89 1 1 
107.08 119 1.98 2.2 
200.72 148.95 1.97 1.46 
68.41 53.51 0.92 0.72 
384.55 332.82 1.01 1.01 
75.89 55.81 1.24 0.91 
115.78 77.24 1.75 1.17 

188.7 156.52 1.52 1.26 

83.01 65.67 1.39 1.1 



298.89 


317.57 


1.52 


1.62 


56.4 


49.37 


1.2 1.05 


83.37 


80.31 


1.38 


1.33 


157.98 


101.33 


1.29 


0.83 


137.58 


1-44.38 


1.3 


1.37 


106.05 


83.05 


1.49 


1.17 


47.63 


46.66 


1.19 


1.17 


38.91 


31.55 


1 


1 


23.02 


24.96 


1 


1 


58.99 


42.3 


1.47 


1.06 


88.06 


74.33 


1.08 


0.91 


108.46 


83.74 


1.27 


0.98 


20.54 


11.35 


1 


1 


42.66 


31. 34 


1.07 


1 


202.23 


161.92 


1.27 


1.01 


257.54 


204.61 


1.42 


1.13 


76.7 


71.74 


1.35 


1.26 


84.08 


46.67 


1.57 


0.87 


84.82 


74.88 


1.59 


1.4 


41.6 


33.19 


0.98 


0.95 


90.07 


67.38 


1.31 


0.98 


13.39 


14.64 


1 


1 


56.53 


37.12 


1.38 


0.98 


25.75 


23.97 


1 


1 


113.04 


103.33 


1.19 


1.09 


315.73 


317.74 


1.09 


1.1 


33.42 


32.09 


1 


1 


72.09 


45.88 


1.66 


1.06 



2074.3 1253.27 1.34 0.81 
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NT2RP4002447 


99.1 


100.15 


81.33 


1.01 


0.82 


NT2RP4002451 


55.07 


53.75 


50.58 


0.98 


0.92 


NT2RP4002461 


283.54 


296.78 


229.24 


1.05 


0.81 


NT2RP4002486 


52.21 


62.8 


51.82 


1.2 0.99 


NT2RP4002517 


86.77 


89.86 


85.96 


1.04 


0.99 


NT2RP4002556 


56.11 


73.77 


77.16 


1.31 


1.38 


NT2RP4002569 


96.58 


96.6 


81.78 


1 0 


85 


NT2RP4002587 


59.69 


46.93 


47.79 


0 7Q 


\J. o 


NT2RP4002591 


59.54 


66.69 


61.58 


1 12 


1 03 


NT2RP4002607 


65.45 


67.05 


57.12 


1 09 

I .VZ 


O £7 
U.o / 


NT2RP4002627 


1154.46 


1435.6 


1039.2 


1 .Z4 


r» q 
u.y 


NT9RP4002628 


89 25 


1 15.91 


86.23 


1 ..5 


A 07 


NT2RP40O2630 


139.5 


192.58 


143.27 




1 A3 


NT9RP4002639 


949 82 
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777.44 




A ft9 
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0.88 
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1.05 


NT2RP6000050 
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1 


1 
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29.69 


1 


1 
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NT2RP6000074 


27.19 


40.18 


36.98 


1 


1 


NT2RP6000083 
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1.33 


0.94 
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0.98 
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1 


0.97 
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28.6 
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1 


1 



NT2RP6000181 69.12 113.55 90.59 1.64 1.31 
NT2RP6000182 42.14 68.54 51.62 1.63 1.22 
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48 
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1.19 


1.73 
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58.7 


79.44 


0.85 


1.15 
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1597.07 


1399.58 1239.81 0.88 0.78 
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1 
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1 
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' 121.57 


1.09 


0.96 
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1 


1.04 
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84.53 


66.09 


1.39 


1.09 
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593.72 


714.83 


i 894.21 


1.2 


1.51 


OVARC1000178 


39.59 


38.33 


28.67 


1 


1 


OVARC1000182 


20.83 


21.3 


22.61 


1 


1 


OVARC1000186 


49.43 


45.22 


42.58 


0.91 


0.86 


OVARC10O0188 


29.19 


26.83 


21.31 


1 


1 


OVARC1000191 


26.54 


29.18 


21.28 


1 


1 
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OVARC1000198 62.71 85.36 58.69 1.36 0.94 

OVARC1000208 272.18 324.49 263.93 1.19 0.97 

OVARC1000209 141.71 150.62 119.37 1.06 0.84 

OVARC1000212 47.05 49.04 39.68 1.04 0.85 

OVARC 10002 16 17.93 18.99 19.61 1 1 

OVARC1000240 103.46 101.08 71.71 0.98 0.69 

OVARC1000241 47.76 37.11 42.61 0.84 0.89 

OVARC 1000249 34.16 38.99 36.88 1 1 

OVARC1000254 1580.54 2172.35 1417.43 1.37 0.9 

OVARC1000255 26.25 24.08 22.57 1 1 

OVARC1000267 158.61 196.13 154.6 1.24 0.97 

OVARC1000275 27.34 25.99 28.89 1 1 

OVARC1000287 62.95 64.26 84.75 1.02 1.35 

OVARC1000288 64.73 68.75 45.65 1.06 0.71 

OVARC1000298 79.52 94.53 100.14 1.19 1.26 

OVARC1000302 30.55 38.34 29.12 1 1 

OVARC1000304 37.61 40.63 42.47 1.02 1.06 

OVARC 1000307 36.06 33.36 41.11 1 1.03 

OVARC 1000309 29.18 27.03 22.21 1 1 

OVARC1000312 31.23 38.59 29.77 1 1 

OVARC1000313 102.54 157.6 184.77 1.54 1.8 

OVARC 1000321 152.01 148.5 138.68 0.98 0.91 

OVARC1000326 27.03 34.02 23.17 1 1 

OVARC1000327 29.37 30.83 26.7 1 1 

OVARC1000331 47.64 62.99 51.7 1.32 1.09 

OVARC1000335 27.77 28.39 32.55 1 1 

OVARC1000347 48.79 55.07 37.14 1.13 0.82 

OVARC1000348 17.11 23.34 19.96 1 1 

OVARC1000363 42.47 45.27 38.6 1.07 0.94 

OVARC1000377 29.55 27.57 31.2 1 1 

OVARC1000382 31.12 37.4 34.78 1 1 

OVARC1000384 37.91 42.89 31.82 1.07 1 

OVARC1000401 27.05 26.01 18.81 1 1 

OVARC1000406 1432.12 1992.66 2667.11 1.39 1.86 

OVARC1000407 55.42 62.17 49.83 1.12 0.9 

OVARC1000408 521.33 474.3 454.23 0.91 0.87 
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PLACE1000040 80.02 61.14 61.85 0.76 0.77 

PLACE1000048 49.01 44.9 46.33 0.92 0.95 

PLACE1000050 76.92 79.6 76.6 1.03 1 

5 PLACE1000061 1833.76 1628.1 1862.77 0.89 1.02 

PLACE1000066 100.49 137.52 143.02 1.37 1.42 

PLACE1000075 27.62 28.66 37.82 1 1 

PLACE1000078 108.32 94.57 102.84 0.87 0.95 

PLACE1 000081 22.97 26.54 22.74 1 1 

10 PLACE1000086 55.62 56.11 45.41 1.01 0.82 

PLACE1000094 22.42 45.59 26.18 1.14 1 

PLACE1000101 70.88 63.96 84.2 0.9 1.19 

PLACE1000121 24.82 20.96 22.84 1 1 

15 PLACE1000133 96.36 136.13 146.32 1.41 1.52 

PLACE1000142 38.87 34.64 40.54 1 1.01 

PLACE1000146 23.88 32.9 31.49 1 1 

PLACE1000163 55.99 61.61 42.54 1.1 0.76 

PLACE1000172 34.86 30.15 28.35 1 1 

20 PLACE1000181 28.93 39.59 30.35 1 1 

PLACE1000184 31.13 34.98 39.62 1 1 

PLACE1000185 59.19 53.44 60.92 0.9 1.03 

PLACE1000198 30.12 40.19 26.16 1 1 

PLACE1000213 38.99 48.17 37.26 1.2 1 

25 PLACE 10002 14 34.7 46.78 49.53 1.17 1.24 

PLACE1000220 73.76 70.27 66.16 0.95 0.9 

PLACE1000231 95.59 80.27 84.2 0.84 0.88 

PLACE1000236 39.98 42.02 37.68 1.05 1 

PLACE1000245 82.41 100.11 79.89 1.21 0.97 

30 PLACE1000246 40.74 34.37 31.89 0.98 0.98 

PLACE1000258 130.7 150.85 139.27 1.15 1.07 

PLACE1000288 24.77 24.09 32.17 1 1 

PLACE1O00292 106.53 113.38 98.12 1.06 0.92 

PLACE1000302 18.27 27.21 15.42 1 1 

35 PLACE1000304 65.7 62.07 62.7 0.94 0.95 

PLACE1000308 32.53 34.89 34.8 1 1 

PLACE1000309 58.44 64.89 69.33 1.11 1.19 

PLACE1000312 26.22 23.84 24.8 1 1 

PLACE 1000330 24.35 26.43 20.16 1 1 

40 PLACE1000332 35.75 32.57 26.57 1 1 

PLACE1000347 42.57 48.19 57.82 1.13 1.36 

PLACE1000351 31.19 20.96 22.08 1 1 

PLACE1000374 85.05 103.62 71.9 1.22 0.85 

45 PLACE1000380 36.69 40.89 43.75 1.02 1.09 

PLACE1000383 27.18 37.69 30.62 1 1 

PLACE1000397 29.25 23.24 30.83 1 1 

PLACE 1000401 38.53 42.86 33.59 1.07 1 

PLACE1000406 33.82 36.73 38.14 1 1 

so PLACE 10004 12 36.43 38.07 40.64 1 1.02 

PLACE1000420 89.72 84 76.38 0.94 0.85 

PLACE1000421 48.98 53.73 40.47 1.1 0.83 

PLACE1000423 289.62 300.74 318.77 1.04 1.1 

PLACE1000424 47.59 56.91 37.74 1.2 0.84 

55 PLACE1000430 35.21 29.9 25.42 1 1 
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PLACE 1000433 31.4 

PLACE 1000435 67.53 

PLACE 1000437 85.98 

PLACE 1000442 71.69 

PLACE 1000444 281.96 

PLACE 1000453 93.48 

PLACE 1000456 155.96 

PLACE1000465 88.14 

PLACE 1000481 60.69 

PLACE1000492 29.41 

PLACE 1000508 43.75 

PLACE 10005 12 43.13 

PLACE 1000540 60.89 

PLACE 1000541 194.23 

PLACE 1000546 58.5 

PLACE 1000547 62.12 

PLACE 1000560 27.65 

PLACE1000562 68.1 

PLACE 1000564 32.94 

PLACE 1000583 129.86 

PLACE 1000587 76.59 

PLACE1000588 44.17 

PLACE1000596 64.54 

PLACE1000599 121.52 

PLACE1000605 111.2 

PLACE1000610 36.84 

PLACE10O0611 88.85 

PLACE1000626 81.31 

PLACE1000633 89.73 

PLACE1000636 43.66 

PLACE1000653 48.6 

PLACE1000656 76.78 

PLACE1000663 22.81 

PLACE 1000706 47.62 

PLACE1000712 42.96 

PLACE1000716 36.32 

PLACE 1000740 74.99 

PLACE 1000748 59.7 

PLACE1 000749 69.67 

PLACE 1000751 90.04 

PLACE1000755 28.06 

PLACE1 000769 28.38 

PLACE 1000778 309.15 

PLACE 1000785 281.33 

PLACE 1000786 44.9 

PLACE1000793 49.42 

PLACE 1000795 44.34 
PLACE1 000798 56 

PLACE1000812 50.83 

PLACE 1000823 67.58 

PLACE 1000825 292.82 

PLACE 1000838 117.7 
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302.88 359.07 0.98 1.16 



264.97 226.92 0.94 0.81 
51.88 43.46 1.16 0.97 
67.76 62.97 1.37 1.27 
51.39 45.61 1.16 1.03 
57.48 53.18 1.03 0.95 
52.85 42.72 1.04 0.84 
81.4 78.53 1.2 1.16 
278.76 227.12 0.95 0.78 
102.23 110.08 0.87 0.94 
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PLACE! 000841 40.32 63.69 47.74 1.58 1.18 

PLACE1000843 46.51 40.25 48.16 0.87 1.04 

PLACE 1000849 46.45 41.04 46.47 0.88 1 

s PLACE1000856 36.71 40.33 41.25 1.01 1.03 

PLACE1000863 62.44 65.02 86.88 1.04 1.39 

PLACE 1000876 51.73 69.32 56.48 1.34 1.09 

PLACE1000899 40.08 45.46 36.02 1.13 1 

PLACE1000907 121.51 131.23 137.97 1.08 1.14 

10 PLACE1000909 64.51 62.85 76.14 0.97 1.18 

PLACE1000912 17.7 22.05 17.88 1 1 

PLACE1000914 32.84 31.69 26.59 1 1 

PLACE1000918 23.6 42.91 25.79 1.07 1 

PLACE1000927 92.92 134.99 144.28 1.45 1.55 

15 PLACE1000931 43.54 48.87 49.05 1.12 1.13 

PLACE1000944 46.12 56.25 42.79 1.22 0.93 

PLACE1000948 31.87 30.6 29.54 1 1 

PLACE1000958 26.58 22.19 27.28 1 1 

20 PLACE1000972 77.78 102.18 78.45 1.31 1.01 

PLACE1000977 37.49 43.04 37.27 1.08 1 

PLACE1000979 56.17 42.68 63.84 0.76 1.14 

PLACE1000986 25.37 30.46 29.36 1 1 

PLACE1000987 31.24 34.96 33.17 1 1 

25 PLACE1001000 60.23 87.53 55.33 1.45 0.92 

PLACE1001007 62.89 63.91 57.94 1.02 0.92 

PLACE1001010 32.73 43.47 36.9 1.09 1 

PLACE1001015 25.94 37.23 23.1 1 1 

PLACE1001016 67.56 68.13 64.74 1.01 0.96 

so PLACE1001022 24.1 29.77 22.61 1 1 

PLACE1001024 24.54 28.89 23.58 1 1 

PLACE 100 1036 52.29 53.52 38.48 1.02 0.76 

PLACE 100 1038 253.42 281.94 250.92 1.11 0.99 

PLACE1001048 26.43 26.89 24.61 1 1 

35 PLACE1001054 1175.51 1243.17 853.43 1.06 0.73 

PLACE1001062 65.69 88.71 61.11 1.35 0.93 

PLACE1001063 22.22 18.82 21.06 1 1 

PLACE1001076 23.43 22.79 18.47 1 1 

PLACE1001081 72.77 65.53 103.11 0.9 1.42 

40 PLACE1001088 32.05 30.28 39.19 1 1 

PLACE1001092 53.83 55.44 46.76 1.03 0.87 

PLACE1001098 151.65 175.93 181.39 1.16 1.2 

PLACE1001100 54.47 53.59 38.53 0.98 0.73 

PLACE1001104 32.63 33.73 33.87 1 1 

PLACE1001114 46.98 47.37 50.39 1.01 1.07 

PLACE1001118 53.9 66.84 51.97 1.24 0.96 

PLACE1001123 66.86 69.57 68.68 1.04 1.03 

PLACE1001136 65.85 79.52 60.64 1.21 0.92 

so PLACE1001144 90.6 79.44 58.29 0.88 0.64 

PLACE1001147 55.83 58.23 55.99 1.04 1 

PLACE1001148 41.47 34.75 55.19 0.96 1.33 

PLACE1001159 31.15 31.69 25.91 1 1 

PLACE1001168 41.99 53.56 68.74 1.28 1.64 

55 PLACE1001171 18.09 17.01 11.3 1 1 
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144.35 156.63 222.58 1.09 1.54 

21.17 20.97 23.23 1 1 

39.26 44.3 44.46 1.11 1.11 

29.64 27.34 25.08 1 1 

44.35 52.36 37.68 1.18 0.9 
106.67 108.23 94.51 1.01 0.89 
107.02 84.34 109.11 0.79 1.02 

59.63 60.93 69.28 1.02 1.16 
46.89 44.32 37.19 0.95 0.85 
67.5 61.74 72.29 0.91 1.07 

35.36 145.54 176.62 3.64 4.42 

67.64 68.66 60.16 1.02 0.89 
59.24 49.05 59.78 0.83 1.01 
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15 



20 



PLACE1001536 21.36 23 24.62 1 1 

PLACE1001545 299.5 242.39 336.18 0.81 1.12 

PLACE1001551 52.49 59.71 48.37 1.14 0.92 

5 PLACE1001564 32.98 43.9 34.74 1.1 1 

PLACE1001570 37.67 45.32 43.97 1.13 1.1 

PLACE1001571 60.72 58.01 57.65 0.96 0.95 

PLACE1001595 131.76 206.77 116.03 1.57 0.88 

PLACE1001602 140.17 124.26 134.66 0.89 0.96 

10 PLACE 100 1603 106.03 99.78 98.98 0.94 0.93 

PLACE1001608 50.87 50.16 41.39 0.99 0.81 

PLACE1001610 152.25 167.91 138.81 1.1 0.91 

PLACE1001611 23.89 32.27 24.71 1 1 

PLACE 1001629 26.65 29.58 37.06 I 1 

PLACE1001632 30.66 37.71 44.36 1 1.11 

PLACE1001634 172.71 157.55 99.09 0.91 0.57 

PLACE1001637 25.7 21.53 18.93 1 1 

PLACE1001640 57.73 81.27 57.98 1.41 1 

PLACE1001655 20.38 17.61 16.27 1 1 

PLACE1001672 36.77 44.13 45.88 1.1 1.15 

PLACE1001676 61.14 47.49 68.28 0.78 1.12 

PLACE1001683 130.38 163.09 126.67 1.25 0.97 

PLACE1001691 66.24 137.29 148.77 2.07 2.25 

25 PLACE1001692 107.1 130.47 90.19 1.22 0.84 

PLACE1001705 103 105.83 98.71 1.03 0.96 

PLACE1001716 34.04 37.84 33.36 1 1 

PLACE1001720 22.82 19.21 23.04 1 1 

PLACE 1001728 23.74 33.98 26.51 1 1 

30 PLACE 1001 729 42.25 41.32 31.82 0.98 0.95 

PLACE1001739 27.27 36.66 35.51 1 1 

PLACE1001740 41.28 37.48 41.21 0.97 1 

PLACE 1001 745 33.2 30.85 2:5.22 1 1 

PLACE1001746 58.49 62.26 51.19 1.06 0.88 

35 PLACE 100 1748 91.44 111.27 90.04 1.22 0.98 

PLACE1001753 46.48 41.49 42.81 0.89 0.92 

PLACE1001756 206.24 206.45 146.37 1 0.71 

PLACE1001761 105 105.33 114.94 1 1.09 

PLACE1001767 906.39 1018.83 646.39 1.12 0.71 

40 PLACE1001771 50.78 47.05 50.31 0.93 0.99 

PLACE1001775 56.72 58.09 52.35 1.02 0.92 

PLACE1001777 250.62 301.05 385.02 1.2 1.54 

PLACE1001781 47.54 45.66 50.36 0.96 1.06 

PLACE1001783 25.79 23.91 24.74 1 1 

PLACE1001786 27.32 22.95 23.3 1 1 

PLACE1001788 63.8 50.58 49.3 0.79 0.77 

PLACE1001795 55.25 47.94 42.33 0.87 0.77 

PLACE1001799 19.31 21.26 19.78 1 1 

50 PLACE1001810 37.78 34 28.42 1 1 

PLACE1001817 51.28 35.63 49.47 0.78 0.96 

PLACE1001821 90.72 88.49 68.61 0.98 0.76 

PLACE1001836 40.93 47.62 45.4 1.16 1.11 

PLACE1001844 50.7 52.62 49.15 1.04 0.97 

55 PLACE1001845 114.64 148.46 138.06 1.3 1.2 



45 
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BNSDOCID: <EP 1 1 30094 A2_l_> 



EP 1 130 094 A2 



PLACE1001858 39.69 37.7 4^.91 1 1.15 

PLACE1001869 66.67 56.7 50.32 0.85 0.75 

PLACE1001890 139.54 181.8 133.9 1.3 0.96 

PLACE1001897 103.15 90.08 92.86 0.87 0.9 

PLACE1001902 132.93 111.17 101.84 0.84 0.77 

PLACE1001904 21.63 26.18 17.37 1 1 

PLACE 1001 907 51.16 54.84 43.55 1.07 0.85 

PLACE1001910 4125.55 5812.98 5956.63 1.41 1.44 

PLACE1001912 98.39 125.69 81.71 1.28 0.83 

PLACE1001918 75.3 178.35 171.51 2.37 2.28 

PLACE 1001920 38.58 44.62 25.77 1.12 1 

PLACE1001928 59.67 54.32 45.81 0.91 0.77 

PLACE1001930 42.5 39.89 29.86 0.94 0.94 

PLACE1001949 30.76 31.17 25.06 1 1 

PLACE1001959 30.92 27.74 44.02 1 1.1 

PLACE1001969 43.67 68.4 60.61 1.57 1.39 

PLACE1001974 58.47 87.97 70.98 1.5 1.21 

PLACE1001981 20.55 19.1 19.17 1 1 

PLACE1001983 50.42 56.62 39.13 1.12 0.79 

PLACE1001989 64.23 61.57 57.16 0.96 0.89 

PLACE1002004 138.52 136.78 156.35 0.99 1.13 

PLACE1002008 78.06 75.77 80.18 0.97 1.03 

PLACE1002015 397.49 417.71 445.16 1.05 1.12 

PLACE1002044 41.16 31.51 40.22 0.97 0.98 

PLACE1002046 44.29 35.77 47.55 0.9 1.07 

PLACE1002052 20.68 23.54 25.31 1 1 

PLACE1002066 178.37 183.05 183.25 1.03 1.03 

PLACE1002072 78.28 81.5 77.13 1.04 0.99 

PLACE1002073 27.9 28.71 34.29 1 1 

PLACE10O208O 61.82 72.61 63.14 1.17 1.02 

PLACE1 002081 40.52 38.51 38.8 0.99 0.99 

PLACE1002090 79.31 102.85 131.29 1.3 1.66 

PLACE1002095 63.25 73 81.15 1.15 1.28 

PLACE1002102 47.9 64.22 87.09 1.34 1.82 

PLACE1002109 121.13 154.2 113.37 1.27 0.94 

PLACE 10021 15 47.16 53.43 44.36 1.13 0.94 

PLACE1002119 220.58 222 254.75 1.01 1.15 

PLACE1 002140 224.21 154.92 220.12 0.69 0.98 

PLACE100215O 46.55 38.95 33.85 0.86 0.86 

PLACE1002153 34.37 46.95 43.15 1.17 1.08 

PLACE1002157 36.71 37.17 35.5 1 1 

PLACE1002163 41.57 43.98 53.8 1.06 1.29 

PLACE 1002 168 80.08 72.26 77.83 0.9 0.97 

PLACE1002170 32.62 28.6 3L69 1 1 

PLACE1002171 54.23 42.59 50.12 0.79 0.92 

PLACE1002180 55.02 46.62 41.61 0.85 0.76 

PLACE1002184 117.06 172.52 143.25 1.47 1.22 

PLACE 1002200 33.2 36.06 34.77 1 1 

PLACE1002205 93.98 75.49 65.05 0.8 0.69 

PLACE1002213 49.41 60.19 55.06 1.22 1.11 

PLACE1002219 32.08 34.58 42.83 1 1.07 

PLACE1002227 39.22 41.44 39.22 1.04 1 
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EP1 130 094 A2 



PLACE 1002253 


13.18 


15.01 


11.64 


1 


1 


PLACE 1002256 


36.08 


42.07 


41.31 


1.05 


1.03 


PLACE1O02259 


35.42 


38.71 


28.99 


1 


1 


PLACE1002285 


21.44 


22.04 


22.02 


1 


1 


PLACE 1002301 


39.97 


51.82 


47.69 


1.3 


1.19 


PLACE 10023 10 


38.3 


53.71 


59.83 1.34 


1.5 


PLACE 10023 11 


32.31 


31.35 


21.52 


1 


1 


PLACE 10023 19 


39.1 


37.88 


38.01 


1 


1 


PLACE1002329 


42.35 


45.03 


28.89 


1.06 


0.94 


PLACE 1002333 


22.15 


21.3 


18.15 


1 


1 


PLACE1002342 


57.91 


78.12 


77.69 


1.35 


1.34 


PLACE1002343 


24.89 


27.37 


21.38 


1 


1 


PLACE1002355 


29.14 


51.73 


37.92 


1.29 


1 


PLACE1O02358 


35.63 


34.51 


30.06 


1 


1 


PLACE 1002359 


59.86 


66.1 


56.59 


1.1 


0.95 


PLACE 1002374 


108.32 


173.07 


169 76 


1.6 


1.57 


PLACE1002376 


123.21 


156.84 


14^ ^7 


1 27 


1.16 


PLACE1 002379 


56.01 


73.79 


1 l .77 




1.39 


PLACE1002386 


18.78 


17.51 


OCl R1 


i 


1 


PLACE 1002395 


131.23 


134.81 


QO 74 


1.03 


0.69 


PLACE1 002399 


33.82 


41.2 


^(\ 1 1 

D\j, 1 1 


1.03 


1.25 


PLACE1002407 


28.08 


24.72 


-;9 3 


1 


1 


PLACE1 002433 


39.73 


34.06 


OA 

ZQ.J7 


1 


1 


PLACE1002437 


28.87 


27.38 


OA 00 


1 


1 


PLACE 1002438 


27.94 


29.9 


0/1 fiS 


1 


1 


PLACE 1002446 


31.05 


33.92 




1 


1.32 


PLACE 1002447 


38.57 


23.64 




1 


1 


PLACE1002450 


31.98 


40.64 


39.26 


1.02 


1 


PLACE 1002462 


34 


36.24 


27.07 


1 


1 


PLACE 1002465 


37.59 


32.41 


32.62 


1 


1 


PLACE1 002474 


34.19 


30.1 


31.83 


1 


1 


PLACE1002477 


215.53 


256.98 


192.24 


1.19 0.89 


PLACE 1002493 


117.08 


120.94 


66.9 


1.03 


0.57 


PLACE1002497 


22.96 


20.27 


15.65 


1 


1 


PLACE 1002499 


50.73 


58.7 


59.23 


1.16 


1.17 


PLACE1 002500 


96.27 


147.8 


112.4 


1.54 


1.17 


PLACE1002514 


33.61 


26.45 


23.6 


1 


1 


PL ACE 10025 18 


41.61 


56.08 


61.21 


1.35 


1.47 


PLACE1002529 


35.95 


30.55 


27.67 


1 


1 


PLACE1002532 


111.18 


127.2 


70.27 


1.14 


0.63 


PLACE 1002536 


154.38 


153.55 128.51 


0.99 0.83 


PLACE 1002537 


61.55 


59.88 


57.19 


0.97 


0.93 


PLACE1002539 


37.9 


30.66 


31.19 


1 


1 


PLACE1002547 


67.73 


93.86 


89.6 


1.39 


1.32 


PLACE 1002571 


63.4 


74.13 


58.68 


1.17 


0.93 


PLACE 1002578 


132.43 


150.29 116.55 1.13 0.88 


PLACE 1002583 


32.14 


34.49 


24.56 


1 


1 


PLACE 1002591 


37.57 


41 


27.91 


1.03 


1 


PLACE1002598 


96.18 


87.39 


79.55 


0.91 


0.83 


PLACE 1002604 


54.28 


66.18 


49.22 


1.22 


0.91 


PLACE1002612 


95.35 


95.19 


103.19 


1 


1.08 


PLACE1002625 


35.29 


35.5 


37.17 


1 


1 
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EP 1 130 094 A2 



PLACE 100263 8 


36.08 


51.42 


37.95 


1.29 


1 


PLACE 1002655 


77.69 


90.45 


87.49 


1.16 


1.13 


PLACE 1002665 


31.49 


32.82 


23.4 


1 


1 


PLACE 1002685 


17.89 


18.59 


13.37 


1 


1 


PLACE 1002692 


127.12 


135.43 


105.27 


1.07 


0.83 


PLACE 10027 14 


19.26 


20.24 


19.68 


1 


1 


PLACE 1002721 


34.62 


40.72 


46.88 


1.02 


1.17 


PLACE 1002722 


19.06 


20.66 


14.68 


1 


1 


PLACE 1002726 


40.31 


30.8 


31.87 


0.99 


0.99 


PLACE 1002756 


78.21 


83.19 


71.78 


1.06 


0.92 


PLACE 1002768 


25.22 


31.86 


26.26 


1 


1 


PLACE 1002772 


20.72 


18 : 


15.78 


1 


1 


PLACE 1002775 


68.56 


83.59 


84.85 


1.22 


1.24 


PLACE1002780 


19.13 


20.21 


19.82 


1 


1 


PLACE1 002782 


14.99 


11.76 


15.12 


1 


1 


PLACE 1002794 


26.71 


32.3 


25.11 


1 


1 


PLACE 1002795 


51.53 


51.44 


55.42 


1 


1.08 


PLACE 10028 11 


19.7 


15.5 


14.68 


1 


1 


PLACE1002815 


51.13 


46.51 


44.21 


0.91 


0.86 


PLACE 10028 16 


144.66 


145.59 


134.13 


1.01 


0.93 


PLACE 1002822 


37.08 


39.75 


33.18 


1 


1 


PLACE 1002833 


99.65 


99.15 


105.52 


0.99 


1.06 


PLACE 1002834 


90.65 


105.86 


92.19 


1.17 


1.02 


PLACE 1002835 


21.6 


20.73 


17.21 


1 


1 


PLACE 1002839 


35.83 


40.12 


42.4 


1 ] 


1.06 


PLACE 1002851 


37.62 


50.62 


39.26 


1.27 


1 


PLACE 1002853 


77.21 


86.13 


73.13 


1.12 


0.95 


PLACE 1002881 


178.57 


217.28 


143.56 


1.22 


0.8 


PLACE 1002901 


162.03 


130.28 


155.87 


0.8 


0.96 


PLACE 1002904 


41.21 


32.91 


35.47 


0.97 


0.97 


PLACE 1002905 


60.55 


65.83 


58.21 


1.09 


0.96 


PLACE 1002908 


37.5 


41.43 


40.54 


1.04 


1.01 


PLACE 10029 11 


50.17 


67.78 


80.71 


1.35 


1.61 


PLACE 1002941 


41.63 


57.62 


41.65 


1.38 


1 


PLACE1002950 


60.18 


35.74 


54.95 


0.66 


0.91 


PLACE 1002955 


500.04 


509.35 


572.07 


1.02 


1.14 


PLACE1 002958 


300.19 


264.52 


323.01 


0.88 


1.08 


PLACE1 002962 


31.57 


28.46 


29.19 


1 


1 


PLACE 1002967 


58.45 


68.94 


55.81 


1.18 


0.95 


PLACE 1002968 


74.85 


90.97 


72.09 


1.22 


0.96 


PLACE 1002976 


111.45 


136.26 


171.19 


1.22 


1.54 


PLACE 1002991 


68.54 


89.4 


62.41 


1.3 


0.91 


PLACE 1002993 


109.46 


111.94 


93.86 


1.02 


0.86 


PLACE 1002996 


52.75 


45.18 


57.04 


0.86 


1.08 


PLACE1003010 


227.78 


176.08 


214.3 


0.77 


0.94 


PLACE 1003025 


82.24 


84.89 


67.49 


1.03 


0.82 


PLACE 1003027 


43.36 


36.79 


58.67 


0.92 


1.35 


PLACE 1003044 


27.11 


31.6 


30.76 


1 


1 


PLACE 1003045 


28.39 


20.72 


24.75 


1 


1 


PLACE 1003052 


46.7 


55.42 


35.28 


1.19 


0.86 


PLACE 1003083 


39.42 


35.4 


30.63 


1 


1 


PLACE 1003085 


105.31 


95.13 


165.83 


0.9 


1.57 
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EP 1 130 094 A2 

PLACE1003092 53.65 49.63 61.79 0.93 1.15 
PLACE1003097 19.84 17.97 16.61 1 1 

PLACE1003100 43.48 42.63 54.49 0.98 1.25 

PLACE1003108 67.4 69.86 56.14 1.04 0.83 



PLACE 1003 115 2429.86 




1 *\6A 


n ft 




PLACE 1003 120 


190.38 


loo. 69 


1 11. 1 


U.Vo 


A Q 1 


PLACE 1003 135 


22.74 


21.24 


1 J.Zd 


1 


1 


PLACE 1003 136 


66.07 


82.56 


84.67 


1.25 


1 

1.28 


PLACE1003141 


38.76 


48.18 


4 1.93 


1 o 

1.2 


1 f\C 

1.05 


PLACE 1003 145 


39.3 


41.02 < 


42.47 


1.03 


1.06 


PLACE 1003 147 


32.84 


46.21 


44.01 


1.16 


1.1 


PLACE1003153 


55.32 


63.18 


48.47 


1.14 


0.88 


PLACE1003163 


87.96 


126.75 


137.45 


1.44 


1.56 


PLACE1003172 


292.86 


334.87 


290.66 


1.14 


0.99 


PLACE1003174 


44.47 


47.73 


42.71 


1.07 


0.96 


PLACE1003176 


35.28 


43.34 


27.58 


1.08 


1 


PLACE1003181 


44.5 


38.93 


34.82 


0.9 


0.9 


PLACE1003184 


21.75 


19.42 


16.07 


1 


1 


PLACE 1003 190 


53.54 


44.24 


78.5 


0.83 


1.47 


PLACE 1003200 


19.44 


17.3 


16.03 


1 


1 


PLACE 1003205 


149.26 


188.41 


143.32 


1.26 


0.96 


PLACE 1003 209 


24.57 


23.64 


19.44 


1 


1 


PLACE1003214 


29.44 


37.32 


25.25 


1 


1 


PLACE1003229 


58.97 


74.77 


48.92 


1.27 


0.83 


PLACE 1003238 


23.79 


31.2 


22.95 


1 


1 


PLACE 1003249 


76.24 


88.55 


60.02 


1.16 


0.79 


PLACE1003256 


136.88 


173.8 


158.56 


1.27 


1.16 


PLACE1003258 


26.94 


29.08 


19.67 


1 


1 


PLACE 1003279 


289.62 


288.28 


218.59 


1 


0.75 


PLACE 1003294 


40.84 


31.78 


29.14 


0.98 


0.98 


PLACE 1003296 


50.97 


44.86 


42.34 


0.88 


0.83 


PLACE 1003297 


368.37 


299.91 


291.38 


0.81 


0.79 


PLACE1003302 


113.04 


132.54 


114.02 


1.17 


1.01 


PLACE 1003334 


41.77 


44.78 


39.07 


1.07 


0.96 


PLACE 10033 37 


313.35 


296.56 


240.71 


0.95 


0.77 


PLACE 1003342 


22.4 


35.38 


23.63 


1 


1 


PLACE 1003343 


30.97 


30.24 


26.77 


1 


1 


PLACE 1003344 


199.37 


235.82 


176.95 


1.18 


0.89 


PLACE1003353 


498.58 


500.44 


453.52 


1 


0.91 


PLACE 1003361 


93.89 


106.31 


91.43 


1.13 


0.97 


PLACE1003366 


78.26 


94.5 


66.92 


1.21 


0.86 


PLACE1003369 


5.77 


2.72 


5.34 


1 


1 


PLACE 1003372 


57.21 


51.02 


82.26 


0.89 


1.44 


PLACE1003373 


193.53 


234.31 


178.93 


1.21 


0.92 


PLACE1003375 


31.83 


33.45 


28.49 


1 


1 


PLACE1003378 


14.4 


11.05 


6.95 


1 


1 


PLACE 1003383 


35.89 


36.91 


29.46 


1 


1 


PLACE 1003394 


68.37 


65.46 


64.47 


0.96 


0.94 


PLACE1003401 


9.48 


14.44 


5.74 


1 


1 


PLACE 1003405 


31.77 


38.58 


39.98 


1 


1 


PLACE1003407 


47.62 


69.36 


59.4 


1.46 


1.25 


PLACE1003420 


97.91 


112.98 


; 116.4 


1.15 


1.19 
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EP 1 130 094 A2 



PLACE1 003428 14.9 
PLACE1003432 54.93 
PLACE 1003438 32.24 
PLACE1003452 46.53 
PLACE 1003454 39.61 
PLACE10O3455 36.33 
PLACE1003456 108.71 
PLACE1003460 102.86 
PLACE 1003478 21.22 
PLACE1 003484 350.57 
PLACE 1003493 206.05 
PLACE1003503 782.31 
PLACE1003505 183.24 
PLACE1003516 45.11 
PLACE1003519 314.62 
PLACE1003520 262.65 
PLACE1003521 49.86 
PLACE 1003525 125.96 
PLACE 1003528 1564.65 
PLACE 1003529 41.65 
PLACE1003537 58.26 
PLACE 1003549 71.19 
PLACE1003553 33.32 
PLACE1003566 129.04 
PLACE1003568 25.89 
PLACE1003573 50.28 
PLACE1003575 122.7 
PLACE1003583 35.13 
PLACE1003584 68.08 
PLACE 1003592 130.19 
PLACE 1003593 31.68 
PLACE 1003594 71.43 
PLACE1003596 150.3 
PLACE1003598 100.52 
PLACE1003602 52.87 
PLACE1003605 467.51 
PLACE1003611 89.33 
PLACE1003618 28.29 
PLACE 1003625 31.69 
PLACE1003626 283.72 
PLACE1003630 54.08 
PLACE1003635 39.71 
PLACE 1003638 65.67 
PLACE1003644 148.25 
PLACE 1003654 29.17 
PLACE 1003656 45.98 
PLACE 1003660 69.53 
PLACE1003669 32.51 
PLACE 1003670 155.29 
PLACE 1003671 29.58 
PLACE 1003697 32.77 
PLACE 1003704 46.2 



21.6 14.87 1 1 

40.52 47.7 0.74 0.87 

30.44 24.69 1 1 

35.85 47.65 0.86 1.02 
50.18 45.74 1.25 1.14 

33.93 32.61 1 1 
98.84 105.2 0.91 0.97 
100.68 102.3 0.98 0.99 

36.98 21.27 1 1 

284.4 235.73 0.81 0.67 
248.77 248.38 1.21 1.21 
770.43 847.28 0.98 1.08 

231.77 199.38 1.26 1.09 
53.26 56.23 1.18 1.25 
383.46 434.26 1.22 1.38 
580.45 525.45 2.21 2 

76.87 55.98 1.54 1.12 
134.81 112.91 1.07 0.9 
1648.77 1526.57 1.05 0.98 
28.28 28.22 0.96 0.96 
41.57 70.53 0.71 1.21 

60.94 46.62 0.86 0.65 

33.26 30.39 1 1 
183.13 165.12 1.42 1.28 
43.04 31.17 1.08 1 

42.88 45.95 0.85 0.91 
135.29 90.48 1.1 0.74 
38.24 32.11 1 1 

74.06 61.63 1.09 0.91 
171.31 138.87 1.32 1.07 
37.2 39.66 1 1 

93.99 104.68 1.32 1.47 
154.27 135.36 1.03 0.9 

98.24 96.34 0.98 0.96 

50.33 60.7 0.95 1.15 

490.79 396.84 1.05 0.85 

110.21 81.69 1.23 0.91 

31.43 27.78 1 1 

39.67 45.94 1 1.15 

224.78 209.61 0.79 0.74 
63.75 40.92 1.18 0.76 

34.86 29.62 1 1 
77.09 51.77 1.17 0.79 

167.05 116.51 1.13 0.79 
27.24 37.13 1 1 
64.88 74.77 1.41 1.63 
86.73 71.97 1.25 1.04 

45.27 35.34 1.13 1 
157.75 143.9 .1.02 0.93 

31.07 29.68 1 1 
42.06 124.21 1.05 3.11 
53.43 49.07 1.16 1.06 
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EP1 130 094 A2 



PLACE1003709 21.1 

PLACE1003711 57.95 

PLACE1 003723 64.95 

PLACE1003724 126.19 

PLACE1003737 33.88 

PLACE1003738 56.01 

PLACE 1003742 59.61 

PLACE1 003744 87.46 

PLACE 1003758 26.25 

PLACE 1003760 198.63 

PLACE 1003762 48.59 

PLACE1003765 72.13 

PLACE1003768 52.93 

PLACE1003771 156.89 

PLACE1003772 1326.11 

PLACE1003783 40.78 

PLACE 1003784 35.32 

PLACE 1003788 16.15 

PLACE 1003795 69.33 

PLACE1003827 74.21 

PLACE 1003833 40.41 

PLACE 1003839 564.98 

PLACE 1003845 107.06 
PLACE 1003850 63.8 

PLACE1003852 24.02 
PLACE1003858 29.1 

PLACE1003861 112.21 

PLACE 1003864 40.19 

PLACE1003870 266.48 

PLACE 1003885 25.52 

PLACE 1003886 81.35 

PLACE 1003888 39.04 

PLACE 1003892 206.13 

PLACE 1003900 57.88 

PLACE 1003902 40.78 
PLACE1003903 28.5 

PLACE1003915 40.52 

PLACE3003918 52.38 
PLACE 1003923 53.3 

PLACE 1003932 49.92 

PLACE1003936 29.36 

PLACE 1003966 46.44 

PLACE1003968 62.13 

PLACE1004018 65.03 

PLACE 1004020 100.08 
PLACE 1004028 14.25 

PLACE1004034 37.37 

PLACE 1004042 347.79 

PLACE 1004078 43.15 
PLACE1004103 74.8 

PLACE1004104 204.1 

PLACE1004113 51.84 



22.79 22.2 1 1 
44.93 49.55 0.78 0.86 
63.87 54.85 0.98 0.84 
128.74 117.29 1.02 0.93 
40.76 32.52 1.02 1 
62.95 50.36 1.12 0.9 

66.3 57.81 1.11 0.97 
98.48 35.09 1.13 0.97 
23.92 30.05 1 1 
264.05 284.47 1.33 1.43 

59.1 41.22 L22 0.85 
74.99 56.69 1.04 0,79 
50.85 38.01 0.96 0.76 
168.16 133.56 1.07 0.85 
1338.01 1235.63 1.01 0.93 

42.6 38.87 1.04 0.98 
31.33 31.62 1 1 

15.6 13.57 1 1 
75.16 71.21 1.08 1.03 
106.07 131.59 1.43 1.77 

38.8 30.6 0.99 0.99 

498.2 452.27 0.88 0.8 
114.29 87.76 1.07 0.82 
58.95 53.45 0.92 0.84 

15.1 18.58 1 1 
40.09 42.99 1 1.07 

124.5 120.75 1.11 1.08 
41.75 36.75 1.04 1 
329.04 207.77 1.23 0.78 
42.25 33.9 1.06 1 
79.28 74.9 0.97 0.92 
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PLACE1004708 207.22 227.65 205.56 1.1 0.99 

PLACE1004716 158.09 131.22 159.6 0.83 1.01 

PLACE1004722 39.69 47.66 34.38 1.19 1 

5 PLACE1O04736 103.31 78.43 109.86 0.76 1.06 

PLACE1O04737 37.33 40.44 27.74 1.01 1 

PLACE1O04740 70.48 106.24 121.63 1.51 1.73 

PLACE10O4743 35.03 27.05 25.32 1 1 

PLACE 1004751 54.43 69.55 64.09 1.28 1.18 

10 PLACE1004757 177.06 181.12 169.77 1.02 0.96 

PLACE 1004761 34 31.06 35.86 1 1 

PLACE1004773 30.98 28.52 30.42 1 1 

PLACE1004775 14.4 16.78 10.02 1 1 

15 PLACE1004777 26.78 34.18 24.46 1 1 

PLACE1004793 30.43 36.04 28.51 1 1 

PLACE1004796 46.08 51.98 46.13 1.13 1 

PLACE1004804 21.4 25.53 29.44 1 1 

PLACE1004813 108.55 112.81 78.88 1.04 0.73 

20 PLACE1004814 217.28 198.39 234.28 0.91 1.08 

PLACE1004815 41.79 44.51 36.77 1.07 0.96 

PLACE1004816 25.64 24.95 18.01 1 1 

PLACE1004824 94.12 86.16 80.67 0.92 0.86 

PLACE 1004827 42.22 37.37 43.88 0.95 1.04 

25 PLACE1004836 53.01 50.84 41.19 0.96 0.78 

PLACE1004838 25.58 24.86 26.19 1 1 

PLACE 1004840 32.92 31.37 23.93 1 1 

PLACE1004842 37.6 33.39 23.96 1 1 

PLACE1004850 27.87 30.65 23.65 1 1 

30 PLACE1004868 31.05 27.28 32.01 1 1 

PLACE1004885 41.35 54.34 36.85 1.31 0.97 

PLACE1004886 26.38 36.64 32.21 1 1 

PLACE1004887 265.33 679.13 511.75 2.56 1.93 

PLACE1004896 35.15 55.19 48.06 1.38 1.2 

35 PLACE1004900 110.48 137.06 104.42 1.24 0.95 

PLACE1004902 56.18 63.04 62.72 1.12 1.12 

PLACE1004904 35.56 41.39 44.64 1.03 1.12 

PLACE1004911 101.01 83.57 101.41 0.83 1 

PLACE1004913 33.78 28.38 26.83 1 1 

PLACE 10049 18 28.12 30.06 20.87 1 1 

PLACE1004930 44.21 39.5 43.9 0.9 0.99 

PLACE1004934 30.02 33.97 36.31 1 1 

PLACE1004937 41.99 43.62 36.19 1.04 0.95 

45 PLACE 1004949 387.69 536 .19 490.03 1.38 1.26 

PLACE1004969 30.07 28.59 21.77 1 1 

PLACE1004970 17.22 12.03 17.88 1 1 

PLACE1004972 37.41 41.08 40.74 1.03 1.02 

PLACE1004974 22.2 26.49 24.87 1 1 

so PLACE1 004975 25.19 26.69 21.49 1 1 

PLACE1 004979 99.07 105.39 101.37 1.06 1.02 

PLACE1 004982 87.22 92.31 86.84 1.06 1 

PLACE1 004985 29.21 28.18 25.76 1 1 

PLACE1005003 75.58 71.91 54.65 0.95 0.72 

55 PLACE1005004 23.89 17.83 12.04 1 1 



BNSDOCID: <EP 1 1 30094A2_I_> 
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PLACE 1005005 82.75 

PLACE 1005011 778.5 

PLACE1005026 28.8 

PLACE 1005027 49.51 

PLACE1005031 62.85 

PLACE 1005036 143.79 

PLACE 1005041 49.86 

PLACE 1005046 84.21 

PLACE 1005047 22.51 

PLACE1005052 90.85 

PLACE1005055 50.92 

PLACE1005066 75.14 

PLACE 1005077 30.3 

PLACE 1005085 83.67 

PLACE 1005086 101.48 

PLACE 1005088 357.2 

PLACE 1005089 37.14 

PLACE1005101 42.93 

PLACE1005102 56.52 

PLACE 1005 108 72.54 

PLACE1005110 13.81 

PLACE1005111 20.64 

PLACE1005123 123.7 

PLACE 1005124 43.31 

PLACE1005128 132.8 

PLACE1005130 38.65 

PLACE1005141 130.79 

PLACE 1005146 25.44 

PLACE1005152 54.53 
PLACE 1005 157 30.2 

PLACE 1005 162 62.82 

PLACE 1005 170 49.13 

PLACE 1005 176 17.88 

PLACE1005181 15.51 

PLACE 1005 184 89.71 

PLACE1005186 68.29 

PLACE1005187 43.18 

PLACE 1005 189 93.46 

PLACE1005193 27.01 

PLACE 1005200 90.96 

PLACE1005206 35.25 

PLACE1O05216 72.34 
PLACE1005223 56.97 
PLACE 1005225 30.95 
PLACE1005232 93.45 
PLACE1005239 27.92 
PLACE1005243 46.36 
PLACE100525O 63.7 
PLACE 1005261 39.94 
PLACE 1005266 50.13 

PLACE1005271 105.46 
PLACE1005277 23.12 



84.73 71.73 1.02 0.87 

847.92 631.14 1.09 0.81 

40.65 36.67 1.02 1 

56.36 53.55 1.14 1.08 

74.25 45.61 1.18 0.73 

167.62 129.45 1.17 0.9 
45.09 51.96 0.9 1.04 
112.84 82.55 1.34 0.98 
27.41 16.71 1 1 
113.45 114.68 1.25 1.26 

76.6 52.3 1.5 1.03 
83.4 85.5 1.11 1.15 

30.8 20.94 1 1 
127.5 74.04 1.52 0.88 
119.52 34.13 1.18 0.83 

403.63 3 77.94 1.13 1.06 

48.9 29.41 1.22 1 
53.29 78.3 1.24 1.82 
82.2 74.5 1.45 1.32 

88.83 80.32 1.22 1.11 
14.71 11.43 I 1 
21.67 18.57 1 1 
108.42 108.63 0.88 0.88 
45.57 29.89 1.05 0.92 
180.99 174.06 1.36 1.31 
55.88 39.43 1.4 1 
134.07 116.15 1.03 0.89 

35.02 27.31 1 1 
46.52 69.96 0.85 1.28 

33.7 30.13 1 1 

53.03 59.26 0.84 0.94 
37.62 40.27 0.81 0.82 
22.59 17.36 1 1 

13.04 18.65 1 1 
87.43 97.88 0.97 1.09 

59.84 58.49 0.88 0.86 
43.45 28.94 1.01 0.93 
75.94 97.23 0.81 1.04 
24.91 29.9 1 1 
100.02 104.26 1.1 1.15 
30.09 34.22 1 1 
62.49 46.77 0.86 0.65 
70.55 66.1 1.24 1.16 
34.01 22.19 1 1 
98.34 74.05 1.05 0.79 
29.83 20.54 1 1 
51.14 47.55 1.1 1.03 
64.27 69.23 1.01 1.09 
47.49 45.93 1.19 1.15 
47.62 41.62 0.95 0.83 
119.85 107.51 1.14 1.02 
23.98 23.79 1 1 
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32.73 


0.97 


0.97 


PLACE 10054 80 


17.77 


14.42 


12.46 


1 


1 


PLACE 1005481 


50.84 


54.24 


40.04 


1.07 


0.79 


PLACE 1005494 


20.43 


21.23 


13.29 


1 


1 


PLACE 1005495 


40.63 


117.46 


154.7 


2.89 


3.81 


PLACE 1005497 


42.63 


75.44 


6:5.24 


1.77 


1.53 


PLACE 1005499 


80.45 


84.52 


88.63 


1.05 


LI 


PLACE 1005502 


27.31 


28.42 


23.04 


1 


1 


PLACE 10055 13 


23.38 


27.63 


2:5.62 


1 


l 


PLACE 10055 15 


17.68 


Ol O A 

23.24 


12.33 


1 


1 


Til A /** , Y? 1 AAC C 1 A 

PLACE 10055 19 


CO K 

52.35 


O/l ^o 
24. DZ 


32.27 


0.76 


A OA 


PLACE 1 005 52o 


OA /I Or 
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12.62 


1 


1 
1 


TNT A /""'TT 1 AA CClO 
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AO CO 
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1 AO 1/1 
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90.46 


T AO 

1.08 


A Oi 

U.9 1 


PLACE 1005550 


1 AO QO 

iu/.yz 


OO AA 


99.36 


A AO 

0.92 


A OO 


PLACE 1 00553 o 


07 ^o 

2 /.52 


OA A/1 

29. U4 


23.69 


1 


1 


OT A r^TT 1 AAC CQQ 

PLACE 1 00 j 539 


oo o 
22. Z 


1 /.91 


26.37 


1 


i 
i 


T>T A /^"d AACC/IO 

PLACE 1 005543 


QO /I/I 

59.44 


OC 71 
^J. / 1 


33.19 


1 


i 
l 


PLACE 1 005544 


43. 12 


ylA OC 


42.44 


0.95 


U.70 


TIT APCIAACCCA 

PLACE 1 005 550 


AA 1 A 

00.14 


CO AO 

5 /.D / 


48.6 


0.87 


A HI 


rjT A 1 AAC CC/1 

PLACE 1005554 


Z3.4 


OI AO 


18.53 


1 


1 

1 


PLACE 1005557 


36.97 


33.18 


33 


1 


1 


PLACE1005563 


30.06 


22.35 


18.23 


1 


1 


PLACE 1005569 


18.5 


16.08 


13.5 


1 


1 


PLACE 1005574 


40.77 


30.21 


35.7 


0.98 


0.98 


PLACE1005584 


53.92 


36.99 


33.41 


0.74 


0.74 


PLACE1005590 


68.27 


70.39 


50.66 


1.03 


0.74 


PLACE1005595 


47.62 


51.56 


48.11 


1.08 


1.01 
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PLACE1005601 


32.77 


30.9 


27.67 


1 


1 


PLACE1005603 


32.65 


27.59 


23.46 


1 


1 


PLACE 1005604 


67.16 


64.62 


58.72 


0.96 


0.87 


PLACE1005611 


31.91 


31.2 


21.85 


1 


1 


PLACE 1005622 


27.53 


25.29 


20.54 


1 


1 


PLACE 1005623 


69.61 


74.43 


•44.64 


1.07 


0.64 


PLACE 1005630 


57.78 


77.87 


63.31 


1.35 


1.1 


PLACE 1005639 


23.29 


30.52 


21.47 


1 


1 


PLACE 1005646 


54.09 


58.74 


66.48 


1.09 


1.23 


PLACE1005647 


31.24 


27.78 


22.16 


1 


1 


PLACE 1005648 


174.8 


182.82 


151.55 


1.05 


0.87 


PLACE 1005653 


40.53 


53.46 


41.03 


1.32 


1.01 


PLACE1005656 


34.66 


27.91 


19.94 


1 


1 


PLACE 1005659 


27.58 


27.75 


20.25 


I 


i 
i 


PLACE 1005660 


65.26 


79 83 

/ /.OJ 


68 7 


1 22 


1 05 

X .UJ 


PLACE 1005664 


68 48 

V7t>."rO 


109 48 


89 87 

ox.o / 


1 5 

X ..J 


1 21 


PI ACE 1005666 


67 44 


80 33 


■65 27 


1 39 


0 07 


PT ACF 1005660 


68 40 


80 01 


66 6 


1 3 


O 07 


PT ACE 1005682 


4? 05 


56 96 


53 01 


1 31 
I .J 1 


1 ^6 


PT ACF 1005698 


96 05 


99 03 


90 51 


i 
i 


1 
1 


PT ACF 1005708 


594 06 


400 37 


5lO 40 
j i y 


0 7R 
U. / o 


O 07 


PT APF1005795 


84 61 

Ot.Dl 


74 38 
/H.JO 
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O RR 


O 79 


PT APF1005797 


30 57 

J>. J 1 


43 65 


59 OQ 


1 OO 


1 1 

I.J 


PT AfF 1005730 


91 15 


1 5 09 


9R OR 


i 
1 


i 
i 


PT ACF 1005736 


01 38 

y 1 JO 


85 Q9 


1 04 95 


O 04 


1 14 


PT APF 1O05730 


10 59 


17 35 


90 44 


t 


1 


PT Ar*F1005745 
jr x^/av^h, a v/vj j /*+j 


87 46 
o / .**u 


1 Ol 07 


QO ^R 


1 1 7 
x . x / 


1 (\X 
1 .Uj 


PI APF1 005759 


40 


39 49 


16 00 < 


0 R1 

U.o 1 


O Q9 


PI ACF" 1005755 


99 36 


93 1 1 


97 49 


i 
1 


i 
1 


PI AfFl005756 
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766 OR 


1 O'} 
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O Q4 
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1 069 4 
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R59 14 


o o 


O R 
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PI APF 1005763 


05 45 
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7Z.J 


1 Ol 
1 .Ux 


O 09 


PI ACF 1005768 


58 98 

JO. lO 


58.42 


49.18 


3 


0.84 


PT ACF 1005771 


65 94 


83.61 


81.92 


1.28 


1.26 


PT ACF 1005783 


56 7 


49.41 


41.56 


0.87 


0.73 


PI ACF 1005799 


84 34 


62.07 


66.02 


0.74 


0.78 


PLACE 1005802 


40.45 


36.71 


22.56 


0.99 


0.99 


PLACE 1005803 


52.4 


52.65 


55.01 


1 


1.05 


PLACE1005804 


30.97 


22.7 


26.77 


1 


1 


PLACE 10058 13 


1808.18 


1743.44 1328.93 0.96 0.73 


PLACE 10058 15 


95.63 


82.59 


64.07 


0.86 


0.67 


PLACE 1005828 


66.49 


73.06 


63.39 


1.1 


0.95 


PLACE 1005833 


643.83 


631.1 


507.77 


0.98 


0.79 


PLACE 1005834 


48.61 


47.74 


45.99 


0.98 


0.95 


PLACE 1005835 


360.43 


407.67 


352.53 


1.13 


\ 0.98 


PLACE1005836 


15.6 


19.62 


14.08 


1 


1 


PLACE 1005845 


29.39 


26.53 


21.53 


1 


1 


PLACE 1005 850 


43.16 


48.82 


40.66 


1.13 


0.94 


PLACE 1005851 


24.59 


29.45 


23.01 


1 


1 


PLACE 1005856 


31.36 


36.06 


38.2 


1 


1 


PLACE1005875 


28.19 


27.56 


23.48 


1 


1 


PLACE1005876 


38.64 


32.99 


39.6 


1 


1 
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PLACE 1005878 


28.58 


30.51 


22.54 


1 


1 


PLACE1O05880 


32.67 


30.18 


23.51 


1 


1 


PLACE 1005884 


26.98 


25.83 


20.75 


1 


1 


PLACE 1005890 


35.41 


31.1 


33.76 


1 


1 


PLACE 1005898 


102.07 


112.8 


93.03 


1.11 


0.91 


PLACE 10059 13 


94.01 


97.52 


77.21 


1.04 


0.82 


PLACE 1005921 


32.53 


33.54 


19.76 


1 


1 


PLACE 1005923 


19.81 


19.65 


16.69 


1 


1 


PLACE 1005925 


35.08 


37.64 


17.11 


1 


1 


PLACE 1005927 


20.75 


20.69 


18.83 


1 


1 


PLACE 1005932 


24.82 


24 


17.52 


1 


1 


PLACE 1005934 


42.12 


41.03 


39.84 


0.97 


0.95 


PLACE 1005936 


27.74 


24.68 


25.54 


1 


1 


PLACE 1005939 


241.35 


526.2 


524.44 


2.18 


2.17 


PLACE 1005951 


29.76 


26.23 


25.81 


1 


1 


PLACE 1005953 


22.65 


23.03 


23.62 


1 


1 


PLACE 1005955 


32.99 


32.9 


28.43 


1 


1 


PLACE 10059 66 


34.05 


28.76 


23.82 


1 


1 


PLACE 1005968 


32.82 


26.94 


42.21 


1 


1.06 


PLACE 1005975 


56.15 


93.88 


70.1 


1.67 


1.25 


PLACE 1005990 


17.45 


27.59 


15.96 


1 


1 


PLACE 1005997 


978.15 


2219.43 3051.68 2.27 3.1 


PI ACE 1006002 


130.64 


147.49 


122.1 


1.13 


0.93 


PI ACE 1006003 


47.98 


54.08 


51.82 


1.13 


1.08 


PT A CF 100601 1 


43 98 


54.19 


44.58 


1.23 


1.01 


PT ACE 10060 17 


38 94 


43.81 


30.38 


1.1 


1 


PT ACF 1006037 


26.17 


24.55 


38.53 


1 


1 


PT APP 1 006040 


17 07 


39.89 


41.47 


1 


1.04 


PT ACF 1006061 


58 1 


43.53 


43.45 


0.75 


0.75 


PT ACF 1006071 


41.95 


35.58 


31.87 


0.95 


0.95 


PT ACE 1006073 


59.05 


60.62 


48.62 


1.03 


0.82 


PT APF 1006074 


46 5S 


44.08 


45.19 


0.95 


0.97 


PT ACE 1006076 


60.92 


62.26 


43.74 


1.02 


0.72 


PLACE 1006079 


26.25 


30.84 


17.99 


1 


1 


PLACE 1006093 


21.09 


19.72 


15.98 


1 


1 


PLACE1006116 


33.38 


37.02 


38.15 


1 


1 


PLACE1006119 


72.16 


83.88 


61.88 


1.16 


0.86 


PLACE 1006 129 


37 


24.91 


26.66 


1 


1 


PLACE 1006 139 


103.34 


92.13 


64.98 


0.89 


0.63 


PLACE 1006 143 


77.31 


82.9 


55.21 


1.07 


0.71 


PLACE 1006 157 


73.63 


59.36 


39.19 


0.81 


0.54 


PLACE 1006 159 


50.76 


58.41 


56 


1.15 


1.1 


PLACE 1006 164 


38.42 


29.2 


24.79 


1 


1 


PLACE 1006 167 


30.05 


34.28 


28.7 


1 


1 


PLACE 1006 170 


54.12 


53.86 


45.69 


1 


0.84 


PLACE1006181 


51.85 


61.22 


75.19 


1.18 


1.45 


PLACE1006187 


20.35 


22.27 


11.76 


1 


1 


PLACE1006195 


36.98 


41.33 


31.38 


1.03 


1 


PLACE1006196 


46.25 


49.99 


34.23 


1.08 


0.86 


PLACE1006197 


35.41 


80.45 


36.64 


2.01 


1 


PLACE1006198 


20.33 


24.15 


10.65 


1 


1 


PLACE 1006205 


27.04 


30.33 


47.81 


1 


1.2 
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PLACE 1006208 166.18 160.11 155.9 0.96 0.94 

PLACE1006211 81.85 110.21 141.57 1.35 1.73 

PLACE1006219 43.13 49.69 43.38 1.15 1.01 

5 PLACE 1006223 18.71 20.08 11.24 1 1 

PLACE1006225 26.16 18.15 12.96 1 1 

PLACE1006236 38.99 51.3 34.8 1.28 1 

PLACE1006239 21.14 21.54 22.6 1 1 

PLACE1006245 32.35 38.28 31.77 1 1 

10 PLACE1006246 41.33 40.97 38.4 0.99 0.97 

PLACE10O6248 29.34 37.42 27.46 1 1 

PLACE1006262 27.21 37.14 22.75 1 1 

PLACE 1006269 14.07 11.07 12.08 1 1 

PLACE1006275 32.47 29.42 27.81 1 1 

PLACE1006277 14.32 12.83 14.05 1 1 

PLACE1006288 121.68 126.55 150.05 1.04 1.23 

PLACE 1006290 44.54 37.22 52.02 0.9 1.17 

PLACE1006298 24.6 18.55 24.34 1 1 

20 PLACE1006311 224.76 362.9 478.96 1.61 2.13 

PLACE1006318 39.28 35.78 29.29 1 1 

PLACE1006325 104.31 87.97 80.82 0.84 0.77 

PLACE1006331 63.21 61.33 59.62 0.97 0.94 

PLACE1006335 50.13 45.24 37.81 0.9 0.8 

25 PLACE1006357 27.55 22.91 22.51 1 1 

PLACE1006360 31.91 28.01 32.95 1 1 

PLACE1006364 34.98 32.36 36.01 1 1 

PLACE1006365 16.88 20.54 23.57 1 1 

PLACE1006368 35.92 33.82 27.34 1 1 

30 PLACE1006371 33.44 37.43 26.91 1 1 

PLACE1006373 87.74 94.97 83.52 1.08 0.95 

PLACE1006382 33.59 26.24 29.91 1 1 

PLACE1006385 26.01 27.2 27.21 1 1 

PLACE1006391 67.93 81.48 92.19 1.2 1.36 

35 PLACE1006412 89.26 93.45 99.21 1.05 1.11 

PLACE1006414 18.25 22.77 19.71 1 1 

PLACE1006419 42.52 42.88 32.14 1.01 0.94 

PLACE1006438 60 55.71 43.01 0.93 0.72 

PLACE1006443 64.71 77.33 79.64 1.2 1.23 

40 PLACE1006445 34.57 26.21 29.93 1 1 

PLACE1006447 46.13 47.27 45.94 1.02 1 

PLACE1006466 30.92 25.74 21.02 1 1 

PLACE1006469 28.34 25.31 26.97 1 1 

45 PLACE1006470 71.3 79.67 74.87 1.12 1.05 

PLACE 1006472 247.42 236.96 256.25 0.96 1.04 

PLACE1006476 66.33 66.38 56.39 1 0.85 

PLACE1006482 55.71 67.95 39.62 1.22 0.72 

PLACE1006488 263.14 243.49 211.79 0.93 0.8 

so PLACE1006492 74.4 85.96 60.14 1.16 0.81 

PLACE1006506 39.87 39.23 42.33 1 1.06 

PLACE1006515 31.54 34.21 43.45 1 1.09 

PLACE 10065 16 28.57 28.1 32.19 1 1 

PLACE1006520 50.97 51.84 36.08 1.02 0.78 

PLACE 1006521 91.91 93.22 93.9 1.03 1.02 
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PLACE1006529 


77.96 


70.96 


85.63 


0.91 


1.1 


PLACE1006531 


17.55 


16.72 


17.3 


1 


1 


PLACE1006534 
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23.78 


1 


1 


PLACE1006540 


97.91 
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90.41 


1.16 


0.92 


PLACE 1006549 


24.66 


26.8 


21.47 


1 


1 


PLACE 1006550 


30.72 


30.14 


34.44 


1 


1 


PLACE 1006552 


25.88 


21.37 


17.37 


1 


1 


PLACE 1006557 


20.03 


20.85 


22.74 


1 


1 


PLACE 1006563 


32.75 


38.63 


32.31 


1 


1 


PLACE 1006579 


38.36 


50.2 


53.09 


1.26 


1.33 


PLACE 1006594 


1470.42 


2343.7 


2977.72 


1.59 


2.03 


PLACE1006598 


25.17 


28.2 


20.86 


1 


1 


PLACE1006607 


102.62 


96.98 


63.83 


0.95 


0.62 


PLACE 10066 10 


161.44 


157.4 


158.37 


0.97 


0.98 


PLACE 10066 1 5 


170.53 


230.37 


181.33 


1.35 


1.06 


PLACE 10066 17 


41.36 


52.47 


40.33 


1.27 


0.98 


PLACE 10066 18 


61.9 


63.49 


60.92 


1.03 


0.98 


PLACE 1006626 


18.78 


18.58 


15.81 


1 


1 


PLACE 100662 9 


39.09 


28.14 


26.39 


1 


1 


PI ACE 1006637 
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1.13 


0.96 
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1 
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LI 


1 


PT ACF 100667^ 


10S 7*5 
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0.86 
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1 
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12.72 


1 


1 
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71 87 


19 07 


1 


1 


PT ACE 1006704 


29.17 


27.59 


21.49 


1 


1 


PT ACE 1006708 


52.21 


56.79 


44.42 


1.09 


0.85 


PI ACE 10067 11 


90.49 


83.29 


83.69 


0.92 


0.92 


PLACE 10067 14 


61.05 


49.27 


37.68 


0.81 


0.66 


PLACE 10067 16 


23.05 


15.83 


18.42 


1 


1 


PLACE 1006731 


38.28 


45.12 


38.86 


1.13 


1 


PLACE 1006754 


18.26 


15.48 


13.94 


1 


1 


PLACE 1006760 


54.5 


61.53 


57.07 


1.13 


1.05 


PLACE 1006779 


32.63 


28.19 


24.73 


1 


1 


PLACE1 006782 


22.28 


17.96 


16.97 


1 


1 


PLACE 1006783 


26.21 


29.78 


19.3 


1 


1 


PLACE 1006786 


30.43 


23.44 


19.4 


1 


1 


PLACE1006792 


96.99 


109.36 


85.04 


1.13 


0.88 


PLACE 1006795 


21.7 


18.73 


12.96 


1 


1 


PLACE 1006800 


32.54 


34.66 


29.4 


1 


1 


PLACE 1006805 


65 


91.51 


86.82 


1.41 


1.34 


PLACE 1006809 


55.84 


58.93 


56.4 


1.06 


1.01 


PLACE 10068 15 


38.62 


40.32 


33.93 


1.01 


1 


PLACE1006819 


11.29 


13.41 


5.54 


1 


1 


PLACE1006820 


132.74 


162.76 119.25 


1.23 


0.9 


PLACE 1006826 


49.88 


87.77 


43.48 


1.76 


0.87 


PLACE 1006829 


123.27 


130.22 102.14 


1.06 


0.83 


PLACE1006853 


29.17 


41.16 


32.7 


1.03 


1 


PLACE1006860 


17.5 


23.58 


21.3 


1 


1 
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PLACE1006867 66.64 94.76 67.34 1.42 1.01 

PLACE 1006875 43.58 44.55 38.5 1.02 0.92 

PLACE1006878 49.53 49.03 45.07 0.99 0.91 

PLACE 1006883 76.12 68.45 71.78 0.9 0.94 

PLACE1006898 46.07 40.11 68.46 0.87 1.49 

PLACE1006901 31.34 33.46 37.51 1 1 

PLACE1006904 58.07 68.41 69.27 1.18 1.19 

PLACE1006917 60.31 46.57 73.27 0.77 1.21 

PLACE 1006932 25.98 21.08 20.62 1 1 

PLACE 1006935 14.99 15.43 17.56 1 1 

PLACE1006956 33.28 22.73 21.83 1 1 

PLACE 1006958 26.5 20.75 19.07 1 1 

PLACE1006959 67.11 66.82 64.38 1 0.96 

PLACE1006961 90.14 97.32 90.46 1.08 1 

PLACE1006962 92.89 89.3 88.91 0.96 0.96 

PLACE1 006966 35.53 38.49 39.19 1 1 

PLACE 1006979 25.57 36.6 24.14 1 1 

PLACE1 006989 29.39 43.87 33.32 1.1 1 

PLACE 1007001 64.69 60.54 57.94 0.94 0.9 

PLACE1007014 34.47 27.4 25.01 1 1 

PLACE1007021 37.43 35.79 26.42 1 1 

PLACE1007026 33.55 27.29 38.92 1 1 

PLACE1007028 70.75 79.26 68.52 1.12 0.97 

PLACE1007038 905.48 1441.98 1352.28 1.59 1.49 

PLACE1007040 42 29.8 29.82 0.95 0.95 

PLACE1007045 36.67 50.06 37.33 1.25 1 

PLACE1007O48 679.34 713.4 741.8 1.05 1.09 

PLACE 1007053 31.94 30.93 29.32 1 1 

PLACE 1007068 860.62 1042.12 659.27 1.21 0.77 

PLACE1007070 71.9 54.02 58.47 0.75 0.81 

PLACE1007076 146.49 190.93 165.54 1.3 1.13 

PLACE1007077 32.04 29.37 39.47 1 1 

PLACE1007081 29.72 27.35 21.94 1 1 

PLACE10O7082 23.97 23.42 30.77 1 1 

PLACE1007092 69.29 69.41 61.52 1 0.89 

PLACE1007096 21.59 22.38 18.71 1 1 

PLACE! 007097 29.53 26.42 2.4.05 1 1 

PLACE1007099 31.63 31.56 22.21 1 1 

PLACE 1007 105 20 18.95 19.48 1 1 

PLACE1007108 38.02 33.29 48.92 1 1.22 

PLACE1007111 23.6 19.67 22.41 1 1 

PLACE1007112 19.93 23.21 22.24 1 1 

PLACE1007130 24.68 18.62 16.94 1 1 

PLACE1007132 57.55 73.92 47.55 1.28 0.83 

PLACE1007140 18.39 18.58 14.36 1 1 

PLACE1007143 35.84 33.62 34.44 1 1 

PLACE1007169 34.92 47.03 50.92 1.18 1.27 

PLACE1007178 19.73 19.53 17.73 1 I 

PLACE 1007 190 28 37.16 35.42 1 1 

PLACE1007201 18.63 16.17 17.55 1 1 

PLACE1007202 677.92 712.91 790.84 1.05 1.17 

PLACE 1007226 24.8 33.84 26.76 1 1 
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39.11 


39.61 


1 


1 


PLACE 1 009091 


739.81 


739.41 


547.06 


1 


0.74 


PLACE 1009094 


19.97 


28.69 


21.59 


1 


1 


PLACE 1009099 


36.64 


45.19 


48.83 


1.13 


1.22 


PLACE 10091 10 


20.35 


1 O AC 

18.46 


20.9 


l 


1 


PLACE 10091 1 1 


18.51 


<T5 f\C\ 

23.09 


18.16 


1 


1 


PLACE 1009 1 13 


53.98 


42.76 


37.35 


0.79 


0.74 


PLACE 10091 30 


41.39 


52.31 


43.13 


1.26 


1.04 


PLACE1009150 


39.25 


37.55 


32.77 


1 


1 


PLACE1009155 


69.35 


94.89 


74.07 


1.37 


1.07 


PLACE1009158 


21.91 


26.54 


18.92 


1 


1 


PLACE1009166 


50.25 


51.72 


46.79 


1.03 


0.93 


PLACE 1 009 172 


22.82 


29.53 


36.75 


1 


1 


PLACE 1009 174 


34.79 


36.37 


30.96 


1 


1 
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PLACE J 009 183 


94.37 


89.34 


64.66 


0.95 


0.69 


PLACE1009186 


20.43 


20.53 


17.56 


1 


1 


PLACE1009190 


20.48 


35.41 


18.66 


1 


1 


PLACE1009196 


54.35 


52.71 


38.66 


0.97 


0.74 


PLACE 1009200 


58.25 


76.13 


58.44 


1.31 


1 


PLACE1009217 


42.05 


46.24 


41.71 


1.1 


0.99 


PLACE1009230 


144.11 


204.77 


153.75 


1.42 


1.07 


PLACE1009236 


24.31 


27.66 


29.72 


1 


1 


PLACE 1009246 


158.99 


139.66 


83.91 


0.88 


0.53 


PLACE 1009265 


66.52 


42.3 


71.65 


0.64 


1.08 


PLACE 1009279 


34.59 


34.51 


23.57 


1 


1 


PLACE1009298 


79.99 


77.85 


81.83 


0.97 


1.02 


PLACE 1009308 


33.45 


27.01 


16.14 


1 


1 


PLACE1009319 


65.4 


73.56 


77.72 


1.12 


1.19 


PLACE1009328 


49.82 


47.34 


43.67 


0.95 


0.88 


PLACE1009335 


19.74 


18.97 


16.42 


1 


1 


PLACE1009338 


46.74 


52.39 


38.16 


1.12 


0.86 


PLACE 1009344 


19.93 


16.12 


20.93 


1 


1 


PLACE1009355 


147.61 


162.58 


173.91 


1.1 


1.18 


PLACE 1009368 


17.87 


20.22 


16.8 


I 


1 


PLACE 1009375 


22.61 


32.24 


29.19 


1 


1 


PLACE 1009388 


49.9 


74.96 


45.01 


1.5 


0.9 


PLACE 1009398 


35.17 


53.79 


43.1 


1.34 


1.08 


PLACE 1009404 


34.21 


46.04 


38.16 


1.15 


1 


PLACE 10094 10 


26.75 


35.99 


28.94 


1 


1 


PLACE 10094 17 


58.32 


67.04 


42.72 


1.15 


0.73 


PLACE 1009424 


34.63 


42.13 


42.37 


1.05 


1.06 


PLACE 1009434 


24.85 


24.58 


24.73 


1 


1 


PLACE 1009443 


47.53 


48.97 


35.82 


1.03 


0.84 


PLACE1009444 


31.89 


50.08 


34.61 


1.25 


1 


PLACE 1009459 


18.43 


17.86 


18.01 


1 


1 


PLACE 1009460 


67.87 


55.15 


59.2 


0.81 


0.87 


PLACE1 009468 


61.44 


73.54 


56.01 


1.2 


0.91 


PLACE1 009476 


18.42 


23.28 


12.77 


1 


1 


PLACE 1009477 


38.48 


38.41 


40.05 


1 


1 


PLACE 1009493 


14.61 


13.38 


11.75 


1 


1 


PLACE 1009502 


24.2 


18.19 


17.23 


1 


1 


PLACE 1009524 


18.39 


17.32 


15.6 


1 


1 


PLACE1009527 


34.8 


37.6 


27.86 


1 


1 


PLACE 1009531 


202.28 


205.54 


217.56 


1.02 


1.08 


PLACE 1 009535 


41.74 


48.48 


38.26 


1.16 


0.96 


PLACE 1009539 


52.88 


57.83 


52.55 


1,09 


0.99 


PLACE 1009540 


74.03 


82.77 


96.82 


1.12 


1.31 


PLACE 1009542 


20.3 


17.51 


18.66 


1 


1 


PLACE 1009546 


26.64 


16.94 


13.4 


1 


1 


PLACE 1009556 


19.56 


22.58 


16.96 


1 


1 


PLACE1009569 


42.87 


51.18 


43.48 


1.19 


1.01 


PLACE 1009571 


28.33 


26.69 


25.34 


1 


1 


PLACE1009573 


55.23 


54.49 


56.76 


0.99 


1.03 


PLACE1009576 


43.33 


35.6 


25.18 


0.92 


0.92 


PLACE 1009580 


66.98 


54.33 


52.85 


0.81 


0.79 


PLACE1009581 


35.02 


40.73 


37.32 


1.02 


1 
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PLACE 1009587 


21.2 


22.71 


17.17 


1 


1 


PLACE 1009593 


69.23 


95.74 


64.2 


1.38 


0.93 


PLACE 10095 95 


67.55 


60.93 


55.12 


0.9 


0.82 


PLACE1009596 


31.43 


27.75 


24.05 


1 


1 


PLACE 1009600 


76.24 


87.08 


68 


1.14 


0.89 


PLACE 1009604 


51.17 


39.11 


25.77 


0.78 


0.78 


PLACE 1009607 


105.68 


136.82 


84.46 


1.29 


0.8 


PLACE 10096 13 


27.91 


34.76 


27.43 


1 


1 


PLACE 1009621 


70.93 


83.59 


74.98 


1.18 


1.06 


PLACE 1009622 


51.58 


101.79 


73.07 


1.97 


1.42 


PLACE 1009624 


36.65 


51.5 


30.53 


1.29 


1 


PLACE1009637 


14.3 


19.67 


15.18 


1 


1 


PLACE 1009639 


60.81 


23.05 


18.6 


0.66 


0.66 


PLACE 1009654 


29.81 


37.96 


30.06 


1 


1 


PLACE 1009659 


49.17 


66.83 


38.29 


1.36 


0.81 


PLACE1009665 


36.25 


41.13 


28.7 


1.03 


1 


PLACE 1009669 


20.88 


23.64 


26.93 


1 


1 


PLACE 1009670 


27.37 


30.25 


30.27 


1 


1 


PLACE1009708 


24.07 


37.18 


35.56 


1 


1 


PLACE 1009721 


28.98 


18.31 


19.77 


1 


1 


PLACE 1009731 


35.52 


28.93 


25.46 


1 


1 


PLACE 1009735 


40.83 


32.49 


55.08 


0.98 


1.35 


PLACE 1009737 


35.2 


30.66 


3-7.3 


1 


1 


PLACE 1009741 


18.21 


26.46 


34.29 


1 


1 


PLACE1009752 


40.61 


30.49 


23.87 


0.98 


0.98 


PLACE 1009763 


49.08 


51.16 


54.68 


1.04 


1.11 


PLACE 1009766 


41.6 


36.03 


39.03 


0.96 


0.96 


PLACE 1009772 


17.1 


38.53 


32.16 


1 


1 


PLACE 1009782 


44.04 


32.84 


31.11 


0.91 


0.91 


PLACE 1009794 


37.6 


36.48 


30.69 


1 


1 


PLACE 1009798 


43.74 


40.97 


39.06 


0.94 


0.91 


PLACE 1009845 


17.16 


29.15 


19.05 


1 


1 


PLACE 1009849 


18.1 


25.14 


34.22 


1 


1 


PLACE 1009857 


24.47 


21.19 


22.73 


1 


1 


PLACE 1009861 


157.04 


147.3 


184.61 


0.94 


1.18 


PLACE1 009872 


183.78 


532.08 


595.65 


i 2.9 


3.24 


PLACE 1009877 


88.74 


127.12 


82 


1.43 


0.92 


PLACE 1009879 


50.78 


61.76 


51.43 


1.22 


1.01 


PLACE 1009886 


26.47 


30.9 


26.46 


1 


1 


PLACE 1009888 


40.97 


27.49 


37.88 


0.98 


0.98 


PLACE 1009908 


38.76 


52.68 


31.63 


1.32 


1 


PLACE 10099 19 


72.43 


157.7 


91.06 


2.18 


1.26 


PLACE 1009921 


33.92 


34.44 


25.56 


1 


1 


PLACE1 009923 


30.5 


44.49 


36.52 


1.11 


1 


PLACE 1009924 


99.41 


54.1 


55.42 


0.54 


0.56 


PLACE 1009925 


35.65 


20.58 


22.27 


1 


1 


PLACE 1009931 


90.33 


98.46 


76.54 


1.09 


0.85 


PLACE 1009935 


25.18 


24.01 


15.51 


1 


1 


PLACE 1009947 


27.03 


27.39 


20.09 


1 


1 


PLACE 1009961 


24.51 


25.25 


21.83 


1 


1 


PLACE 1009971 


24.03 


25.77 


25.6 


1 


1 


PLACE1 009982 


18.22 


39.31 


15.49 


1 


1 



461 



EP 1 130 094 A2 



PLACE 1009992 


9.19 


11.11 


8.64 


1 


1 


PLACE 1009995 


63.3 


51.96 


56.69 


0.82 


0.9 


PLACE 1009997 


43.45 


50.16 


41.93 


1.15 


0.97 


PLACE 101 0002 


32.44 


23.09 


16.62 


1 


1 


PLACE1010011 


25.99 


24.02 


19.6 


1 


1 


PLACE1010013 


15.52 


18.47 


13.26 


1 


1 


PLACE 101 0021 


24.58 


36.88 


37.14 


1 


1 


PLACE 10 10023 


43.52 


60.71 


61.14 


1.39 


1.4 


PLACE1010031 


52.61 


51.96 


38.23 


0.99 


0.76 


PLACE 1010039 


19.95 


22.68 


18.66 


1 


1 


PLACE1010045 


36.67 


47.27 


35.84 


1.18 


1 


PLACE1010053 


21.58 


20.14 


20.04 


1 


1 


PLACE1010060 


38.71 


56.37 


32.78 


1.41 


1 


PLACE1010069 


19.39 


23.73 


18.91 


1 


1 


PLACE1010070 


20.01 


20.72 


21.19 


1 


1 


PLACE1010074 


165.08 


128.25 


150.68 


0.78 


0.91 


PLACE 101 0076 


230.47 


311.86 


258.06 


1.35 


1.12 


PLACE1010078 


31.79 


36.25 


37 


1 


1 


PLACE1010081 


76.83 


74.34 


52.61 


0.97 


0.68 


PLACE1010083 


17.09 


21.13 


24.34 


1 


1 


PLACE 1010089 


20.95 


24.75 


17.3 


1 


1 


PLACE 101 0096 


70.55 


70.61 


54.95 


1 1 


0.78 


PLACE1010102 


39.64 


55.68 


62.77 


1.39 


1.57 


PLACE1010105 


47.44 


49.6 


48.65 


1.05 


1.03 


PLACE1010106 


40.34 


52.34 


43.81 


1.3 


1.09 


PLACE1010130 


40.29 


44.66 


30.55 


1.11 


0.99 


PLACE1010132 


56.7 


85.85 


65.52 


1.51 


1.16 


PLACE1010134 


20.51 


15.99 


20.46 


1 


1 


PLACE1010139 


415.41 


498.57 


421.38 


1.2 


1.01 


PLACE1010148 


39.47 


45.32 


27.49 


1.13 


1 


PLACE1010152 


29.32 


28.44 


29.8 


1 


1 


PLACE1010155 


330.96 


335.95 


408.91 


1.02 


1.24 


PLACE1010156 


356.21 


422.83 


469.57 


1.19 


1.32 


PLACE1010161 


37.57 


44.88 


36.68 


1.12 


1 


PLACE1010181 


34.13 


35.33 


27.84 


1 


1 


PLACE1010194 


24.35 


22.48 


25.49 


1 


1 


PLACE1010202 


18.23 


20.58 


13.78 


1 


1 


PLACE 1010231 


31.51 


46.67 


24.45 


1.17 


1 


PLACE 1010235 


45.66 


38.3 


32.66 


0.88 


0.88 


PLACE1010237 


15.65 


11.4 


11.73 


1 


1 


PLACE 10 10251 


45.81 


45.52 


23.23 


0.99 


0.87 


PLACE1010261 


32.21 


38.4 


27.38 


1 


1 


PLACE1010270 


25.56 


34.7 


21.54 


1 


1 


PLACE1010273 


20.85 


22.99 


16.74 


1 


1 


PLACE1010274 


54.13 


47.79 


55.26 


0.88 


1.02 


PLACE 1010277 


71.1 


82.25 


73.8 


1.16 


1.04 


PLACE1010293 


66.72 


98.76 


53.8 


1.48 


0.81 


PLACE 101 0297 


190.1 


248.33 


202.48 


1.31 


1.07 


PLACE1010300 


45.22 


39.59 


27.21 


0.88 


0.88 


PLACE1010310 


424.98 


529.37 


453.64 


1.25 


1.07 


PLACE 1 010321 


55.25 


72.06 


55.13 


1.3 


1 


PLACE 10 10324 


25.61 


25.41 


17.98 


1 


1 
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PLACE1010329 50.18 65.57 47.53 1.31 0.95 

PLACE1010330 55.1 76.67 55.02 1.39 1 

PLACE1O10335 77.42 150.11 159.9 1.94 2.07 

5 PLACE 1010341 14.28 17.1 15.38 1 1 

PLACE 101 0342 9.17 10.68 6.34 1 1 

PLACE 101 0346 25 30.67 21.84 1 1 

PLACE1010362 35.78 48.63 23.59 1.22 1 

PLACE1010364 19.36 14.8 13.85 1 1 

10 PLACE1010368 32.4 36.5 44.4 1 1.11 

PLACE1010373 55.73 66.05 70.87 1.19 1.27 

PLACE1010383 105.68 48.05 71.29 0.45 0.67 

PLACE1010385 6.58 5.18 2.96 1 1 

PLACE1010389 149.57 123.41 125.82 0.83 0.84 

15 PLACE1010401 15.79 15.26 16.26 1 1 

PLACE1010410 28.15 37.81 34.22 1 1 

PLACE1010418 36.95 33.69 39.07 1 1 

PLACE1010425 16.45 18.69 17.64 1 1 

2Q PLACE1010443 273.44 343.89 242.35 1.26 0.89 

PLACE1010445 32.75 43.52 36.7 1.09 1 

PLACE1010481 19.87 17.5 20.62 1 1 

PLACE1 010482 24.01 33.97 24.55 1 1 

PLACE 101 0491 35.66 27.01 27.99 1 1 

25 PLACE1010492 97.73 111.42 92.48 1.14 0.95 

PLACE1O10509 28:13 32.42 36.16 1 1 

PLACE1010518 98.12 123.6 114.12 1.26 1.16 

PLACE 1010522 100.54 105.4 126.63 1.05 1.26 

PLACE 1010529 32.36 59.45 68.71 1.49 1.72 

30 PLACE 10 10547 21.89 34.68 16.06 1 1 

PLACE1010560 29.41 35.2 34.06 1 1 

PLACE1010562 23.25 30 23.72 1 1 

PLACE1010579 38.25 33.08 29.89 1 1 

PLACE1010580 37.66 33.68 35.77 1 1 

35 PLACE1010599 92.73 121.5 90.34 1.31 0.97 

PLACE1010606 30.04 34.79 2:2.32 1 1 

PLACE1010616 46.86 69.11 81.69 1.47 1.74 

PLACE1010622 28.24 38.42 25.03 1 1 

PLACE1010624 51.97 49.53 49.27 0.95 0.95 

40 PLACE1010628 40.93 49.51 35.73 1.21 0.98 

PLACE1 010629 35.56 41.65 35.77 1.04 1 

PLACE 101 0630 44.56 38.38 46.6 0.9 1.05 

PLACE1010631 27.36 20.75 17.51 1 1 

PLACE1010651 233.15 363.62 282.49 1.56 1.21 

45 PLACE1010661 22.85 27.37 31.66 1 1 

PLACE1010662 26.01 24.27 21.39 1 1 

PLACE 10 10668 190.83 153.29 181.8 0.8 0.95 

PLACE1010702 59.8 61.23 55.06 1.02 0.92 

PLACE1010709 513.52 534.45 611.18 1.04 1.19 

50 PLACE1010713 60.05 51.29 72.19 0.85 1.2 

PLACE1010714 19.13 16.92 16.72 1 1 

PLACE1010716 26.71 33.85 35.18 1 1 

PLACE1010717 42.47 35.58 37.32 0.94 0.94 

PLACE1010720 229.86 278.82 183.49 1.21 0.8 



/ 
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PLACE1010739 32.44 33.25 22.11 1 1 

PLACE1010743 22.46 29.9 23.34 1 1 

PLACE1010752 18.27 19.55 21.76 1 1 

PLACE1010761 104.86 122.36 130.93 1.17 1.25 

PLACE1010771 45.25 59.5 57.83 1.31 1.28 

PLACE1010784 20.56 18.65 15.58 1 1 

PLACE1010786 40.55 56.08 27.24 1.38 0.99 

PLACE1010789 27.09 24.19 22.66 1 1 

PLACE1010800 34.72 39.52 36.8 1 1 

PLACE1010802 35.51 47.64 36.65 1.19 1 

PLACE1O10811 21.55 29.77 27 1 1 

PLACE1010813 1287.73 1414.73 856.15 1.1 0.66 

PLACE1010827 23 21.43 17.87 1 1 



dt Arcinins^ 


11 SA 
D J.D^f 


35.98 


30.25 


1 


1 


ryr ArtiniAQ'JQ 

rLACi} 1 U l Uo Dy 


79 
/Z 


85.27 69.36 


1.18 0.96 


DT A f^XZ i ai AQ^A 


QA AS 


87 1A 


OA zlft 


1 Al 
1 .Ul 


1 os 

1 .UJ 


o7 ArT7iAiAG57 
KLALri lui l/oj / 


S7 SA 


A1 8ft 


AO 1A 


1 Oft 

1 .L/O 


i .vyu 


PL ACJc 1 v I Uo / U 




^A ,4A 


90 Ifs 


1 9^ 
1 .Z-> 


A oft 

U.70 


DT A /""XT 1 Al AQT7 


/1A ^ft 

4D.JO 


"30 *3A 


AO S 1 


A 8A 


1 07 
1 .u / 


nT a 1 /\1 AO O O 

PLACL 1 01 Uooz 


1 A AO 
10. UZ 




1 ^ Al 


1 


1 
1 


PLACE101US91 


1 A A/1 
10.04 


1 S Aft 


1 7 0 


1 
1 


1 

I 


FLALLlUlUo9o 


^U. JO 


9^ 


9^ 9 


i 

i 


1 

1 


DT A Z^C 1 Al AOAA 

PL ALU 1 u i uy UU 




a 1 A 9S 


1A"\ 1 1 
1.11 


A OA 


1 OS 


DT A/^CIAIAQIA 


9A OA 


9^ Aft 


1A 14 

IV). 1*T 


1 


1 
i 


DT A /""*'C 1 A 1 A0 1 7 
FLALfc-lUluyi / 


ft 7ft 
o. /o 


19 1 S 


J.JO 


1 

1 


1 
i 


DT A fPI HI CSOOA 

r L ALii 1 U 1 


9ft 9 


31.02 


20.59 


1 


i 




SQ 4 


63.62 


79.68 


1.07 


1.34 




9A OS 


25.68 


21.29 


1 


1 




73 09 


63.9 


54.96 


0.87 


0.75 


PT AfF1fll094^ 


1 14.11 


144.64 


114 


L27 


1 


PT ACE 1010944 


34.71 


34.89 


33.54 


1 


1 


PLACE 101 0947 


50.97 


56.41 


46.75 


1.11 


0.92 


PLACE1010954 


179.34 


191.9 


149.28 


1.07 


0.83 


PLACE1010960 


63.89 


65.16 


57.38 


1.02 


0.9 


PLACE 1010965 


63.35 


54.39 


57.39 


0.86 


0.91 


PLACE 101 0968 


20 


25 2 


.0.64 


1 


1 


PLACE1010978 


52.43 


69.4 


55.7 


1.32 


1.06 


PLACE 1010982 


40.37 


51.27 


37.65 


1.27 


0.99 


PLACE 1010990 


34.79 


33.81 


43.07 


1 


1.08 


PLACE 1011017 


114.63 


113.45 


90.55 


0.99 


0.79 


PLACE1011019 


66.26 


57.22 


82.98 


0.86 


1.25 


PLACE 101 1026 


61.83 


68.6 


53.2 


1.11 


0.86 


PLACE1011032 


44.7 


54.48 


36.43 


1.22 


0.89 


PLACE1011041 


31.57 


35.69 


21.03 


1 


1 


PLACE1011045 


35.8 


33.36 


50.66 


1 


1.27 


PLACE1011046 


34.53 


36.4 


27.94 


1 


1 


PLACE1011054 


87.07 


91.74 


90.14 


1.05 


1.04 


PLACE 101 1056 


234.93 


341.05 191.57 1.45 0.82 


PLACE1011057 


50.32 


61.94 


47.85 


1.23 


0.95 


PLACE1011059 


28.75 


30.18 


17.75 


1 


1 


PLACE1011066 


40.74 


45.85 


31.71 


1.13 


0.98 


PLACE1011087 


126.9 


97.7 


103.08 


0.77 


0.81 



464 



EP 1 130 094 A2 



PLACE1011090 43.14 

PLACE1011109 72.28 

PLACE1011114 40.38 

PLACE1011116 59.89 

PLACE1011122 23.85 

PLACE1011133 29.8 

PLACE1011134 702.54 

PLACE1011143 18.05 

PLACE1011146 27.97 

PLACE1011160 27.65 

PLACE1011165 29.12 

PLACE1011181 719.05 

PLACE1011185 128.61 

PLACE1011186 161.64 

PLACE1011203 26.77 

PLACE1011214 745.48 

PLACE1011219 38.42 

PLACE1011221 31.09 

PLACE1011229 20.84 

PLACE1011231 20.61 

PLACE1011236 553.05 

PLACE1011247 162.35 

PLACE1011263 28.78 

PLACE1011273 22.76 

PLACE1011278 72.55 

PLACE1011289 23.79 

PLACE1011291 134.38 

PLACE1011296 30.64 

PLACE1011310 29.41 

PLACE1011311 80.01 

PLACE1011321 63.79 

PLACE1011325 21.43 

PLACE1011332 46.92 

PLACE1011340 96.73 

PLACE1011353 87.13 

PLACE1011360 73.75 

PLACE1011364 40.61 

PLACE1011365 31.47 

PLACE1011371 1393.09 

PLACE1011375 21.17 

PLACE1011386 52.19 

PLACE 101 1399 34.74 

PLACE 101 1406 30.27 

PLACE1011407 36.4 

PLACE101 1419 27.2 

PLACE1011433 37.98 

PLACE 1011440 18.75 

PLACE1011452 52.41 

PLACE1011465 25.85 

PLACE1011472 25.31 

PLACE1011477 589.52 
PLACE 101 1478 115.07 
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PLACE1011492 72 97.27 57.14 1.35 0.79 

PLACE1011498 17.1 22.26 16.32 1 1 

PLACE1011501 17.79 17.26 18.01 1 1 

PLACE1011503 9.79 7.51 7.6 1 1 

PLACE1011509 34.49 28.69 32.22 1 1 

PLACE1011514 223.19 247.57 222.01 1.11 0.99 

PLACE1011516 101.6 143.7 107.63 1.41 1.06 

PLACE1011520 27.41 24.9 24.32 1 1 

PLACE1011538 29.14 23.25 16.78 1 1 

PLACE1011555 23.6 20.53 25.6 1 1 

PLACE1011561 24.88 25.71 37.82 1 1 

PLACE1011563 37.3 42.35 32.36 1.06 1 

PLACE10U 567 59.12 55.36 61.57 0.94 1.04 

PLACE1011569 110.07 98.25 92.78 0.89 0.84 

PLACE1011576 107.13 119.56 82.05 1.12 0.77 

PLACE1011586 58.35 60.15 53.06 1.03 0.91 

PLACE1011635 126.85 122.41 79.4 0.96 0.63 

PLACE1011641 21.95 15.08 12 1 1 

PLACE1011642 96.47 131.07 98.89 1.36 1.03 

PLACE1011643 27.01 32.97 23.44 1 1 

PLACE1011646 311.38 371.3 292.59 1.19 0.94 

PLACE1011649 39.42 40.05 38.15 1 1 

PLACE1011650 23.59 25.05 20.03 1 1 

PLACE1011661 92.23 95.48 84.22 1.04 0.91 

PLACE1011664 62.94 63.99 43.95 1.02 0.7 

PLACE1011672 22.5 26.83 22.49 1 1 

PLACE1011675 20.43 16.82 14.39 1 1 

PLACE1011682 34.22 33.4 46.45 1 1.16 

PLACE 10 11708 80.24 92.72 58.81 1.16 0.73 

PLACE1011719 61.08 68.74 59.57 1.13 0.98 

PLACE1011725 39.29 49.72 30.96 1.24 1 

PLACE1011729 48.33 49.66 37.62 1.03 0.83 

PLACE1011741 42.11 42.21 26.14 1 0.95 

PLACE1011749 98.54 120.28 81.54 1.22 0.83 

PLACE1011757 200.1 214.18 192.99 1.07 0.96 

PLACE1011762 31.14 34.16 27.67 1 1 

PLACE1011778 20.12 27.07 17.12 1 1 

PLACE1011783 79.37 103.33 80.61 1.3 1.02 

PLACE1011795 62.52 74.53 49.61 1.19 0.79 

PLACE1011810 26.95 35.71 25.38 1 1 

PLACE1011824 94.06 261.39 163.66 2.78 1.74 

PLACE1011825 152.66 173.17 154.8 1.13 1.01 

PLACE1011835 23.8 27.8 43.04 1 1.08 
PLACE1011836 120.62 135.76 141.71 1.13 1.17 
PLACE1011847 285.54 294.38 284.53 1.03 1 

PLACE1011855 22.68 27.11 28.04 1 1 

PLACE1011858 36.79 39.34 31.86 1 1 

PLACE1011874 45.52 57.52 57.05 1.26 1.25 

PLACE1011875 21.91 19-56 19.38 1 1 

PLACE1011877 31.1 30.5 28.95 1 1 

PLACE1011891 17.01 14.38 16 1 1 

PLACE1011896 9.03 4.47 5.22 1 1 
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PLACE2000438 19.41 25.68 29.91 1 1 

PLACE2000450 81.66 92.34 97.83 1.13 1.2 

PLACE2000455 18.01 22.78 20.07 1 1 

PLACE2000458 55.64 68.4 59.18 1.23 1.06 

PLACE2000464 29.94 27.76 24.02 1 1 

PLACE2000465 213.81 251.88 207.06 1.18 0.97 

PLACE2000473 836.58 983.57 306.98 1.18 0.96 

PLACE2000477 16.45 29.51 16.05 1 1 

PLACE3000004 87.82 83.69 80.62 0.95 0.92 

PLACE3000009 1606.22 1262.54 1148.63 0.79 0.72 

PLACE3000020 760.66 812.44 "597.12 1.07 0.92 

PLACE3000029 217.19 259.74 201.46 1.2 0.93 

PLACE3000038 41.85 54.63 40.3 1.31 0.96 

PLACE3000052 367.89 489.29 371.66 1.33 1.01 

PLACE3000059 24.83 27.37 23.53 1 1 

PLACE3000067 59.74 70.09 61.55 1.17 1.03 

PLACE3000069 93.54 91.2 73.59 0.97 0.79 

PLACE3000070 185.28 188.38 229.21 1.02 1.24 

PLACE3000103 65.17 61.33 54.93 0.94 0.84 

PLACE3000119 3.61 113.76 2.84 2.84 1 

PLACE3000121 1345.4 1349.82 1036.69 1 0.77 

PLACE3000124 97,43 115.22 90.24 1.18 0.93 

PLACE3000135 11.35 10.57 7.29 1 1 

PLACE3000136 28.24 30.03 24.93 1 1 

PLACE3000142 21.84 22.96 23.32 1 1 

PLACE3000145 738.49 611.83 451.51 0.83 0.61 

PLACE3000147 176.32 164.52 132.27 0.93 0.75 

PLACE300O148 4.21 2.12 L47 1 1 

PLACE3000154 35.29 60.89 56.38 1.52 1.41 

PLACE3000155 66.71 65.47 53.88 0.98 0.81 

PLACE3000156 18.22 36.57 17.58 1 1 

PLACE3000157 26.5 33.22 27.53 1 1 

PLACE30O0158 115.37 133.81 102.19 1.16 0.89 

PLACE3000160 136.75 99.83 114.37 0.73 0.84 

PLACE3000169 165.8 195.53 168.21 1.18 1.01 

PLACE3000181 127.79 141.83 120.13 1.11 0.94 

PLACE3000194 49.19 48.32 44.38 0.98 0.9 

PLACE3000197 12.91 14.38 16.78 1 1 

PLACE3000199 14.71 10.56 10.36 1 1 

PLACE3000205 868.43 1057.62 753.31 1.22 0.87 

PLACE3000207 216.92 252.67 191.1 1.16 0.88 

PLACE3000208 54.89 54.23 48.79 0.99 0.89 

PLACE3000213 33.26 40.23 30.49 1.01 1 

PLACE3000215 21.84 17.5 13.39 1 1 

PLACE3000218 13.41 11.66 9.09 1 1 

PLACE3000220 114.32 105.77 107.52 0.93 0.94 

PLACE3000221 437.38 475.47 358.38 1.09 0.82 

PLACE3000225 48.79 61.71 52.94 1.26 1.09 

PLACE3000226 89.7 98.83 76.04 1.1 0.85 

PLACE3000230 26.28 30.38 53.41 1 1.34 

PLACE3000231 34.3 53.63 46.02 1.34 1.15 

PLACE300O235 105.91 116.52 94.01 1.1 0.89 
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204.43 


214.99 


215.82 


1.05 


1.06 


PLACE3000455 


70.16 


96.18 


109.86 


1.37 


1.57 


PLACE3000475 


146.58 


MAM 


167.87 


1.19 


1.15 


PLACE3000477 


71.98 


48.83 


46.22 


0.68 


0.64 


PLACE4000003 


23.25 


25.51 


19.95 


1 


1 


PLACE4000008 


70.24 


63.65 


74.26 


0.91 


1.06 


PLACE4000009 


43.12 


37.54 


47.82 


0.93 


1.11 


PLACE4000014 


21.64 


19.96 


21.69 


1 


1 


PLACE4000029 


445.92 


441.3 


386.76 


0.99 


0.87 


PLACE4000034 


90.28 


104.98 


136.62 


1.16 


1.51 


PLACE4000049 


80.02 


77.88 


91.08 


0.97 


1.14 


PLACE4000052 


28.33 


17.89 


22.57 


1 


1 


PLACE4000062 


33.61 


37.15 


30.93 


1 


1 


PLACE4000063 


43.96 


48.75 


4:5.39 


1.11 


1.03 


PLACE4000089 


59.97 


63.79 


53.77 


1.06 


0.98 


PLACE4000093 


19.92 


15.59 


24.78 


1 


1 


PLACE4000100 


59.02 


65.05 


63.87 


1.1 


1.17 
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PLACE4000103 


23.19 


22.13 


16.6 


1 


1 


PLACE4000106 


42.56 


54.08 


43.9 


1.27 


1.03 


PLACE4000128 


67.58 


75.38 


71.3 


1.12 


1.06 


PLACE4000129 


29.93 


24.81 


23.87 


1 


1 


PLACE4000131 


782.86 


711.57 


587.61 


0.91 


0.75 


PLACE4000147 


14.59 


9.44 


6.98 


1 


1 


PLACE4000156 


163.18 


267.14 


159.69 


1.64 


0.98 


PLACE4000175 


14.89 


13.1 


10.66 


] 


1 


PLACE4000190 


628.33 


504.54 


459.39 


0.8 


0.73 


PLACE4000192 


28.59 


35.85 


25.67 


1 


1 


PLACE4000206 


77.21 


57.16 


80.21 


0.74 


1.04 


PLACF400021 1 


79.65 


101.47 


63.07 


L27 


0.79 


PLACE40O0214 


26 


17.61 


16.37 


1 


1 


PLACE4000222 


84.71 


90.07 


69.78 


1.06 


0.82 


PI ACE4000223 

JT X_./iA - * /v M f ^ ^ j 


22.62 


14.09 


14.21 


1 


1 


PT AO r R40O0229 


33.82 


41.71 


44.09 


1.04 


1.1 


pt Atruioofftio 




57 35 


69 17 


0 67 


0 72 


PT ACF4000913 


73.47 


68.6 


63.73 


0.93 


0.87 


PT ACF4000239 


100.72 


94.05 


95.4 


0.93 


0.95 


PT APF4000247 


34 55 


28 2 


23 03 


i 


i 

X 


PT A CF4000250 


51 35 


59.3 


45 61 


1.15 


0 89 


PT Ar*FdfWi959 


90 75 


1Q 51 


18 21 


i 

X 


1 


PT Ar*P40O09S0 


950 60 




170 no 

i / y .\jy 


0 01 


0 71 


PT AfTTd.non96l 


91 5 


19 14 

1 Z. 1 *T 


17 40 


1 
1 


1 


pt A^Pzinnn9ft-d 

l^ACJC^UUUZ 04- 


18 Q7 


41 66 

H I .DO 


55 H9 


1 f)A 


1 18 

1 .JO 


DT A/^nAfWVi76Q 


47 t 


17 ft 


19 1 6 < 


ft 85 i 


fi 8S 


pt Ar^T^AnnnoTO 


9 A 9A 


9Q 07 


99 47 


1 

1 


X 


rLALc4UUU/o 1 


Z i 1 .zZ 


974 9 £ I 
Z /t.Z.J 


967 8Q 

ZO /.07 


1 1 


1 97 
1 .Z / 


rx\.J\ k^Ch UUU uvj 


9A ni 


96 71 


1 6 7Q 
i o. iy 


1 
1 


1 


pt Arr?Annni9n 


47 61 


59 09 


41 OQ 
1 1 .yy 


1 1 1 


O 88 
u.oo 


pt AC*FAfinni9i 


70 64 


77 63 


71 66 


1 1 

X . X 


1 (\A 


PT AfFiftOft^fi 

r L. A wIZrH wUv J Z O 


17 15 

1 f . X J 


10 53 

I7.JJ 


9 1 01 

^ X .7 X 


I 


1 
i 


PLACR4000344 


20.15 


17.55 


19.07 


1 


1 


PT APR4000347 


42.11 


35.66 


37.07 


0.95 


0.95 


PLACE4000354 


20.54 


16.97 


13.97 


T 


1 


PLACE4000367 


19.08 


2L62 


13.54 


1 


1 


PLACE4000369 


18.56 


16.86 


16.32 


1 


1 


PLACE4000379 


44.93 


48.22 


35.27 


1.07 


0.89 


PLACE4000387 


28.48 


18.41 


23.23 


1 


1 


PLACE4000392 


18.72 


23.43 


16.99 


1 


1 


PLACE4000399 


417.14 


435.88 


349.26 


1.04 


0.84 


PLACE4000401 


13.12 


19.41 


12.77 


1 


1 


PLACE4000403 


72.03 


64.17 


68.86 


0.89 


0.96 


PLACE400041 1 


59.36 


51.92 


41.47 


0.87 


0.7 


PLACE4000415 


23.89 


20.82 


25.63 


1 


1 


PLACE4000416 


174.35 


147.K! 


: 179.04 


0.84 


1.03 


PLACE4000424 


19.71 


16.25 


17.79 


1 


1 


PLACE4000431 


263.83 


293 


219.65 


1.11 


0.83 


PLACE4000443 


20.1 


8.3 


13.07 


1 


1 


PLACE4000445 


71.62 


72.15 


70.79 


1.01 


0.99 


PLACE4000450 


147.23 


126.29 117.48 


0.86 


. 0.8 


PLACE4000455 


62.39 


48.46 


44.08 


0.78 


0.71 
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PLACE4000465 135.53 132.4 107.77 0.98 0.8 
PLACE400O466 1046.66 1140.39 799.29 1.09 0.76 
PLACE4000472 121.8 126.78 113.94 1.04 0.94 
PLACE4000487 264.78 281.84 202.36 1.06 0.76 
PLACE4000489 48.45 36.77 33.35 0.83 0.83 
PLACE4000494 23.84 20.8 21.4 1 1 
PLACE4O0O502 88.64 86.75 81.9 0.98 0.92 
PLACE4000521 323.04 404.56 285.14 1.25 0.88 
PLACE4000522 30.08 33.41 25.49 1 1 
PLACE4000537 29.74 23.24 26.85 1 1 
PLACE4000548 42.55 40.31 87.2 0.95 2.05 
PLACE4000558 23.58 23.82 17.37 1 1 
PLACE4000581 61.42 69.56 63.92 1.13 1.04 
PLACE4000590 8.23 5 6.05 1 1 
PLACE4000593 18.6 17.3 14.81 1 1 
PLACE4000612 41.95 53.37 32.82 1.27 0.95 
PLACE4000638 26.8 37.75 22.79 1 1 
PLACE4000650 27.3 16.4 33.1 1 1 
PLACE4000651 36.82 39.3 38.22 1 1 
PLACE4000654 16.89 15.19 15.24 1 1 
PLACE4000670 16.92 13.19 15.71 1 1 
PLACE4000685 187.86 211.77 202.76 1.13 1.08 
PLACE4000687 16.21 22.59 13.56 1 1 
PLACE5OOO003 21.87 28.54 21.39 1 1 
PLACE5000005 110.24 120.37 147.87 1.09 1.34 
PLACE5000019 13.52 8.92 10.26 1 1 
PLACE5000021 13.23 15.67 10.24 1 1 
PLACE5000022 19.05 19.6 21.59 1 1 
PLACE5000024 34.25 21.2 21.25 1 1 
PLACE5000036 40.53 31.28 35.69 0.99 0.99 
PLACE5000059 352.37 319.61 357.62 0.91 1.01 
PLACE5000076 47.21 58.74 32.77 1.24 0.85 
PLACE5000117 84.84 102.57 87.82 1.21 1.04 
PLACE5000143 23.5 22.78 23.28 1 1 
PLACE5000152 15.35 12.76 11.52 1 1 
PLACE5000154 144.51 199.46 237.34 1.38 1.64 
PLACE5000155 89.36 81.41 79.91 0.91 0.89 
PLACE5000165 78.93 76.87 88.02 0.97 1.12 
SKNMC1000004 101.25 99.46 95.02 0.98 0.94 
SKNMC1 000011 46.1 44.65 56.16 0.97 1.22 
SKNMC1000013 16.47 25.9 14.18 1 1 
SKNMC1000014 92.84 113.71 75.96 1.22 0.82 
SKNMC1000018 54.44 47.21 45.13 0.87 0.83 
SKNMC1000020 21.7 28.63 29.3 1 1 
SKNMC1000046 26.3 28.76 16.18 1 1 
SKNMC1000050 62.13 60.84 53.16 0.98 0.86 
SKNMC 1000062 330.04 282.45 310.59 0.86 0.94 
SKNMCJ000075 17.55 17.79 15.1 1 1 
SKNMC1000082 22.09 43.54 26.48 1.09 1 
SKNMC1000091 55.45 72.12 67.23 1.3 1.21 
SKNMC 1000099 15.48 12.31 17.8 1 1 
SKNMC1000104 19.72 17.77 17.75 1 1 
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SKNMC10001 13 


25.72 






1 


1 


SKNMClOOOl 19 


3L7 


33.07 


2o.o4 


1 


1 


SKNMC 1000 142 


13.17 


9.46 


8.15 


1 


1 


SKNMC1000170 


18.9 


35.22 


13.42 


1 


1 


SKNMC1000178 


36.62 


37.44 


34.52 


1 


1 


SKNMC 1000 194 


30.86 


16.71 


25.89 


1 


1 


SKNMC1000198 


34.11 


45.61 


47.99 


1.14 


1.2 


SKNMC 1000225 


26.81 


26.95 


26.7 


1 


1 


SKNMC1 000249 


8.56 


7.08 


5.55 


1 


1 


SPLEN 1000007 


23.41 


31.55 


22.1 


1 


1 


SPLEN 10000 12 


12.79 


13.7 


8.13 


1 


1 


SPLEN1000014 


70.11 


67.87 


59.13 


0.97 


0.84 


SPLEN1000036 


594.83 


558.47 


477.44 


0.94 


0.8 


SPLEN 1000059 


18.59 


12.25 


11.97 


1 


1 


SPLEN1000068 


70.13 


64.3 


54.94 


0.92 


0.78 


SPLEN1000072 


32.05 


40.98 


29 .41 


1.02 


1 


SPLEN 10001 01 


192.61 


203.71 


206.97 


1.06 


1.07 


SPLEN 10001 08 


11.49 


13.35 


11.51 


1 


1 


SPLEN 10001 13 


34.46 


41.39 


30.71 


1.03 


1 


SPLEN1000114 


45.22 


48.21 


35.95 


1.07 


0.88 


SPLEN 10001 32 


34.95 


36.95 


42.28 


1 


1.06 


SPLEN 10001 35 


343.33 


311.82 


277.27 


0.91 


0.81 


SPLEN 10001 36 


66.82 


82.96 


80.88 


1.24 


1.21 


SPLEN 1000141 


76.01 


69.18 


98.16 


0.91 


1.29 


SPLEN1000164 


30.6 


24.91 


22.66 


1 


1 


SPLEN1000166 


23.21 


20.04 


14.17 


1 


1 


SPLEN 1000 175 


139.17 


239.48 


209 


1.72 


1.5 


SPLEN1000182 


14.94 


11.84 


11.7 


1 


1 


SPLEN 1000 185 


55.33 


55.69 


40.97 


1.01 


0.74 


THYMU 1000004 


71.72 


74.9 


83.41 


1.04 


1.16 


THYMU 1000009 


94.13 


77.8 


90.28 


0.83 


0.96 



THYMU 100001 5 228.36 266.58 260.48 1.17 1.14 

THYMU1000016 85.88 95.7 65.55 1.11 0.76 

THYMU1000023 20.69 15.9 18.99 1 1 

THYMU 1000034 24.06 21.75 16.17 1 1 

THYMU 1000035 16.7 12.77 9.02 1 1 

THYMU1O0OO37 19.37 14.84 13.58 1 1 

THYMU 1000042 79.95 82.87 68.39 1.04 0.86 

THYMU1000047 89.91 103.09 89.83 1.15 1 

THYMU1000080 40.1 18.75 23.34 1 1 

THYMU1000094 100.33 88.03 83.95 0.88 0.84 

THYMU1000109 3394.69 3204.08 2476.84 0.94 0.73 

THYMU1000127 149.43 302.07 224.65 2.02 1.5 

THYMU1000130 50.99 54.49 39.21 1.07 0.78 

THYMU 1000 137 89.89 98.22 85.61 1.09 0.95 

THYMU1000146 41.95 48.71 54.46 1.16 1.3 

THYMU100O159 75.18 54.17 55.6 0.72 0.74 

THYMU1000163 1438.28 1056.73 808.48 0.73 0.56 

THYMU1000167 37.01 32.25 20.73 1 1 

THYMU1000186 41.69 49.31 32.2 1.18 0.96 

THYRO1000017 64.39 60.8 44.03 0.94 0.68 

THYRO1000026 34.47 79.34 36.05 1.98 1 
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THYRO1000034 
THYROl 000035 
THYRO 1000036 
THYRO1000040 
THYROl 000061 
THYRO 1000067 
THYRO 1000070 
THYRO 1000072 
THYRO 1000084 
THYRO1000085 
THYRO 1000086 
THYRO 1000087 
THYROl 000092 
THYRO1000093 
THYRO1000099 
THYRO 1000 107 
THYRO 10001 11 
THYRO1000121 
THYRO1000124 
THYRO 1000 129 
THYRO1000130 
THYRO1000132 
THYRO 1000 134 
THYRO1000144 
THYRO1000155 
THYRO1000156 
THYRO1000163 
THYRO1000173 
THYRO1000186 
THYRO1000187 
THYRO1000190 
THYRO 1000 196 
THYRO1000197 
THYRO 1000 199 
THYRO1000206 
THYRO1000221 
THYRO 1000222 
THYRO 1000228 
THYRO 1000241 
THYRO 1000242 
THYRO1000246 
THYRO 1000253 
THYRO 1000270 
THYRO1000279 
THYRO 1000285 
THYRO1000288 
THYRO 1000296 
THYRO1000320 
THYRO 1000322 
THYRO 1000327 
THYRO1000343 
THYRO1000345 



z / . /o 




oa nc 
20.76 


1 


1 


1* A 




62.06 


1 A1 

l.Ol 


1.55 




zo. 13 


14.41 


l 


1 


29.81 


42.36 


39.84 


1. 06 


1 


37.9 


51.34 


31.21 


1.28 


1 


72.96 


86.57 


57.57 


1. 19 


0.79 


21.53 


26.8 


23.38 


1 


1 


36.97 


46.63 


32.18 


1.17 


1 


44.96 


56.29 


56.67 


1.25 


1.26 


49.35 


66.17 


67.44 


1.34 


1.37 


11.1 


15.74 


10.31 


1 


1 


8.58 


16.78 


5.64 


1 


1 


52.96 


62.53 


59.75 


1.18 


1.13 


8.63 


7.64 


6.15 


1 


1 


37.27 


32.4 


28.52 


1 


1 


24 .41 


21.8 


26.8 


1 


1 


21.9 


17.22 


25.47 


1 


1 


20.79 


17.72 


18.35 


1 


1 


8.23 


6.71 


9.71 


1 


1 


6.81 


8.74 


7.68 


1 


1 


37.8 


41.72 


38.31 


1.04 


1 


98.28 


111.98 


107.16 


1.14 


1.09 


27.46 


37.47 


27.29 


1 


1 


28.27 


22.09 


27.89 


1 


1 


12.36 


10.14 


12.44 


1 


1 


51.42 


49.18 


46.2 


0.96 


0.9 


65.44 


73.1 


64.89 


1.12 


0.99 


15.15 


16 


17.87 


1 


1 


210.15 


248.49 


187.91 


1.18 


0.89 


77.72 


82.92 


67.1 


1.07 


0.86 


75.91 


65.3 


68.76 


0.86 


0.91 


10.19 


6.64 


5.51 


1 


1 


74.14 


96.54 


82.33 


1.3 


1.11 


18.64 


18.82 


15.04 


1 


1 


29.32 


53.8 


59.34 


1.35 


1.48 


53.54 


70.47 


61.06 


1.32 


1.14 


38.81 


43.06 


43.08 


1.08 


1.08 


45.93 


36.69 


32.8 


0.87 


0.87 


97.96 


115.66 


91.36 


1.18 


0.93 


39.55 


36.22 


38.32 


1 


1 


34.94 


38.43 


32.03 


1 


1 


62.15 


52.77 


55.94 


0.85 


0.9 


25,94 


22.66 


21.26 


1 


1 


10.27 


4.06 


5.62 


1 


1 


y 1 >QD 


96.96 


103.11 


1.06 


1.12 


44.89 


35.11 


51.9 


0.89 


1.16 


51.1 


53.97 


49.14 


1.06 


0.96 


52.48 


54.06 


54.2 


1.03 


1.03 


33.96 


29.37 


30.02 


1 


1 


29.34 


27.31 


29.2 


1 


1 


27.82 


34.09 


28.73 


1 


1 


55.7 


46.72 


51.21 


0.84 


0.92 
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THYRO1000358 9.41 7.7 6.57 1 1 

THYRO1000368 19.77 17.83 17.93 1 1 

THYROl 000375 67.03 68.23 60.2 1.02 0.9 

THYRO1000381 15.46 15.89 24.65 1 1 

THYRO1000387 36.11 33.07 29.39 1 1 

THYRO1000394 57.36 48.17 50.67 0.84 0.88 

THYROl 000395 28.97 30.24 27.58 1 1 

THYRO1000400 17.65 26.72 35.19 1 1 

THYRO1000401 24.4 25.58 18.17 1 1 

THYRO1000407 16.4 16.1 17.58 1 1 

THYRO1000420 46.85 54.92 41.53 1.17 0.89 

THYRO1000438 50.01 46.6 46.81 0.93 0.94 

THYROl 000452 42.1 54.28 49.65 1.29 1.18 

THYRO1000455 8.03 4.68 3,86 1 1 

THYRO1000471 40.24 41.92 30.96 1.04 0.99 

THYRO1000481 30.3 21.61 26.84 1 1 

THYRO1000484 61.87 67.03 50.17 1.08 0.81 

THYRO1000488 20.11 25.07 21.14 1 1 

THYRO1000501 22.62 16.34 20.31 1 1 

THYRO 1 000502 16.19 23 .43 22.05 I 1 

THYRO1000505 13.77 12.09 10.63 1 1 

THYRO1000535 225.34 256.48 247.53 1.14 1.1 

THYROl 000556 55.39 56.81 48.63 1.03 0.88 

THYRO1000558 23.81 19.28 21.37 1 1 

THYRO1000569 74.05 68.57 73.64 0.93 0.99 

THYRO1000570 41.62 41.36 28.83 0.99 0.96 

THYRO1000572 21.39 7.23 11.72 1 1 

THYRO1000573 19.98 17.86 16.98 1 1 

THYRO1000577 14.92 4.37 7.74 1 1 

THYRO 1000580 35.2 44.75 27.1 1.12 1 

THYRO1000584 51.21 39.64 46.27 0.78 0.9 

THYRO 1000585 22.9 30.19 25.55 1 1 

THYRO1000596 13.06 12.04 12.16 1 1 

THYRO1000602 221.44 258.24 175.93 1.17 0.79 

THYRO1000605 22.69 14.45 17 1 1 

THYRO 10006 15 20.64 20.24 22.7 1 1 

THYRO1000625 55.48 53.13 39.91 0.96 0.72 

THYRO 1000636 67.42 74.2 69.95 1.1 1.04 

THYRO 1000637 28.99 27.15 20.45 1 1 

THYRO1000641 27.36 20.13 13.73 1 1 

THYRO1000657 25.52 29.79 32.29 1 1 

THYRO1000658 144.83 157.65 111.64 1.09 0.77 

THYRO1000662 39.96 34.34 26.55 1 1 

THYRO 1000666 35.48 38.48 23.93 1 1 

THYRO1000676 55.83 49.12 51.23 0.88 0.92 

THYRO1000678 17.96 23.23 20.9 1 I 

THYRO1000684 19.12 21.46 17.53 1 1 

THYRO1000694 27.86 22.19 23.82 1 1 

THYRO1000699 89.92 90.86 76.51 1.01 0.85 

THYRO1000712 184.29 270.08 170.04 1.47 0.92 

THYRO1000715 143.06 353.21 194.25 2.47 1.36 

THYRO1000716 33.56 44.54 28.99 1.11 I 
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THYRO 10007 17 
THYRO1000723 
THYRO 1000734 
THYRO 1000748 
THYROl 000755 
THYRO1000756 
THYRO1000776 
THYRO 1000777 
THYRO 1000779 
THYRO 1000782 
THYRO1000783 
THYRO1000786 
THYRO1000787 
THYRO1000792 
THYRO 1000793 
THYRO1000795 
THYRO1000796 
THYRO1000798 
THYRO1000800 
THYRO1000805 
THYRO1000815 
THYRO1000829 
THYROl 000835 
THYRO1000843 
THYRO 1000846 
THYROl 000852 
THYROl 000855 
THYROl 000865 
THYROl 000866 
THYRO 1000881 
THYRO 1000894 
THYRO 1000895 
THYRO1000916 
THYRO1000917 
THYRO 1000926 
THYRO1000934 
THYRO1000951 
THYRO 1000952 
THYRO1000956 
THYRO 1000960 
THYRO 1000961 
THYRO 1000964 
THYRO 1000971 
THYROl 000974 
THYRO1000975 
THYROl 000983 
THYRO 1 000984 
THYRO 1000988 
THYRO 1000991 
THYRO 1000999 
THYRO 100 1003 
THYRO1001015 



77.22 


110.47 


65.42 


1.43 


0.85 


1131 


19.35 


9.86 


1 


1 


23.48 


18.16 


13.64 


1 


1 


16.72 


20.76 


14.58 


1 


1 


58.84 


52.18 


63.38 


0.89 


1.08 


33.49 


31 


34.07 


1 


1 


50.16 


42.39 


50.04 


0.85 


1 


23.87 


35.27 


19.82 


1 


1 
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130.91 


105.14 


0.93 


0.74 


VESEN2O00573 


8.91 


8.61 


6.79 


1 


1 


VESEN2O00604 


13.88 


12.29 


11.35 


1 


1 


VESEN2O00614 


226.89 


314.06 


. 318.98 


1.38 


1.41 


VESEN2000638 


17.11 


18.86 


13.45 


1 


1 


VESEN2000641 


30.44 


33.47 


35.1 


1 


1 


VESEN2000645 


114.84 


103.19 


> 111.61 


0.9 


0.97 


Y79AA1O0O013 


23.65 


28.36 


17.86 


1 


1 


Y79AA1O0OO30 


54.3 


54.62 


46.92 


1.01 


0.86 
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EP1 130 094 A2 



Y79AA1O0O033 111-64 118.12 102.03 1.06 0.91 

Y79AA1000037 88.44 96.39 66.63 1.09 0.75 

Y79AA1000041 30.18 31.51 34.51 1 1 

Y79AA1 000059 55.17 55.82 52.18 1.01 0.95 

Y79AA1000065 270.08 316.25 285.13 1.17 1.06 

Y79AA1000081 261.42 374.34 508.29 1.43 1.94 

Y79AA1000127 107.56 107.37 68.62 1 0.64 

Y79AA1000130 127.02 147.17 116.76 1.16 0.92 

Y79AA1000131 6111.24 5656.63 5788.88 0.93 0.95 

Y79AA1000134 52.82 69.93 53.91 1.32 1.02 

Y79AA1000143 117.86 127.82 125.02 1.08 1.06 

Y79AA1000144 74.35 76.59 74.72 1.03 1 

Y79AA1000150 2545.96 2718.65 2054.54 1.07 0.81 

Y79AA1000153 5666.03 5284.5 5846.98 0.93 1.03 

Y79AA1000166 55.33 54.66 50.83 0.99 0.92 

Y79AA1000179 91.15 94.27 64.88 1.03 0.71 

Y79AA1000181 46.14 50.95 39.78 1.1 0.87 

Y79AA1000202 588.9 770.83 565.25 1.31 0.96 

Y79AA1000207 188.44 235.03 155.99 1.25 0.83 

Y79AA1000214 266.68 298.79 319.39 1.12 1.2 

Y79AA1000222 86.44 101.81 106.59 1.18 1.23 

Y79AA1 000226 82.03 161.73 169.02 1.97 2.06 

Y79AA1000227 48.01 65.96 45.99 1.37 0.96 

Y79AA1000230 31.14 25.61 22.03 1 1 

Y79AA1 000231 118.41 136.39 99.08 1.15 0.84 

Y79AA1000239 151.15 168.81 146.2 1.12 0.97 

Y79AA1000258 29.42 44.77 54.63 1.12 1.37 

Y79AA1000268 43.67 51.54 45.57 1.18 1.04 

Y79AA1000269 47.5 40.64 44.86 0.86 0.94 

Y79AA1000270 130.55 110.71 113.31 0.85 0.87 

Y79AA1000280 70.79 81.14 73.63 1.15 1.04 

Y79AA 1000285 29.49 30.14 27.66 1 1 

Y79AA1000295 35.22 30.73 33.72 1 - 1 

Y79AA1000307 18.53 20.75 18 1 1 

Y79AA1000313 49.32 51.4 49.22 1.04 1 

Y79AA1000314 75.77 84.06 101.41 1.11 1.34 

Y79AA 1000328 29.85 29.66 36.26 1 1 

Y79AA1000334 23.99 28.51 35.56 1 1 

Y79AA1000342 327.09 366.24 329.71 1.12 1.01 

Y79AA1000346 81.6 47.85 70.26 0.59 0.86 

Y79AA1000347 133.77 102.63 126.89 0.77 0.95 

Y79AA1000349 108.67 107.41 141.16 0.99 1.3 

Y79AA1000355 162.38 124.35 158.8 0.77 0.98 

Y79AA1000368 300.14 326.89 275.96 1.09 0.92 

Y79AA1000388 264.81 244.65 255.31 0.92 0.96 

Y79AA1000392 29.82 42.96 63.94 1.07 1.6 

Y79AA 1000405 76.52 90.11 72.49 1.18 0.95 

Y79AA1000410 344.28 441.37 334.83 1.28 0.97 

Y79AA 1000420 51.5 55.34 53.93 1.07 1.05 

Y79AA1000423 99.42 111.57 110.84 1.12 1.11 

Y79AA1000426 48.92 57.41 47.33 1.17 0.97 

Y79AA1000432 31.27 26.61 25.92 1 1 



481 



EP1 130 094 A2 



Y79AA1000453 79.54 259.3 206.07 3.26 2.59 

Y79AA1000465 17.15 42 49.86 1.05 1.25 

Y79AA1000469 168.58 190.42 171.96 1.13 1.02 

Y79AA1000480 43.91 47.71 38.1 1.09 0.91 

Y79AA1000502 92.82 78.1 86.82 0.84 0.94 

Y79AA1000521 41.82 34.78 40.15 0.96 0.96 

Y79AA1000534 82.06 125.38 113.59 1.53 1.38 

Y79AA1000538 184.83 261.28 173.89 1.41 0.94 

Y79AA1000539 354.26 344.61 222.22 0.97 0.63 

Y79AA1000540 26.42 33.12 31.6 1 1 

Y79AA1000560 1601.95 1282.77 1345.84 0.8 0.84 

Y79AA 1000574 24.19 29.5 35.63 1 1 

Y79AA1000584 48.15 39.35 38.38 0.83 0.83 

Y79AA1000589 2778.11 2470.23 1588.55 0.89 0.57 

Y79AA1000598 29.48 26.04 21.58 1 1 

Y79AA1000600 114.94 209.4 237.16 1.82 2.06 

Y79AA1000609 31.84 21.28 28.15 1 1 

Y79AA1000618 63.61 66.01 76.25 1.04 1.2 

Y79AA1 000627 62.01 61.57 49.97 0.99 0.81 

Y79AA1000636 92.84 80.65 118.18 0.87 1.27 

Y79AA1000649 96.75 123.64 122.08 1.28 1.26 

Y79AA1000656 1766.04 1687.12 1253.96 0.96 0.71 



Y79AA1 000673 


27.77 


24.97 


21.2 


1 


1 


Y79AA1 000674 


1171.63 


1373.94 


651.44 


1.17 0.56 


Y79AA1 000678 


36.94 


44.09 


34.34 


1.1 


1 


Y79AA1000682 


1983.1 


1699.68 


1530.39 


► 0.86 0.77 


Y79AA1000683 


49.85 


42.48 


43.56 


0.85 


0.87 


Y79AA1000697 


242.38 


296.34 


355.35 


1.22 


1.47 


Y79AA1000700 


43.92 


66.94 


58.24 


1.52 


1.33 


Y79AA1000702 


139.07 


146.21 


285.74 


1.05 


2.05 


Y79AA 1000704 


18.66 


25.29 


15.37 


1 


1 


Y79AA 1000705 


44.31 


44.51 


31.94 


1 


0.9 


Y79AA1000717 


75.03 


98.74 


86.2 


1.32 


1.15 


Y79AA 1000722 


41.86 


34.12 


41.61 


0.96 


0.99 


Y79AA 1000724 


72.99 


67.48 


66.4 


0.92 


0.91 


Y79AA 1000726 


33.66 


36.24 


29.59 


1 


I 


Y79AA 1000734 


44.87 


42.21 


66.46 


0.94 


1.48 


Y79AA 1000748 


31.18 


25.23 


28.06 


1 


1 


Y79AA1000750 


122.85 


138.64 


121.01 


1.13 


0.99 


Y79AA 1000752 


32.8 


31.76 


33.14 


1 


1 


Y79AA 1000774 


66.23 


53.85 


62.7 


0.81 


0.95 


Y79AA1000776 


26.59 


22.27 


24.72 


1 


1 


Y79AA 1000777 


129.38 


122.4 


131.92 


0.95 


1.02 


Y79AA1000778 


51.22 


36.45 


32.48 


0.78 


0.78 


Y79AA 1000782 


63.92 


63.79 


87.96 


1 


1.38 


Y79AA 1000784 


52.79 


64.69 


85.36 


1.23 


1.62 


Y79AA 1000794 


23.36 


22.73 


19.03 


1 


1 


Y79AA 1000800 


29.75 


32.72 


33.2 


1 


1 


Y79AA 1000802 


30.35 


26.74 


20.73 


1 


1 


Y79AA 1000805 


19.03 


22.52 


16.55 


1 


1 


Y79AA 10008 14 


106.9 


114.58 


89.95 


1.07 


0.84 


Y79AA 1000823 


158.18 


147.37 


123.66 


0.93 


0.78 
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EP1 130 094 A2 



Y79AA1 000824 36.55 
Y79AA1000827 72.11 
Y79AA1O0O831 100.55 
Y79AA1000833 2837.13 
Y79AA1000850 56.14 
Y79AA1000856 86.17 
Y79AA1 000862 21.4 
Y79AA1000876 126.25 
Y79AA1000888 391.22 
Y79AA 1000902 91.22 
Y79AA 1000935 63.3 
Y79AA 1000959 59.37 
Y79AA 1000962 36.15 
Y79AA 1000963 96.8 
Y79AA 1000966 519 
Y79AA1 000967 19.89 
Y79AA 1000968 80.03 
Y79AA1000969 37.01 
Y79AA 1000976 14.88 
Y79AA 1000978 51.09 
Y79AA1000985 236.63 
Y79AA1000989 119.43 
Y79AA 1000991 1240.54 
Y79AA1001013 1435.44 
Y79AA1001014 59.34 
Y79AA1001019 50.26 
Y79AA1001020 77.34 
Y79AA 100 1023 30.63 
Y79AA1001030 54.37 
Y79AA1001035 36.18 
Y79AA 1001 041 34.02 
Y79AA1001043 104.7 
Y79AA1001048 36.81 
Y79AA1001056 83.24 
Y79AA1001061 109.03 
Y79AA1 001062 29.05 
Y79AA1001068 155.79 
Y79AA1001073 63.42 
Y79AA 100 1077 141.08 
Y79AA1001078 89.83 
Y79AA 1001081 52.76 
Y79AA1001088 430.32 
Y79AA1001089 92.85 
Y79AA1001090 67.22 
Y79AA1001105 122.65 
Y79AA1001142 62.73 
Y79AA1001145 99.57 
Y79AA1001162 61.53 
Y79AA1001167 22.2 
Y79AA1001176 22.58 
Y79AA1001177 33.47 
Y79AA1001179 172.36 



29.44 33.27 1 1 
68.69 52.85 0.95 0.73 
112.39 119.5 1.12 1.19 
2936.23 2467.7 1.03 0.87 
49.87 45.58 0.89 0.81 
85.24 87.41 0.99 1.01 
15.44 14.93 1 1 
128.25 138.28 1.02 1.1 
560.15 327.4 1.43 0.84 

102.61 97.33 1.12 1.07 

75.01 65.76 1.18 1.04 
76.73 60.41 1.29 1.02 
37.57 34.42 1 1 

192.62 232.02 1.99 2.4 
651.66 477.36 1.26 0.92 
292.47 251.96 7.31 6.3 
76.94 75.11 0.96 0.94 

40.02 31.68 1 1 
17.75 13.35 1 1 
73.65 56.87 1.44 1.11 
273.81 258.11 1.16 1.09 
125.67 133.77 1.05 1.12 

994.5 880.71 0.8 0.71 



1460.4 1293.41 1.02 0.9 



57.2 


61.99 


0.96 


1.04 


49.6 


55.51 


0.99 


1.1 


83.75 


108.42 


1.08 


1.4 


37.84 


28.21 


1 


1 


72.86 


67.84 


1.34 


1.25 


52.22 


60.57 


1.31 


1.51 


26.39 


39.75 


1 


1 



132.62 114.65 1.27 1.1 

40.02 39.21 1 1 

70.9 78.16 0.85 0.94 

110.8 115.01 1.02 1.05 

40.37 33.85 1.01 1 

171.69 179.73 1.1 1.15 

240.36 260.57 3.79 4.11 

122.58 123.69 0.87 0.88 

99.86 113.12 1.11 1.26 

53.5 48.66 1.01 0.92 

406.89 460.33 0.95 1.07 

116.61 115.46 1.26 1.24 
69.72 59.84 1.04 0.89 

110.5 72.39 0.9 0.59 

127.62 148.35 2.03 2.36 
109.62 105.59 1.1 1.06 
55.57 54.52 0.9 0.89 
27.76 22.05 1 1 

13.4 14.3 1 1 

34.18 31.87 1 1 
288.96 209.97 1.68 1.22 
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EP 1 130 094 A2 



Y79AA1001185 


4.57 


59.88 


4.92 


1.5 


1 


Y79AA1001201 


75.33 


82.93 


99.95 


1.1 


1.33 


Y79AA1001205 


37.54 


42.63 


48.27 


1.07 


1.21 


Y79AA1001211 


97.72 


107.77 


98.62 


1.1 


1.01 


Y79AA1001212 


95.32 


102.86 


78.99 


1.08 


0.83 


Y79AA1001216 


650.81 


671.69 


747.64 


1.03 


1.15 


Y79AA1001228 


81.54 


86.06 


78.83 


1.06 


0.97 


Y79AA10O1233 


24.91 


19.52 


21.84 


1 


1 


Y79AA10O1236 


41.43 


68.09 


69.24 


1.64 


1.67 


Y79AA10O1239 


66.08 


63.52 


79.5 


0.96 


1.2 


Y79AA1001240 


40.45 


44.69 


30.33 


1.1 


0.99 


Y79AA1 001255 


209.03 


243.4 


327.16 


1.16 


1.57 


Y79AA 1001264 


77.47 


114.96 


155.28 


1.48 


2 


Y79AA1001272 


94.67 


108.27 


133.39 


1.14 


1.41 


Y79AA1 001281 


18.21 


17.06 


16.63 


1 


1 


Y79AA1 001299 


84.16 


104.65 


104.16 


1.24 


1.24 


Y79AA1001312 


29.58 


27.93 


24.52 


1 


1 


Y79AA1001319 


50.23 


74.51 


92.58 


1.48 


1.84 


Y79AA 100 1323 


29.99 


42.34 


39.19 


1.06 


1 


Y79AA1001328 


54.08 


55.7 


41.63 


1.03 


0.77 


Y79AA1 001343 


4712.62 


5708.31 5950.25 1.21 1.26 


Y79AA10O1351 


30.34 


22.22 


24.29 


1 


1 


Y79AA1001364 


57.23 


72.81 


54.68 


1.27 


0.96 


Y79AA 1001 367 


33.46 


28.07 


29.13 


1 


1 


Y79AA 1001 384 


16.59 


11.98 


21.5 


1 


1 


Y79AA1001391 


22.75 


18.1 


18.89 


1 


1 


Y79AA1001394 

X t ^ A li * A, \S V-/ X *r I 


107.41 


106.15 


85.41 


0.99 


0.8 


Y79AA 100 1402 

A f *f x XA X A A r 


88.44 


106.63 


80.2 


1.21 


0.91 


Y79AA1001410 


31.55 


32.32 


27.63 


1 


1 


Y79AA1001414 


89.66 


99.17 


102.16 


1.11 


1.14 


Y79AA 100 1426 


26.19 


30.96 


29.42 


1 


1 


Y79AA 100 1427 


944.35 


1175.39 


818.75 


1.24 


0.87 


Y79AA 100 1430 


62.12 


77.68 


66.7 


1.25 


1.07 


Y79AA1001439 


106.67 


110.26 


142.44 


1.03 


1.34 


Y79AA 100 1485 


46.51 


42.89 


31.32 


0.92 


0.86 


Y79AA1001493 


35.54 


24.61 


23.88 


1 


1 


Y79AA1001511 


57.74 


65.35 


93.44 


1.13 


1.62 


Y79AA10O1523 


37.34 


66.39 


30.87 


1.66 


1 


Y79AA 100 1530 


106.49 


109.86 


93.6 


1.03 


0.88 


Y79AA10O1532 


99.42 


111.62 


100.16 


1.12 


1.01 


Y79AA 100 1533 


64.49 


53.61 


44.36 


0.83 


0.69 


Y79AA1001541 


23.65 


33.4 


31.44 


1 


1 


Y79AA1001548 


180.15 


182.1 


165.86 


1.01 


0.92 


Y79AA1001555 


57.85 


54.82 


39.03 


0.95 


0.69 


Y79AA1001562 


159.81 


149.99 


152.18 


0.94 


0.95 


Y79AA1001581 


54.55 


60.53 


50.36 


1.11 


0.92 


Y79AA1001585 


96.52 


98.24 


79.13 


1.02 


0.82 


Y79AA1001592 


62.47 


74.66 


67.17 


1.2 


1.08 


Y79AA 100 1594 


6.58 


7.46 


4.36 


3 


1 


Y79AA1001603 


1371.88 


1354.64 1311.51 0.99 0.96 


Y79AA1001613 


41.9 


47.86 


41.96 


1.14 


1 


Y79AA 100 1630 


21.43 


17.4 


21.48 


1 


1 
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EP 1 130 094 A2 



Y79AA 1001647 76.41 
Y79AA1001664 87 

Y79AA 1001665 46.95 

Y79AA 100 1679 226.19 

Y79AA1001692 36.23 

Y79AA1001696 14.49 

Y79AA1001705 28.44 

Y79AA1001711 93.7 

Y79AA1001717 21.82 

Y79AA1001719 56.65 

Y79AA1001727 63.97 

Y79AA1001750 201.52 

Y79AA1001760 1525.14 

Y79AA1001777 27.57 
Y79AA 100 1781 14.2 

Y79AA1001787 34.67 

Y79AA1001793 490.12 

Y79AA1001795 20.82 
Y79AA1001799 63.3 

Y79AA1001800 206.49 

Y79AA1001801 59.81 

Y79AA1001803 32.78 

Y79AA1001805 93.54 

Y79AA 100 1807 156.64 

Y79AA 100 1827 54.55 

Y79AA 100 1846 90.02 

Y79AA1001848 46.02 

Y79AA 100 1853 54.99 

Y79AA1001863 55.19 
Y79AA1001866 73 

Y79AA 100 1874 12.88 
Y79AA1001875 92.9 

Y79AA1001907 1093.88 

Y79AA1001908 28.59 

Y79AA1 001923 40.94 

Y79AA1001927 54.84 

Y79AA1001930 25.74 

Y79AA1001932 97.69 
Y79AA1001933 57.63 
Y79AA 100 1942 37.83 

Y79AA1001963 342.06 

Y79AA1001968 133.87 
Y79AA1001983 31.53 
Y79AA 1002000 38.81 
Y79AA 1002004 37.99 
Y79AA 1002008 90.25 

Y79AA1002012 127.69 
Y79AA1002017 12.63 
Y79AA1002022 130.63 
Y79AA 1002027 31.61 
Y79AA 1002050 45.8 
Y79AA 1002058 1897.19 



83.21 


65.45 


1.09 


0.86 


149.39 


85.61 


1.72 


0.98 


45.27 


52.61 


0.96 


1.12 


250.68 


232.31 


1.11 


1.03 


50.52 


46.28 


1.26 


1.16 


20.08 


15.55 


1 


1 


37.49 


24.51 


1 


1 


115.28 


83.78 


1.23 


0.89 


24.44 


17.74 


1 


1 


50.42 


51.8 


0.89 


0.91 


82.15 


75.03 


1.28 


1.17 


244.27 


213.32 


1.21 


1.06 


1826.08 1836.66 1.2 1.2 


22.01 


20.75 


1 


1 


10.34 


11.67 


1 


1 


32.77 


31.46 


1 


1 


500.64 


415.02 


1.02 


0.85 


15.64 


16.66 


1 


1 


90.19 


82.19 


1.42 


1.3 


248.75 


358.98 


1.2 


1.74 


46 


44.71 


0.77 


0.75 


24.73 


24.59 


1 


1 


111.29 


88.98 


1.19 


0.95 


104.4 


119.1 


0.67 


0.76 


36.34 


49.28 


0.73 


0.9 


81.03 


88.49 


0.9 


0.98 


35.28 


38.62 


0.87 


0.87 


60.14 


72.48 


1.09 


1.32 


71.44 


82.39 


1.29 


1.49 


77.51 


62.79 


1.06 


0.86 



7.85 8.7 1 1 
99.69 99.18 1.07 1.07 
755.57 1038.49 0.69 0.95 
18.2 21.42 1 1 
40.51 35.36 0.99 0.98 

54.43 48.17 0.99 0.88 
40.86 42.58 1.02 1.06 
98.39 84.63 1.01 0.87 
46.41 44 0.81 0.76 
42.2 33.88 1.06 1 
324.07 294.47 0.95 0.86 
148.65 174 1.11 1.3 
29.07 29.92 1 1 
38.99 47.02 1 1.18 
102.36 131.4 2.56 3.29 

65.44 54.66 0.73 0.61 
126.92 98.41 0.99 0.77 
3.46 2.78 1 1 
151.97 106.29 1.16 0.81 
32.98 29.25 1 1 
38.26 51.32 0.87 1.12 
1240.87 921.95 0.65 0.49 
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EP 1 130 094 A2 



Y79AA1002060 


63.24 


95.77 


121.69 


1.51 


1.92 


Y79AA1002062 


138.95 


173.15 


116.65 


1.25 


0.84 


Y79AA 1002065 


241.79 


213.59 


256.71 


0.88 


1.06 


Y79AA1002067 


69.44 


85.04 


88.86 


1.22 


1.28 


Y79AA1002069 


22.45 


14.55 


11.72 


1 


1 


Y79AA1002070 


290.21 


261.7 


420.51 


0.9 


1.45 


Y79AA 1002074 


4784.85 


4322.02 3500.57 0.9 0.73 


Y79AA 1002076 


23.92 


oo on 

22.89 


OA A1 

30.01 


1 


1 


Y79AA1 002083 


32.64 


25A1 


18.78 


1 


1 


Y79AA 1002084 


56.93 


47.45 


58.61 


0.83 


1.03 


Y79AA 1002086 


29 98 


30.26 


23.7 


1 


1 


Y79AA 1002087 


339 84 


473.89 


305.27 


1.39 


0.9 


Y79AA 1002089 

J. 1 S i. Ul L\J\J *a\J\J J 


63 57 


68.96 


66.81 


1.08 


L05 


Y79 A A 1 009093 


45 60 

HJ.D7 


38.45 


36.91 


0.88 


0.88 


Y79AA1O021O1 


1Q 61 

17.U1 


22.84 


19.2 


1 


1 


Y79AA 1002103 


37 61 


37.75 


35.74 


1 


1 


Y79A A10091 1 S 




60.52 


68.39 


1.25 


1.42 


Y79AA1009 1 91 


SO 59 


36.73 


32.42 


0.79 


0.79 


Y79AA100919S 


O 1 .xjD 


86.76 


79.2 


1.06 


0.97 


Y7Q A A 1 009 1 90 




31.52 


18.59 


1 


1 


Y79A A 10091 31 


90 65 


14.34 


20.31 


1 


1 


V7Q A A 1 009 1 




25.87 


27.48 


1 


1 


Y70 A A 1 009 1 A A 


1 JO. 10 


90.77 


145.45 


0.66 


1.05 


V7Q A A 1 nCi0 1 77 




57.36 


47.56 


1.07 


0.89 


Y7Q A A TOPHI R'* 




154.43 


165.5 


0.91 


0.98 




111 o 

ill. 1 


133.56 


100.48 


1.2 


0.9 


V7Q a a i oooorvi 


jj.j4 


28.87 


17.92 


1 


1 


V70 a a i nnoon/; 


Z8.J I 


22.35 


18.61 


1 


1 


V70 A A 1 fW57nQ 




36.47 


44.08 


1 


1.1 


V7Q a a 1 nnoono 




45.04 


49.5 


0.94 


1.03 


Y7Q A A 1 0099 1 O 


7Q 1 1 


36.94 


29.41 


1 


1 


Y7QA A 10099 1 1 


^7 36 


63.16 


52.25 


1.1 


0.91 


Y79A A 1 0099 1 ^ 


1 33 51 


136.73 


123.74 


1.02 


0.93 


Y79AA 10099 1 5 


1 3Q 31 

jl jy .3 1 


112.01 


119.56 


0.8 


0.86 


Y7QA A 1009990 


6Q 70 

U7. /7 


59.74 


58.27 


0.86 


0.83 


Y79AA 1009996 


01 90 


74.46 


87.97 


0.82 


0.96 


Y79AA 1002229 


34 99 
j^ . *~ y 


24.76 


28.27 


1 


1 


Y79AA 1002234 


34 59 


JO,44 


5 1 .95 


1.41 


1.3 


Y79AA 100223 5 


73 58 

/ J.JO 


67.73 


74.78 


0.92 


1.02 


Y79AA 1002246 


50.76 


51.58 


35.73 


1.02 


0.79 


Y79AA 1 002258 


63.15 


82.64 


£'0.15 


1.31 


1.43 


Y79AA 1002279 


122 18 


148.88 


110.84 


1.22 


0.91 


Y79AA 1002292 


61.42 


72.22 


67.83 


1.18 


1.1 


Y79AA 1002298 


39.81 


43.55 


30.57 


1.09 


1 


Y79AA 1002307 


32.77 


30.65 


23.26 


1 


1 


Y79AA1002309 


18.06 


24.11 


13.63 


1 


1 


Y79AA1002311 


53.31 


57.19 


84.46 


1.07 


1.58 


Y79AA1002334 


35.05 


38.07 


31.31 


1 


1 


Y79AAI002351 


42.13 


61.09 


58.56 


1.45 


1.39 


Y79AA1002355 


48.88 


42.39 


40.68 


0.87 


0.83 


Y79AA1 002361 


87.11 


88.66 


76.9 


1.02 


0.88 


Y79AA1002365 


38.75 


24.26 


20.53 


1 


1 
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Y79AA 1002373 43.96 

Y79AA 1002376 3080.78 

Y79AA1002378 73.33 

Y79AA 1002381 248.36 

Y79AA1002388 118.82 

Y79AA 1002399 36.12 

Y79AA1002407 57.84 

Y79AA1002413 78.77 

Y79AA1002416 34.3 

Y79AA1002429 67.91 

Y79AA1002431 24.66 

Y79AA1 002433 27.12 

Y79AA1002445 78.66 

Y79AA1002461 29.04 

Y79AA1002466 882.69 

Y79AA1002471 53.74 

Y79AA1002472 121.95 

Y79AA1002474 53.33 

Y79AA1002482 103.36 

Y79AA 1002487 30.92 

Y79AA 1002490 101.4 

Y79AA1002493 107.88 

ZRV6C 1006278 46.63 



55.06 28.34 1.25 0.91 
3824.05 4481.1 1.24 1.45 

93.61 68.22 1.28 0.93 
288.51 304.13 1.16 1.22 
135.82 129.37 1.14 1.09 

30.1 32.87 1 1 
42.82 52.54 0.74 0.91 
81.36 87.31 1.03 1.11 

30.2 51.99 1 1.3 
69.81 80.19 1.03 1.18 
21.16 23.98 1 1 
18.11 23.63 1 1 
54.58 73.75 0.69 0.94 

24.84 32 1 1 
904.65 782.53 1.02 0.89 
51.26 68.91 0.95 1.28 

127.4 127.11 1.04 1.04 

40.85 47.18 0.77 0.88 
111.11 116.07 1.07 1.12 
25.8 32.51 1 1 
90.92 90.54 0.9 0.89 
125.54 105.75 1.16 0.98 
30.08 32.23 0.86 0.86 



Table 186 

Expression of each cDNA in undifferentiated NT2 cells, in NT2 cells cultured in the presence 
of retinoic acid, or in NT2 cells that were cultured in the presence of retinoic acid and then 
further cultured in the presence of cell-division inhibitor added (This table also contains clones 
without description in Examples) 

In the table, NT2, NT2JRA, and NT2_RA_INHIB represent untreated NT2 cells, retinoic 
acid-treated NT2 cells, and retinoic: acid/inhibitor-treated NT2 cells, respectively. The assay 
was performed in triplicate (n=3), and each result was shown in the column of exp.l, exp.2, or 
exp.3. In addition, "t-test N/R" and "t-test N/I" represent results of test for significance of 
difference between the untreated cells and the retinoic acid-treated cells, and between the 
untreated cells and the retinoic acid/inhibitor-treated cells, respectively. The results of the test 
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are shown in the columns of *:p<0.05 and **:p<0.01 . 



Clone 



NT2 
exp.2| 



j :Xp.3 



NT2 RA 
IS 



erp.3 



NT2 RA 1NHIB 



ttest 



exp.l 



GAPDH(Crl) 



3.531 1.08 



g actbi(Cr2) 



155.41 11S 



ADRGL1Q0OQ0S 



4.011 2,03 



ADRGL100OQ07 



11.081 5.73 



ADRGL1000009 



1.111 0.72 



ADRGL1000011 



4.271 



2.7 



ADRGL1000027 



1.831 0.38 



ADRGL100O058 



3.651 2.58 



ADRGL1000069 



3.251 1.85 



ADRGL1000077 



13.481 10.41 



ADRGL1QOQ092 



ADRGL1Q00O99 



ADRGL1000136 



ADRGL1000147 



ADRGL10001S9 



ADRGL1000160 



ADRGL1OO0171 



ADRGL1000181 



BGGI11000015 



5.731 2.8, 



5.641 3.42 



9.971 3.52 



23.091 13.85 



6.111 2.22 



7.161 3.48 



4.841 299 



5.ll 3.65 



13.951 6.83 



BGGI1 1000016 



15.491 5.92 



gGGiiioggon 



7.891 299 



BGGI1 1000022 



8.771 5.14 



0.98 



S9.68 



1.55 



7.92i 



1.04 



2.85 



0.56 



1.37 



3.28 



6.71 



4.51 



2.08 



4.19 



11.7 



3.37 



4.19 



3.23 



2.6 



6.72 



7.09 



3.25j 



5.91 



BGGI 11000031 



4.711 2.16 



BGGI110QOO42 



6.371 5.24 



BGGI11000046 



19.011 1257 



BNGH41000020 



8591 910.1 



BNGH41000025 



5.351 2.06 



BNGH41000026 



16.21 7.69 



BNGH41000027 



2.311 2.18 



BNGH41000035 



14371 8.83 



BNGH41000037 



10.561 7.46 



BNGH41O00O42 



77.1 1 50.85 



BNGH41000048 



33l 2.19 



BNGH41000056 



2.571 2.01 



BNGH41000087 



9.841 5.84 



BNGH410000M 



BNGH41O00157 



BNGH41O00169 



3.371 2.59 



10.631 5.64 



3.771 4.34 



2.74 



3.74 



9.23 



603 



2.09 



7.05 



23 



9.36 



58.45 



1.91 



5.53 



1.21 



6. 



BNGH41000181 



2.471 1.59t 



BNGH41 000198 



8.131 4.64 



BNGH41000219 



9.611 3.92 



BNGH41000229 



19.611 13.28 



BNGH41000237 



10.91 5.47 



BNGH41000238 



4.581 



BNGH41000243 



13.851 8.69 



BNGH41000270 



5.831 2.62 



BRAWH1000004 



4.191 2.83 



BRA WH1 000018 



4.851 1.95 



BRAWH100O021 



6.52| 



BRAWH1000O27 



11.641 



5.06 
8.86 



BRA WH 1000029 



9.581 5.15 



BRAWH1000O4O 



4.6l 1.89 



BRAWH1000050 



11.48 



BRAWH1000O51 



8.18 



4.95 



3.93 



1.1 



6. 



2.921 2.49 



14831 110.7 



101.3 



4.05 3.65 



15.42 10.6 



13.87 



1.661 1.89 



4.32 4.35 



0.97| 0.62 



2.921 3.36 



1.861 233 



19.621 17.92 



7.311 5.01 



5.591 3.73 



5.771 4.73 



14.771 14.96 



5.241 2.88 



5.941 4.59 



3.521 4.19 



3.161 4.06 



9.611 9.19 



11.881 11.38 



4.941 4.94] 



7.121 7.05 



4.091 3.29 



5.631 6.22 



12.391 15, 



1641 319.: 



2.761 2.76 



9341 11.37 



2.9l 3.01 



10.921 9.55 



8.161 9.21 



47.641 53.39 



4.281 2.87 



1.911 2.63 



12.491 10.24 



3.291 3.01 



8331 



1.82 



4.91 3. 



2.931 



5.481 4. 



4.171 5, 



10.861 11 



6.651 



5.911 



8.48 



10.191 



2.35 



2.48 



2.29 



5.87 



7.19 



3.52 



2.14 



5.19 



3.19 



2.31 



5.041 3.15 



2.8 



3.6 



1.03 



3.38 



0.99 



2.75 



2.85 



22.59 



.83 



L24 



5.86 



14.89 



4.15 



3.41 



4.37 



2.97 



10.24 



8.72 



4.93 



4.54 



3.96 



4.36 



12.37, 



1.76 



114.7 



2.27 



8.99, 



1.22 



2.76 



0.92 



2.25 



2.01 



11.6 



3.24 



3.98 



6.61 



17.7 



2.76 



3.95 



2.55 



2.64 



9.94 



11.82 



3.55 



5.71 



4.02 



4.66 



267.4 



3.77 



8. 



638.2 



4.23 



9.66 



2.82 



14.75 



6.42 



62.67 



2.4 



2.15 



10.25 



1.55 



>.05 



7.74 



3.32 



1.8 



5.59 



5.45 



9.36 



7.79 



4.34 



8.97 



3.44 



3.26 



7.471 



8.8 



5.091 6.94 



8.24| 10.39 



6.011 6.72 



2.921 2.71 



9.741 7.25 



6.151 5.72 



8.85 



6.44 



11.51 



8.62 



6.02 



10.13 



3.68 



15.02 



3.37 



exp.2l exp.3[N/R 



2.591 1.52 



105.81 151.1 



2.931 4.24 



8.171 9.15 



1.621 138 



+ Ittejt 



3.271 3.06 



1.331 13 



3.511 



2891 2.7 



16.661 1934 



6.161 7.22 



3.981 4.06 



5.161 5.49 



13.31 19.47 



2.931 339 



4.67 4.25 



3.881 3.45 



3.061 3.44 



10.661 10.13 



10.981 1031 



4.271 332 



5391 5.9 



3.671 2.33 



5.21 4.04 



10.921 9.17 



771.61 845.4 



2.011 3.06 



7.161 10.71 



3.481 4.21 



15.181 12.2 



S.45I 4.98 



28.12 



1.63 



1.41 



11.74 



2.95 



6.38 



1.' 



4.3 



5.24 



7.9 



6.36 



433 



8.23 



2.59 



1.44 



8.68 



289 



558 



5.081 



2.92 



8.25 



5.01 



35.481 23.44 



3.011 1.78 



2.41 1.79 



9.681 8.53 



2571 213 



6.681 5.75 



4.161 4.19 



2.661 1.59 



4.151 4.35 



7.121 7.13 



931 10.85 



6.251 5.44 



5.441 4.22 



4.871 5.54 



3.491 1.3 



3.451 2.05 



6.611 7.96 



6.231 4.28 



7.131 8.24 



5.121 5.84 



251 3.01 



8.091 8.93 



4.251 4.44 
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Table 187 



B RAW H 1 000060 


2.y 


2.y3 


1 Q 
l.O 


1 AH 
3.40 


3.3j 


7 7fl 

2. /o 


7 n*7 
2.0/ 


3.22 


7 n 

2.32 










B RA WH 1 000075 


2.06 


1.78 


1.17 


2. US 


n on 


2.2© 


1.5/2 


2. 13 


2.J4 










BRAWH 1000081 


4.56 


1.87 


2.1 


2.75 


2.22 


2.25 


1.42 


"> A C 

2.46 


1 oc 

1.85 










iv n a lint 1 A/UW^O i 

BRAWH 1000084 


26.93 


16.26 


13,57 


23.37 


33.3 


27.71 




27.20 


24.74 










BRA WW 000095 


11.47 


5.88 


3.86 


6.15 


6.04 


6.04 


D.U3 


4.2 


5.03 










BRAWH 1000096 


7.17 


5.2 


3.04 


5.76 


6.13 


4.73 


6.35 


5.93 


7.43 










BRAWH 1000097 


7.61 


5.42 


4.3 


8.36 


9.37 


10.77 


5.92 


6.56 


7.12 




+ 






BRAWH 10001 00 


2.35 


1.26 


1.29 


3.27 


4.09 


3.18 


3.47 


3.17 


3.82 




+ 




+ 


BRA WH1 000101 


15.93 


5.73 


7.58 


15.78 


16.69 


15.33 


10.38 


7.98 


10.75 










BRAWH1000104 


1.83 


1.99 


1.25 


3.05 


2.31 


2.64 


0.9 


2.83 


2.28 










BRAWH1000107 


5.24 


3.06 


2.55 


3.69 


4.48 


3.14 


2.51 


6.62 


2.54 










BRAWH1000110 


37.02 


23.89 


17.95 


52.01 


48.45 


48.78 


25.83 


19.88 


30.82 




+ 






BRAWH1000111 


13.78 


8.87 


6.05 


12.15 


10.84 


10.06 


10.64 


8.06 


9.74 










BRAWH1000135 


11.51 


6.6 


6.16 


7.34 


6.27 


6.18 


7.86 


5.16 


9.04 










BRAWH 1000190 


5.57 


3.61 


3.06 


4.88 


4.05 


4.63 


4.28 


3.62 


5.01 










HEMBA1000005 


2.17 


2.36 


239 


3.59 


3.26 


3.09 


231 


1.69 


3.76 




+ 






HEMBA1000006 


4.88 


4.08 


3.07 


5.64 


5.07 


4.69 


3.89 


4.34 


3.69 










HEMBA1000012 


7.67 


9.97 


9.83 


7.99 


7.06 


6.98 


3.55 


5.22 


3.46 






mm 1 


- 


HEMBAJ000020 


27.06 


14.56 


16.3 


24.94 


23.65 


29.76 


15.51 


14.38 


17.35 










HEMBA1000030 


7.2 


6.04 


4.37 


4.93 


6.66 


4.71 


4.8 


4.96 


7.17 










HEMBA1000034 


5.42 


3.03 


3.13 


3.92 


5.81 


535 


2.45 


2.65 


5.55 








HEMBAI000042 


10.53 


5.34 


5.29 


12.34 


15.71 


15.33 


6.74 


5.14 


8.81 


• 


+ 






HEMBA 1000045 


3.35 


1.45 


2 


3.11 


2.27 


3.63 


2.78 


2.42 


2.82 










HEMBA1000046 


4.44 


3.21 


3.62 


6.34 


8.01 


11.1 


5.61 


5.39 


6.03 


* 




mm 


+ 


HEMBA1000047 


3.38 


2.86 


1.36 


3.03 


2.25 


2.95 


Z29 


1.9 


1.25 










HEMBA1000048 


6.35 


3.98 


4.34 


16.75 


14.72 


14.62 


7.09 


8.13 


7.75 


mm 


+ 


m 


+ 


HEMBA1000050 


1.73 


0.67 


0.56 


1.86 


1.47 


1.56 


1.52 


2.71 


1.56 










HEMBA1000053 


2.66 


1.5 


1.58 


2.81 


3.5 


3.13 


2.37 


1.92 


3.37 


m 








HEM B A 1 000060 


4.78 


3.18 


2.77 


4.56 


4.67 


4.59 


3.9 


4.27 


4.27 










HEMBA100O072 


71.82 


55.54 


44.63 


47.17 


62.62 


63.43 


25.66 


24.24 


32.66 






m 


- 


HEMBA1000073 


2.41 


1.46 


1.48 


2.36 


2.35 


2.6 


1.84 


2.72 


2.72 










HEMBA1000076 


10.02 


11.17 


8.35 


27.94 


21.02 


20.27 


16.4 


9.49 


15.31 


mm 


+ 






HEM BA 1000084 


3.64 


2.86 


3.72 


4.85 


4.96 


4.11 


5.09 


5.98 


4.83 


m 




m 




HEMBA1000087 


3.12 


Z56 


2.1 


4.7 


3.46 


2.58 


2.59 


1 4.09 


3.28 










HEMB A 1 000088 


1.57 


0.55 


0.65 


1.47 


0.74 


0.92 


1.69 


Z19 


Z78 










HEMBA1000091 


7.82 


3.65 


3.58 


5.14 


4.68 


5.32 


1 5.87 


2.69 


5.02 










HEMB A 1 0001 1 1 


3.34 


2.33 


Z42 


1 4.87 


5.39 


5.9 


1 3.66 


3.37 


3.36 


mm 


+ 






HEMB Al 000121 


3.69 


Z19 


1.8 


4.54 


7.02 


6.59 


3.95 


3.3 


4.32 


m 


+ 






HE MBA 1000 128 


4.07 


1.73 


1.88 


1 3.07 


3.61 


4.19 


4.82 


5.85 


5.45 






m 




HEMBA1 000129 


4.83 


2.28 


Z77 


2.81 


3.65 


3.39 


2.57 


2.73 


3.94 










HEMBA 1000141 


2.71 


2.09 


1.62 


4.16 


2.77 


4.01 


2.77 


3.67 


1.66 


m 








HEMBA1 000146 


! 2.9 


1.3 


1.8 


2.65 


2.28 


1.73 


1.61 


3.65 


1.85 










HEMBA1000150 


26.65 


13.33 


17.02 


3139 


35.61 


38.63 


19.78 


16.66 


26.75 










HEMBA 1000154 


36.53 


16.72 


17.93 


24.12 


23.55 


16.21 


9 


9.29 


13.92 










HEMBA1000156 


12.63 


7.55 


7.2 


12.13 


11.18 


10.85 


5.44 


6.27 


10.52 










HEMBA1000158 


14.24 


5.92 


4.83 


15.57 


17.46 


14.26 


1 A A 


12.16 


12.71 










H KM HA 1 UUU 1 M 


JU.U/ 




D.Do 


ft AT 


in ft£ 


ft (Y7 




7 


j.jo 










HEMBA1000180 


1 3.67 


1.14 


1.34 


3.4 


2.55 


2.88 


1.78 


Z08 


[ 2.49 










HEMBA1000185 


9.44 


4.05 


4.26 


11.55 


10.93 


10.36 


7.42 


5.5 


5.94 


m 


+ 






HEMBA1000188 


2.8* 


> 1.61 


0.93 


2.94 


2.35 


3.1 


1.57 


1.58 


1.71 










HEMBA1000193 


1.27 


' 0.58 


0.24 


1.37 


0.89 


0.82 


0.26 


0.53 


0.45 










HEMBA1000194 


11.05 


> 4.55 


5.41 


17.15 


17.6 


13.81 


11.08 


8.03 


17.29 


* 








HEMBA1000201 


3.51 


IS 


1.75 


4.07 


2.62 


2.46 


Z06 


2.69 


2.83 










HEMBA1000213 


2.2 


! 0.91 


0.97 


1.85 


2.6* 


1.85 


> 1.72 


1.64 


1.67 










HEMBA1000216 


! 4.3* 


I 3.53 


\ 3.45 


7.1 


6.02 


3.1 


3.46 


. 3.84 


4.14 










HEMBA1000227 


6.92 


J 1.9S 


; 2.95 


5.3^ 


' 3.71 


3.95 


> 3.84 


\ 2.55 


3.65 
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Table 188 



HEMBA1000231 



HEMBA1000137 



HEMBA1000243 



HEMBA1000244 



HEMBA1000251 



HEMBA 1000254 



HEMBA1000264 



HEMBA1000269 



HEMBA 1000275 



HEMBA 1000280 



HEMBA1000282 



HEMBA1000287 



HEMBA1000238 



HEMBA1000290 



HEMBA1000296 



HEMBA 1000300 



HEMBA1000302 



HEMBA 1000303 



HEMBA 1000304 



HEMBA 1000307 



HEMBA100Q312 



HEMBA 1000318 



HEMBA100Q327 



HEMBA100Q333 



HEMBA 1000338 



HEMBA1000343 



HEMBA1000349 



HEMBA1000351 



HEMBA100035S 



HEMBA1000356 



HEMBA1000357 



HEMBA1000366 



HEMBA1000369 



HEMBA1000370 



HEMBA1000376 



HEMBA1000387 



HEMBA1000389 



HEMBA 1000390 



HEMBA1000392 



HEMBA1000396 



HEMBA100O411 



HEMBA1 000418 



HEMBA1 000422 



5.77 



10.5 



4.4 



11.09 



2.83 



5.6 



3.12 



3.15 



10.1 



2.' 



4.3 



6.5 



4.22 



2.44 



4.58 



7.18 



2.87 



12.63 



5.94 



3.35 



7.59 



4.73 



4.9 



2.68 



7. 



3.15 



12,26i 



5.83 



8. 



6.36 



2.01 



4.791 1.39 



9.411 7.28 



2.181 1.57 



6.031 5.16 



2.171 1.02 



3.06| 2.15 



2.381 1.29 



2.651 1.66 



8.271 6.59 



1.671 1.88 



2.151 1.99 



3.8 
5.47| 1.6 



1.681 1.41 



3.231 3.04 



7.471 4.77 



1.871 1.42 



6.431 5.95 



4.851 291 



2831 1.79 



5.131 7.25 



3.461 276 



14.951 236 



1.291 0.21 



5.921 3.55 



2991 201 



2721 2.94 



4.061 4.63 



4.021 3.82 



4.161 3.88 



2111 3.61 



1.561 0.82 



7.61 



1.94 



5.48 



6.72 



6.41 



289 



1.66 



2.67 



2.73 



2.29 



HEMBA100O428 



HEMBA100O434 



HFMBA10OO442 



HEMBA1000443 



HEMBA1000446 



HEMBA1000456 



HEMBA1000459 



HEMBA10OO460 



HEMBA1000462 



HEMBA1000464 



HEMBA1000468 



HEMBA10QO469 



HEMBA1000477 



5.88 



298 



0.46 



1.91 



5.28 



15.47 



7.87 



3.86 



2.95 



17.16 



1.23 



1.87 



4.36 



6.04 



3.991 4.13 



1.231 1.23 



4.4|_ 4.48 



4.81 4.24 



5.731 5.061 5.05 



13.81 14.471 14.03 



4.111 5.361 4.88 



9.661 7.121 



6.2 



2.881 4.481 264 



6.611 5.661 5.33 



3 1 2421 2.07 



4.091 



3.31 1.89 



12.651 124| 13.32 



3.21 3.341 225 



8.21 7.711 7.54 



6.661 6.951 7.33 



5.441 



4.71 5.08 



3.31 2.071 224 



3.881 4.571 3.87 



2.57 



4.02 



3.83 



8.59 



13.21 



9.08 



3.72 



3.39 



3.4 



9.02 



6.06 



9.63 



1.69 



2.92 



2.44 



3.44 



3.21 



4.84 



239 



1.18 



3.05 



1.88 



1.49 



1.6 



7.47 



7.72 



5.65 



0.92 



283 



1.47 



4.05 



3.59 



4.68 



6.19 



6.14 



4.66 



3.8 



27 



3.03 



2.46 



2.97 



1.37 
3.13 



1.82 
3.49 



15.631 12411 11.86 



2.861 2.561 



28 



8.61 9.241 8.52 



8.581 10.981 8.79 



7.521 6.271 5.03 



13.41 9.351 10.01 



7071 6.341 4.78 



5.691 8.991 5.72 



2.591 



1.6| 1.38 



10.421 12671 10.27 



2 631 3.791 289 



1.9 1 3.381 2.84 



9.541 11.21 9.66 



5.031 5.091 4.09 



9.66] 



61 7.29 



7.551 7.351 8.12 



2541 1.861 2.67 



5.061 4.641 5.24 



3.731 3.061 3.01 



8.191 9.771 8.68 



12881 11.311 8.93 



4.311 3.18 



3.461 242 



1.011 0.96 



1.461 1.17 



2111 



2591 1.6 



3.82| 278 



1.471 



1.181 0.48 



1.741 218 



4.211 277 



8.431 7.47 



3.871 5.62 



2751 1.81 



1.911 1.24 



10.031 4.79 



1.411 0.6 



1.631 0.67 



2.951 2.67 



2581 234 



5.441 5.191 3.87 



2821 251 3.02 



2.761 



291 2.64 



3.481 2291 1.9 



2491 2.831 l.< 



3.211 4.571 267 



5.711 5.461 6.46 



5.921 5.671 4.87 



1.511 



2.21 1.01 



1.991 271 1 2.66 



4.951 5.351 7.43 



8.861 8.461 9.56 



12881 11.21 12.65 



4.891 5.611 4.96 



1.691 3.461 2.84 



13.141 13.571 10.69 



1.411 1.891 



3.51 1.611 1.75 



7.931 8.361 9.97 



5.171 5.611 5.34 



8.05 



9.96 



6.36 



1.34 



259 



1.57 



6.4 



8.51 



7.91 



6.22 



5.73 



5.36 



5.57 



4.79 



3.97 



7.66 



6.43 



8.25 



4.52 



5.17 



4.75 



3.18 



3.63 



2.24 



1.33 



1.95 



5.82 



7.1 



5.05 



1.22 



21 



1.84 



1.58 



1.8 



2.44 



566 



5.25 



4.95 



3.9 



3.77 



4.2 



7.01 



5.23 



5.35 



3.8 



3.56 



3.53 



1.26 



2.04 



1.96 



3.29 



3.78 



3.59 



1.19 



2.46 



1.97 



4.81 



5.75 



4.74 



7.04 



6.86 



7.9 



3.91 



4.16 



5.13 



2.55 



21 



256 



1.17 



208 



1.89 



207 



204 



26 



1.3 



258 



1.84 



211 



3.04 



2.45 



291 



3.36 



336 



3.17 



3.89 



1.46 



1.36 



1.77 



4.57 



4.71 



8.97 



8.38 



10.15 



6.87 



8.86 



10.32 



229 



3.47 



3.74 



3.05 



246 



5.23 



11.49 



13.69 



11.75 



1.32 



1.26 



0.96 



2.85 



243 



2.2 



5.39 



4.79 



5.59 



6.01 
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HEMBA 1000481 


20.13 


11.47 


12.73 


18.55 


18.55 


1533 


7.84 


7.33 


12.91 










HEMBA1000488 


7.66 


4.44 


4.62 


7.86 


6.19 


6.89 


3.5 


5.38 


6.42 










HEMBA 1000490 


4.18 


2.68 


1.34 


3.95 


5.37 


3.63 


2.12 


2.88 


4.31 






— H 




HEMBA1000491 


7.15 


3.43 


2.52 


5.5 


6.82 


6.64 


4.25 


3.29 


3.33 










HEMBA1000498 


10.26 


6.11 


4.98 


10.58 


18.06 


18.44 


933 


6.44 


8.57 


• 


4 






HEMBA1000501 


10.31 


9.16 


7.08 


7.41 


5.02 


8.46 


4.06 


4.46 


3.72 






! 

: 




HEMBA1000504 


0.29 


1.06 


0.88 


2.55 


1.79 


2.74 


3.2 


4.91 


2.54 


* 


4 


* • 
f- 


4 


HEMBA1000505 


4 


3.11 


2.61 


4.34 


3.87 


4.06 


3.11 


3.95 


3.94 










HEMBA1000507 


8.99 


4.59 


6.64 


9.35 


10.47 


8.65 


535 


839 


7.24 










HEMBA1 000508 


839 


6.68 


6.07 


11.49 


13.9 


1637 


7.32 


8.75 


9.79 


* 


4 






HEMBA1000518 


2.98 


1.78 


1.55 


2.04 


2.31 


1.71 


2.15 


134 


1.87 










HEMBA1000519 


13.74 


9.63 


6.41 


18.15 


26.1 


23.45 


14.61 


12.39 


16.75 


* 


4 






HEMBA 1000520 


0.74 


1.54 


1.42 


0.53 


4.99 


5.32 


0.3 


3.24 


3.21 










HEMBA1 000523 


2.58 


1.73 


1.85 


2.49 


2.81 


3.42 


2.38 


3.31 


2.63 










HEMBA 1000531 


5.39 


5.46 


3.11 


3.93 


6.67 


3.26 


3.72 


334 


2.94 










HEM B A 1 000534 


0.79 


3.21 


2.91 


1.73 


9.74 


6.64 


0.85 


6.6 


3.17 










HEMBA1000538 


-0.07 


2.6 


2.6 


0.69 


6.28 


5.42 


0.12 


7.11 


5.18 










HEMBA1000540 


3.94 


2.64 


3.3 


8.03 


7.49 


8.11 


2.04 


3.68 


234 




4 






HEMBA1000542 


5.67 


3.4 


2.44 


3.85 


3.5 


5.44 


3.98 


3.82 


4.97 










HEMBA1000545 


2.41 


1.53 


0.38 


4.15 


3.69 


3.21 


1.98 


2.16 


2.09 


• 


4 






HEMBA1000547 


1.74 


1.59 


1.68 


5.72 


8.77 


7.03 


3.43 


3.74 


3.3 


*• 


4 


mm 


4 


HEMBA1000551 


9.65 


6.1 


8.03 


14.99 


17.46 


18.61 


8.56 


8.89 


9.19 


»» 


4 






HEMBA1000555 


53 


2 


2.07 


3.79 


6.18 


4.25 


2.7 


2.98 


2.37 










HEMBA1000557 


4.48 


2.92 


3.57 


7.15 


7.8 


8.32 


4.31 


6.14 


5.01 


»• 


4 






HEMBA1000561 


3.7 


1.44 


1.77 


4.14 


3.06 


3.15 


3.47 


4.41 


2.34 










HEMBA 1000563 


1.24 


0.37 


0.85 


2.27 


1.82 


2.27 


0.66 


2.98 


0.86 


• 


4 






HEMBA1000567 


3.87 


1.04 


1.51 


8.01 


8.19 


8.67 


2.66 


3.73 


4 


mm 


4 






HEMBA 1000568 


3.88 


2.11 


2.05 


5.69 


5.23 


5.4 


1.77 


2.82 


3.91 


9 


4 






HEMBA1000569 


4.97 


2.5 


2.71 


6.85 


4.01 


5.8 


3.46 


331 


4.29 










HEMBA1000575 


13.92 


7.22 


8.43 


2032 


2439 


18.68 


11.63 


11.79 


11.04 


m 


4 






H EMB A 1 000588 


1.28 


0.91 


1.2 


2.91 


2.49 


2.9 


1.78 


2.48 


Z62 


mm 


4 


m ■ 


4 


HEMBA1 000590 


3.14 


1.5 


1.84 


3.09 


1.65 


1.71 


1.44 


1.82 


1.81 










HEMBA1000591 


6.68 


339 


4.87 


8.78 


6.73 


9.08 


5.54 


5.94 


6.27 










HEMBA 1000592 


1 1.77 


1 


1.66 


2.61 


3.4 


2.25 


1.98 


Z18 


3.99 


m 


4 






HEMBA 1000594 


3.25 


0.68 


1.19 


1.74 


3.07 


2.12 


1.39 


1.15 


1.72 










HEMBA 1000604 


5.99 


4.47 


i 2.05 


8.88 


9.05 


6.96 


6.29 


5.91 


6.23 


m 


4 






HEMBA1000607 


4.99 


3.1 


j 3.35 


6.44 


6.82 


5.81 


3.43 


4.28 


4.42 


m 


4 






HEMBA1000608 


i 0.99 


1.94 


0.42 


3.85 


2.15 


1.46 


2.61 


2.1 


3.4 










HEMBA1000622 


2.66 


1.16 


0.99 


4.04 


3.67 


4.04 


2.76 


3.15 


3.26 


m 


4 






HEMBA 1000634 


28.82 


15.23 


16.08 


35.62 


36.93 


32.2 


24.35 


21.77 


26.76 


m 


4 






HEM B A 1 000636 


10.44 


4.41 


5.46 


7.42 


7.72 


8.03 


6.42 


4.97 


5.75 










HEMBA100O637 


5.28 


! 3.33 


4.09 


4.63 


6.26 


533 


4.14 


4.87 


4.43 










HEMBA1000655 


7.39 


4.24 


2.84 


8.57 


9.07 


9.85 


5.75 


636 


6.78 


m 


+ 






HEMBA1000657 


7.14 


3.75 


3.78 


6.89 


5.66 


6.19 


7.09 


433 


737 










HEMBA1000662 


2.8 


1.64 


! 1.1 


1.89 


1.7 


1.33 


1.86 


1.9 


1.81 










HEMBA1 000664 


2.6 


2.45 


0.17 


3.74 


3.57 


2.7 


2.86 


232 


2.77 










HEMBA1000671 


3.69 


2.81 


2.74 


7.05 


5.05 


5.15 


3.14 


2.82 


3.51 




4 






HEMBA1000673 


5.96 


2.79 


3.34 


! 9.32 


7.79 


7.67 


4.47 


3.8 


5.32 


• 


4 






HEMBA1000675 


2.45 


2.8 


, 0.77 


6.63 


4.04 


4.43 


3.65 


3.8 


3.87 


* 


4 


• 


4 


HEMBA1000678 


7.03 


5.05 


' 6.34 


10.12 


I 8.74 


9.2 


2.93 


5.72 


! 5.28 


* 


4 






HEMBA1000682 


5.22 


2.0"; 


' 2.75 


12.42 


. 15.95 


33.04 


14.17 


11.85 


; 14.92 


mm 


4 




4 


HEMBA 1000686 


5.1 


3.4* 


> 2.35 


5.21 


4.74 


3.32 


334 


2.67 


r 2.25 










HEMBA1000702 


\ 9.75 


> 6.1* 


6.42 


, 10.E 


11.22 


8.35 


8.93 


8.45 


i 8.8 










HEMBA1000705 


! 1.75 


> 1.21 


i 0.4 


\ 2.12 


2.25 


1.15 


1.75 


13' 


f 2.11 


t 








HEMBA1000713 


5.65 


3.5* 


; 2.85 


I 6.65 


> 5.3e 


1 6.21 


7.06 


6.72 


I 4.64 










HEMBA1000718 


I 4.' 


' 2.6: 


' 2.32 


5.1 


1 t 


> 5.7e 


> 3.65 


> 3.8f 


> 235 


) • 


4 
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HEMBA1000719 


4.82 


2.97 


179 


3.61 


4.58 


3.67 


3.75 


2.77 


3.67 






HEMBA1000722 


2.03 


0.86 


1.42 


1.98 


2.82 


1.59 


1.34 


3.92 


2.07 






HEMBA1000726 


10.3 


9.3 


7.72 


23.56 


26.89 


19.83 


12.69 


13.58 


11.3 9 


* + 




HEMBA1000727 


6.04 


3.96 


3.25 


8.14 


10.98 


7.59 


6.32 


6.82 


2.98 ' 






HEMBA1 000732 


3.01 


2.28 


1.42 


2.14 


1.87 


1.92 


2.98 


2.21 


2.48 






HFMB A 1000736 


4.72 


2.16 


2 


3.64 


1.97 


1.99 


2.73 


2.2 


2.64 






HFMHA1 000743 


0.32 


1.05 


0.53 


1.51 


2.41 


0.98 


0.72 


1.22 


1.24 






HFMRA 1000745 


1.74 


1.73 


1.32 


1.18 


1.69 


2.12 


1.96 


2.53 


1.18 






HFMR X 1000747 


4 1Q 


1.78 


1.08 


3.03 


2.21 


1.78 


1.85 


3.32 


2.09 






urun a i Ano74fi 


7 17 


1 7ft 

1 ,zo 


2.24 


7 7 
z.z 


3.52 


2.79 


1.6 


2.38 


1.72 








A QS 




2.17 


6.45 


8.33 


7.14 


3.25 


4.29 


3.58 






IUPVTR A 1 finft7S7 


A CI 


3 A 


7 7Q 

Z. Szf 


5.03 


6,01 


4 OQ 


3.34 


3.06 


3.28 






uruQ A 

nJ^JVi if A iuuuv 3 j 


0 Q1 


£ 1 7 

D.J. / 


ft 1ft 

O. JO 


Q 7« 


11.1 


C TO 

O. *7 


5.77 


5.12 


53 






tJVlDAlUUV/^/ i 


7 1 


7 74 


5 44 


11 01 


14.04 


12,37 


538 


4.46 


4.75 






IllLiVl IJA J InJUVOv 


Ifi 7R 
JO. ro 


17 3*. 


13 A4 


ft 77 

o. /z 


17 16 

1Z. iO 


6.16 


8.22 


7.22 


7.97 




•* ' - 


U T It* HA 1fllfftft7 AO 


7 ns 


7 SI 

Z.J 1 


1 73 


Q 


8 67 


Q 77 


4.24 


4 83 


3.98 


• + 




MxJVI If A 1UUV/ 


1 37 


0 6R 

U.Oo 


n 7S 


0 ^6 


1 46 


1.1 


0.81 


1 64 


0.68 






in? aa n a i /wmytta 


Q 
O 


1 77 
3.Z / 


7 OS 


17 *JQ 


17 SS 

J Z.J J 


13.92 


7 SI 


8.12 


7.46 






M ML. IV1 If A 1 UUu / Ml 


7 1A 
Z. i«t 


Lit 


O 74 


7 A1 


7 17 

Z. 1 / 


1.75 


1 78 

J.ZO 


2.13 


1.21 






urMp Ainnfnfn 

xllLrVlDA / CK> 


l.UO 


1 Qfi 


1 07 


2 21 


1.08 


2.2 


1.9 


1.74 


1.44 






H£.JV11> A IUUU7y 1 


7 1A 
3.1** 


IK 
J. lJ 


3 1 3 


D.jO 


7 SS 


5 76 


3 7^ 
j« / j 


3.72 


6.22 


** •¥ 




tir»i m A 1AAA7A1 




A 


3 Oft 


< AO 


A OS 

U.7J 


S Rft 

J.OO 


S 38 


4 76 


S 7 

j. / 






H EMB A 1 OOUoUz 


3.76 


7 7< 

Z.ZO 


1 77 
i.zz 


7 A^ 

z.*o 


j-O 


7 A7 
z.oz 


0 ftp. 
u.oo 


7 1ft 

Z. lO 


1 ftft 

1.00 






v trim a~n A 

HEMBA1 000813 


9.81 


3.16 


A 77 
4.Z / 


o.yy 


7 ^7 
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6.36 



0.5 



10.5 
2.95 
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1.09 
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HEMBA1002161 



5.93 
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HEMBA10O2173 



5.99 
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2.45 
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0.26 
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4.52 
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21.61 
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1.79 
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11.54 
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6.96 



43 



2.27 
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4.23 
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1.531 2.221 2.69 



1.1 
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1.66 
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2.93 
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3.92 



10.54 



1.42 



3.57 



11.28 



9.6 



1.56 



4.97 



2.92 



1.21 



1.06 

2.57 



1.641 4.461 4.61 



3.6l 5.451 4.91 



10.961 10.921 19.47 



1.131 2.731 2.21 



4.141 9.441 8.41 



12.651 63.811 



8.961 22.591 



64.96 
17.4 



1.221 2.881 3.54 



3.451 14.421 9.6 



3.351 4.291 3,16 



0.861 1.181 1.75 



1.131 1.471 1.72 



3.461 3.841 3.35 



6. 



1.81 1.72 



.221 4.66 



3.77| 3.66 



2.571 2.73 



18.351 13.17 



20.631 10.83 



5.531 7.91 



3.821 6.51 



12.571 12.66 



28.291 21.95 



2.061 Z87 



7.441 6.34 



3.51 4.3 



4.72 



7.3i 



0,991 2.43 



0.51 1.42 



2.591 3.43 



7.71 



9.8 



15.491 16.53 



6.451 4.35 



1.411 1.49 



4.241 4.29 



5.121 4.86 



3.321 4.13 



6.961 4.68 



23.471 24.41 



5.681 4.84 



20.241 20.85 



3.131 3.05 



5.431 4.55 



3.111 3.88 



3.541 5.04 



27.721 23,97 



6.141 5.78 



1.8 



4.34 



5.02 



1.55 



17.71 



13.44 



7.68 



5.09 



17.5 



34.31 



1.79 



6,72 



3.28 



4.48 



0.56 



1.34 



5.33 



14.04 



17.44 



4.86 



1.24 



3.26 



6.62 



3.25 



6.43 



36.58 



5.16 



22.71 



Z27 



6.47 



4.09 



4.32 
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6.76 
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4.09 



2.691 3.88 
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2.69 
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61.28 
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3.79 
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8.181 9.72 
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3.451 3.5 
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3.54 
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2.94 
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1.87 
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1.67 
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7,73 



2.05 
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16.97 


12.4 


16.79 






HEM BA 1003530 


2.6 


1.44 


2.11 


Z26 


2.64 


3.14 


2.32 


2.96 


3.27 






HEMBA1003531 


6.99 


4.57 


4.74 


10.98 


15.62 


10.36 


6.08 


6.8 


4.37 


* + 




HEMBA1O03532 


13.93 


5.28 


9.84 


12.79 


13.95 


12.42 


7.71 


9.02 


10.58 






HEMBA1003538 


2.36 


1.42 


1.55 


0.71 


3.61 


2.87 


1.32 


3.05 


1.48 






HEMBA1003545 


1.41 


0.47 


0.87 


1.63 


1.67 


1.35 


0.85 


1.8 


0.86 






HEM BAJ 003546 


6.22 


3.88 


2.1 


11.53 


13.41 


10.1 


6.93 


7,89 


5.98 






HEMBA1 003548 


0.92 


0.44 


0.29 


1.8 


1.25 


1.92 


0.41 


1.43 


0.38 


* + 




HEMBA1003553 


10.98 


8.66 


9.18 


19.1 


13.8 


21.91 


7.81 


8.18 


9.02 


* + 




HEMBA1003555 


3.02 


1.7 


1.46 


1.76 


3.2 


2.69 


2.27 


3.4 


2.27 






HE MB A 1003556 


4.32 


1.68 


L 2.2 


3.83 


6.46 


5.67 


2.71 


3.54 


2.22 






HEMBA 1003560 


1.14 


1.46 


1.03 


0.88 


1.35 


1.08 


1.46 


2.03 


1.63 






HFMB A 1 003565 


4.06 


3.07 


3.95 


3.82 


4.6 


4.62 


4.01 


5.7 


5.12 






HEMBA f 003 568 


2.91 


0.76 


1.15 


1.22 


1.08 


1.38 


1.05 


1.98 


0.77 






HFMBA1A03569 


8.99 


12.88 


9.75 


5.29 


6.55 


5.16 


4.54 


5.33 


5.68 


* „ 


* 


HFMBA1003571 


10.48 


4.42 


3.13 


21.11 


11.99 


10.73 


5.96 


8.94 


7.11 






HF MBA 1003579 


5.23 


2,72 


1.87 


4.14 


3.57 


5.4 


3.01 


3.4 


2.79 






HFMBA 1001580 


11.03 


7.36 


6.64 


6.54 


6.56 


8.11 


7.97 


8.17 


8.81 






HEMBA1003581 


5.6 


4.24 


4.26 


4.68 


5.52 


5.87 


5.47 


4.38 


5.02 






HEMBA1 003591 


39.81 


31.07 


28.74 


52.34 


52.04 


48.99 


14.34 


10.05 


14.79 






HEMBA1003595 


1.99 


0.8 


1.07 


3.33 


4.04 


3.39 


2.08 


3.22 


1.45 


99 < 


► 


HEMBA 10035 97 


1.33 


0.63 


1.33 


3.65 


3.35 


4.52 


1.94 


2.9 


2.36 






HEMBA10O359S 


Z9 


0.82 


1.41 


1.32 


2.05 


2.83 


1.88 


0.98 


0.49 






HEMBA1003600 


5.78 


3.55 


3.06 


6.44 


7.48 


5.87 


4.2 


4.07 


5.87 






HEMBA 100364)2 


2.69 


1.98 


1.66 


3.29 


2.76 


2.29 


1.48 


2.11 


2.34 






HEMBA1003604 


11.43 


8.02 


8.72 


12.24 


9.01 


11.87 


7.65 


8.32 


8.25 






HEMBA 10036 10 


8.44 


6.02 


5.83 


14.76 


14.29 


15.88 


13.42 


9.31 


12.15 




► * + 


HEMBA1003615 


6.42 


3.45 


3.87 


5.96 


5.91 


5.22 


3.28 


5.75 


3.48 






HEMBA1003617 


3.99 


3.24 


3.91 


16.74 


14.07 


12.64 


7.57 


9.0S 


1 9.03 


•* - 




HEMBA1003620 


5.35 


2.63 


3.62 


839 


6.31 


6.44 


4.6 


5.32 


! 5.6 


• 


f 


HEMBA 1003621 


5.01 


4.74 


k 3.02 


9.46 


12.0-? 


' 10.2S 


5.9 


> 5.67 


' 5.82 




f 


HEMBA1003622 


1.74 


1 1.02 


! 1 0.61 


2.05 


2.03 


i 2.5 


0.94 


\ 1.6< 


i 0.86 






HEMBA1003630 


1.5S 


) 0.32 


I.I 0.75 


1.4] 


1.11 


1.15 


1.54 


2.3: 


! 1.54 






HEMBA1003637 


2.1f 


> 0.9! 


> 0.95 


3.2* 


> 5S4 


\ 3.51 


r 1.75 


> 2.71 


I 1.99 


) • 




HEMBA1003640 


2.2' 


1 1.5< 


) 2.11 


4,9* 


> 4.1! 


> 5.2: 


! 3.3< 


> 5.5: 


\ 2.21 


i ** 




HEMBA 1003645 


1.6: 


j 0.5: 


I 1.13 


\ 3M 


' 2.8< 


> 2.73 


2.6< 


\ 3.* 


\ 1.36 


\ * 




HEMBA 1003646 


0.81 


) OA 


I 1.1S 


) 3.3: 


\ 3.3< 


> 4.7^ 


I 1.3! 


5 3.8! 


? U 


\ ** 




HEMBA1003647 


0.7< 


) 0.3< 


s o.r 


> 3.6< 


> 2,1! 


) 3.3! 


> i.o: 


\ 2.8' 


7 1.0- 


\ ** 


+ 


HEMBA1003656 


3.3: 


I 1.7< 


5 1.6: 


I i 


1 4.2* 


7 4.7: 


i 3.6: 


I 3.9: 


2 2.6! 


> * 




HEMBA1003662 


2.7' 


7 1. 


i 0.7: 


I 3.9 


33 


* 1.6! 


) 3.31 


: 


3 3.3! 


5 
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HEMBA1003666 


1.38 


1.05 


0.83 


1.72 


1.7 


1.06 


0.87 


1.13 


0.89 










HEMBA1003667 


14.71 


11.01 


9.94 


14.75 


22.82 


18.78 


15.24 


10.59 


14.49 










HEMBA 1003670 


0.91 


0.22 


0.29 


1.11 


1.61 


1.82 


0.56 


1.43 


0.85 


* 








HEMBA1003674 


26.03 


18.94 


18.61 


21.67 


28.7 


30.08 


14.76 


19.25 


20.49 










HEMBA1003677 


3.73 


1.52 


2.36 


7.63 


8.16 


6.96 


10.74 


10.88 


8.28 


• * 








HEMBA1003679 


1.48 


0.67 


125 


5.41 


5.58 


4.44 


3.61 


3.27 


2.24 


•* 








HEMBA1003680 


6.18 


3.86 


3.32 


4.89 


3.65 


4.22 


2.45 


3.41 


4.34 










HEMBA1003684 


3.07 


3.42 


Z52 


4.93 


3.87 


3.53 


2.61 


2.37 


4.26 










HEMBA1003690 


8.67 


4.5 


4.89 


6.53 


5.61 


6.33 


6.11 


7.01 


7.57 










HEMBA1003692 


6.51 


4.39 


2.76 


7.65 


13.21 


11.37 


6.71 


7.24 


6.09 


• 


+ 






HEMBA1003702 


7.49 


3.3 


2.54 


5.23 


6.69 


4.84 


4.77 


3.72 


5.73 










HEMBA1003711 


5.86 


2.58 


3.21 


3.28 


5.33 


5.99 


2.95 


4.08 


4.68 










HEMBA1003714 


4.3 


2.42 


1.47 


334 


3.98 


3.S1 


1.5 


2.8 


3.08 










HEMBA10O3715 


5.16 


2.24 


2.94 


8.09 


8.13 


8 


2.66 


4.48 


4.1 




+ 






HEMBA1003717 


3.17 


Z29 


1.96 


4.19 


3.55 


5.52 


1.88 


1.44 


1.67 


* 


+ 






HEMBAJ003720 


1.56 


1.73 


1.27 


3.11 


3.53 


3.49 


2.3 


1.66 


3.08 




+ 






HEM BA 1003725 


1.46 


0.94 


0.92 


3.84 


2.37 


Z61 


2.1 


1.7 


2.25 


• 


+ 






HEMBA1003728 


6.2 


3.24 


4.06 


5.16 


6.27 


6.67 


5.85 


4.48 


3.55 










HEMBA1003729 


3.99 


1.42 


2.32 


636 


5.84 


4.38 


3.64 


4.72 


3.3 


* 


+ 






HEMBA1003732 


1.63 


1.1 


1 


3.52 


2.12 


1.25 


0.95 


1.54 


1.47 










HEM B Al 003733 


2.5 


4.71 


1.16 


4.86 


6.33 


5.47 


2.99 


3.73 


3.5 










HEMBA10O3742 


6.12 


2.9 


4.2 


5.24 


4.87 


5.32 


2.62 


6.27 


5.03 










HEM BA1 003743 


2.64 


1.63 


1.2 


2.32 


2.37 


3.69 


2.34 


1.46 


1.92 










HEMBA1003758 


5.8 


2.98 


4.74 


10.06 


11.45 


11.44 


7.34 


3.52 


6.11 


• * 


+ 






HEMBA100376O 


5.32 


2.29 


2.62 


4.55 


3.7 


4.58 


3.57 


4.5 


4.37 










HEMBA1003764 


5.57 


1.67 


3.47 


5.12 


Z71 


2.62 


3.98 


3.91 


4.87 










HEMBA1003769 


11.09 


7.81 


6.22 


7.38 


7.99 


10.09 


8.32 


6.25 


8.19 










HEMBA 1003773 


4.06 


2.15 


2.74 


3.4 


2.78 


2.89 


3.34 


3.66 


3.74 










HEMBA1003783 


5.9 


5.63 


5.15 


7.21 


10.97 


7.92 


4.02 


5.97 


4.35 










HEMBA1003784 


1.56 


0.55 


0.26 


1.01 


1.64 


1.14 


0.84 


1.59 


1 










HEMBA10O3794 


22.02 


14.74 


15.29 


16.32 


23.57 


18.51 


19.15 


20.16 


23.83 










HEMBA1003799 


3.18 


0.83 


0.69 


1.6 


1.44 


2.62 


1.76 


1.29 


1.44 










HEMBA 1003803 


5.18 


3.99 


2.9 


7.41 


7.07 


8.96 


7.06 


6.07 


5.89 


• 


+ 


* 


+ 


HEMBA10O38O4 


4.31 


3.24 


3.27 


5.11 


3.19 


3.64 


3.81 


3.96 


3.99 










HEMBA1003805 


9.07 


8.11 


9.22 


15.23 


14.63 


10.98 


7.34 


10.04 


632 


* 


+ 






HEMBA1003807 


2.26 


0.57 


1.05 


1.41 


1.99 


1.42 


1.14 


1.69 


1.19 










HEMBA1003810 


2.67 


2.32 


0.99 


3.03 


2.59 


2.69 


2.81 


4.61 


3.57 










HEMBA1003827 


25.92 


18.96 


19.46 


14.46 


20.55 


25.66 


14.02 


29.91 


19.07 










HEMBA 1003836 


9.8 


5.94 


7.41 


16.46 


20.73 


18.84 


10.1 


7.05 


9.1 


• * 








HEMBAJ 003838 


29.21 


22.41 


20.25 


35.45 


47.13 


35.6 


26.78 


26.74 


23.31 


* 








HEMBA1003843 


8.31 


5.73 


4.45 


4.63 


2.15 


3.75 


3.72 


2.7 


3.17 










HEMBA1Q03846 


26.28 


20.72 


18.37 


21.86 


22.27 


12.11 


999 


15.1 


13.9 








• 


HEMBA1003856 


3.23 


2.48 


1.56 


1.62 


2.7 


2.03 


1.6 


2.63 


2,09 










HEMBA10Q3857 


5.6 


3.94 


4.15 


8.14 


11.16 


11.16 


4.4 


7.01 


4.61 










HEMBA 1 003864 


4.85 


1.81 


2.77 


3.23 


4.07 


4.12 


3.31 


3.39 


2.74 










HEMBA1003866 


1.42 


0.62 


1.37 


1.22 


1.21 


1.69 


0.7 


1.76 


0.89 










HEMBA1003868 


13.28 


7.75 


! 6.42 


9.42 


7.15 


9.18 


5.91 


7.86 


7.2 










HEMBA 1003879 


2.14 


1.42 


1.52 


4.08 


4.35 


3.36 


3.08 


2.74 


2.28 


** 


+ 






HEMBA1003880 


4.68 


2.16 


2.83 


4.05 


4.87 


3.64 


3.32 


3.39 


3.6 










HEMBA1003884 


5.74 


3.71 


3.92 


4 


4.49 


5.17 


4.44 


4.54 


4.54 










HEMBA1003885 


10.32 


6.22 


7.2 


14.27 


16.75 


16.47 


8.29 


8.14 


8.72 


** 


+ 






HEMBA1003887 


5.: 


' 2.7* 


t 3.6S 


» 4.8 


4.75 


6.2t 


i 4.2* 


5.31 


3.98 










HEMBA1003890 


5.7* 


> 2.14 


5.85 


► 3.21 


4.35 


4.1 


2.43 


1.67 


' 2.34 










HEMBA 1003893 


24.42 


11.91 


15.5? 


30.<K 


> 36.65 


i 30.& 


15.3? 


16.42 


I 17.2 




+ 






HEMBA1003896 


19.51 


13.32 


\ 11.0* 


17.41 


24 


\ 18.91 


15.02 


15.0* 


\ 20.( 










HEMBA10O3902 


8.< 


» 6.5< 


5 5.1< 


) 9.5f 


I 9.9* 


7.8< 


) 5.7] 


4.6; 


! 5.7- 
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HEMBA1003904 



HEMBA1003908 



HEMBA1 003926 



HEMBA1003937 



HEMBA1003939 



HEMBAJ 003940 



HEMBA1003941 



HEMBA1003942 



HEMBA1003945 



HEMBA1 003949 



HEMBA1003950 



HEMBA10C3953 



HEMBA1003958 



HEMBA1003959 



HEMBA1003960 



HEMBA 1003966 



HEMBA1003967 



HEMBA 1003968 



|HEMBAt003974 
IHEMBA1003976 



[HEMBA1003977 



1HEMBA1003978 



1HEMBA1003981 



I HEMBA1 003982 



1HEMBA1 003985 



IHEMBA1003987 



[HEMBAJ 003989 



IHEMBA10O4000 



1HEMBA10Q4006 



IHEMBA10O4007 



IHEMBA10O4010 



1 HEMBA 1004011 



1HEMBA10O4012 



IHEMBA1004015 



1HEMBA1 004024 



1HEMBA1004029 



2.78 



1.69 



72.36 



3.1 



1.28 



2.82 



1.451 1.431 2.771 2.17 



1.161 Ji.22l 2.421 2.58 



45.24| 46.721 61.751 49.96 



1.851 3.981 6.121 8.5 



1.62) :i.87| 1.851 4.47 



4.35 



2.44 



9.46 



2.14 



1.45 



1.96 



6.98 



2.84 



7.33 



4.91 



5.85 



3.76 



41.47 



2.48 



2.19 



2.44 



7.98 



6.94 



2.27 



3.79 



2.32 



1.83 



0.881 :i.7ll 2.171 3.19 



2.771 :i.79| 1.961 4.65 



1.821 1.091 3.641 3.65 



3.831 5.74| 8.441 8.96 



1.991 0.591 2.891 3.58 



1321 €.641 1.831 1.87 



1.591 1.471 2.66 



2.061 1.921 264 



64.941 25.261 18.43 



7.611 2.661 5.69 



4.22 0.721 2.97 



2.371 0.511 2.52 



3.031 2.551 3J 



2.581 2.381 2.63 



9.421 7.881 6.57 



3.781 1.921 2.25 



1.761 1.111 



1.8 



0.44\ 1.341 3.081 3.281 3.34 1.95 3.21 



4.7ft! 4.741 10.871 13.861 10.68 4.23 6.52 



3.021 TmA 6.741 9.97| 6.27] 2.64 3.74 



2.271 2.981 3.591 5.1 3.92 28 3.92 



3.071 2.161 33l 4.6] 3.28 21 2.93 



3.631 2.681 3.941 3.8 3.19 1.89 3.17 



2 02l 2.131 4.211 6.16 3.59 4.13 4.11 



29.671 25/731 95.31 104.l]l03.5| 100 82.53 



1 11 l^ftT 2.131 2.251 2.22 1.34 1.82 



1.381 



\M 2.421 3.021 1.571 1.861 1.96 



Tsll^T 3.241 3.341 3.85 1.9 2.87 231 



4.151 3.071 6.671 7.3| 70S 6.37 6.68 8.81 



1.69 



1.46 



24.45 



3.16 



2.45 



1.7 



2.82i 



2.03 



7.46 



1.36 



1.56 



1.37i 



6.23 



2.94 



3.79 



3.48 



235 



3.84i 



110.2 



1.6 



1.93 



4.7Sl 3L19I 18.331 22.13] 23.04) 19.29 21.74 19JH 



1.261 0.951 3.011 1.911 1.851 1.02 2.35 



1.421 



2.2\ 4.671 5.441 5.591 3.671 4.19 



1.651 1.591 4.161 4.13 5.73 3.24 3.75 



Til 1.371 4.321 4.141 3.96 2.63 3.55 



1.37 



6.04 



2.94 



3.28 



2.75 



5.55 



4.41 



1HEMBA1004038 



1HEMBA1004042 



IHEMBA1004O45 



fHEMBA1004048 



IHEMBA1004049 



1HEMBA1O04O51 



1HEMBA1004053 



IHEMBA10040SS 



2.95 



0.98 



1.3 



7.55 



1.17 



4.38 



8.83 



2.65 



[HEMBA1004056 



1HEMBA1004060 



1HEMBA1004061 



IHEMBA1004067 



[HEMBA1004071 



1HEMBA10O4O74 



IHEMBA10O4O78 



HEMBA1 004085 



HEMBA1004O86 



HEMB Al 004097 



REMBA1004100 



HEMBA10O41O3 



7.5 



0.07 



0.241 1.221 2.131 0.94 1.32 1.171 2.2 



2.39< 4.271 10.961 12.861 11.451 4.41 6.87 



1.191 l5T Z7l 3361 3.85 6.4 6.08 



0.781 0961 2.151 2.36 1.93 1.311 248 



1.3) 2.311 6.011 4.991 6.51 2.69 3.48 



2.051 2561 5.11 1 5.221 4.78 3.43 3.89 



4.271 3.761 12.33t 16.731 14.131 7.31 6.98 



3.271 3.731 8.081 10.9lj 6.74 3.3} 6.61 



131 1.871 2.871 2.271 1.5 1.15 4.52 



0.071 0.481 1.391 1.071 0.6] 0.741 2.16 



0.851 0.681 0 881 3.2l 1.571 1.011 1.7, 



3.121 <4| 8.61> 11.261 7.66 7.55 7.12 



0.641 



0.7l 2.261 3051 2.36 1.861 2.62, 



1.981 1.731 3.5ll 4.36 4.02 9.79 8.74, 



5.441 4^461 17.891 9.59 13-59 14.13 13.15 



0.361 1.811 2.571 2891 2.7l 1.3| 



3.931 5.651 20.021 38.97|17.23 8.27 9.56 



0.431 1.071 1.821 1.29 1.56 0.47] 1.74 



14.25 



9.19 



14.49 



7.06 



11.34 



3.75 



9.29 



2.9 



5.05 



10.13 



5.051 4.221 4.44 



5.051 5.061 7.71 



9321 7.511 14.12 



2.771 2.381 5.08 



10.721 



81 8.83 



2.61 2.941 3.51 



6.041 5.261 10.09 



2.641 1.851 1.78 



2.671 3.161 5.99) 



4.331 3.51 1 10.84 



4.071 3.171 2.961 3.91 
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HEMBA 1005232 


0.15 


0.54 


0.47 


1.05 


1.44 


1.37 


\ 1.1 


0.73 


0.86 


mm 


+ 


* 




HEMBA 1005238 


5.05 


3.37 


2.42 


6.46 


5.11 


6.11 


4.05 


3.86 


3.91 










HEMBA 1005241 


18.2 


11.3 


9.41 


11.74 


14.66 


18 


9.85 


7.33 


9.11 










HEMBA1005244 


6.45 


3.35 


4.4 


53 


7.24 


5.85 


3.98 


5 


6.42 










HEMBA 1005246 


9.39 


6.95 


6.65 


15.52 


17.83 


13.37 


15.28 


9.28 


1Z96 


mm 


+ 






HEMBA1005251 


2.49 


1.43 


2.18 


5.25 


6.15 


4.92 


3.41 


3.93 


3.35 


mm 


+ 


• 


+ 


HEMBA 1005252 


3.83 


2.63 


3.03 


3.56 


4.92 


3.46 


2,88 


[ 43 


4.38 










HEMBA 1005267 


1.63 


0.84 


1.67 


10.27 


7.55 


7.28 


1.17 


3.13 


1.81 


mm 


+ 






HEMBA1005274 


1.18 


0.71 


0.61 


1.46 


2.14 


1.62 


1.18 


1.08 


1.02 


* 


+ 






HEMBA1 005275 


1.9 


0.81 


0.85 


2.82 


4.11 


3.4 


1.92 


234 


1.27 


* 


+ 






HEMBA1005288 


35 


1.84 


2.36 


6.6 


8.72 


6.93 


3.45 


3.43 


332 


mm 








HEMBA 1005293 


1.91 


2.03 


0.55 


434 


1.95 


1.33 


038 


2.15 


1.2 










HEMBA1005296 


401.9 


314.1 


296.6 


377.8 


403.7 


432.4 


228.1 


207.4 


230 






• 




HEMBA 1005301 


1.98 


0.74 


1.57 


2.67 


1.35 


1.8 


1.62 


2.6 


1.33 










HEMBA1005304 


4. 


2.37 


Z93 


8.99 


8.69 


9.63 


4.7 


6.26 


5.96 


•• 






+ 


HEMBA 1005305 


2.8 


1.25 


1.81 


4.03 


4.81 


4.66 


I 2.57 


4.35 


2.7« 










HEMBA1005311 


2.04 


1.03 


\ 1.55 


2.81 


2.74 


3.45 


0.88 


2.3 


23t 


* 


+ 






HEMBA1005313 


6.91 


3.95 


> 3.1S 


» 6.31 


4.42 


4.78 


4.14 


4.74 


6.56 










HEMBA1005314 


0.55 


0.2' 


' 0.2 


1.02 


! 1.14 


0.89 


1.2 


0.4 


1.03 




+ 






HEMBA1005315 


4.12 


1.2' 


r 1M 


> • 


$ 4.13 


3.44 


3.4fi 


233 


3.2* 
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HEMBA1005317 



HEMBA100S318 



EMBA1005324 



HEMBA 1 005531 



HEMBA1005337 



HEM BA1 005338 



HEMBA100S344 



HEMBA 1005353 



HEMBA10Q5359 



HEMBA1005361 



HEMBA1005364 



HEMBA1005367 



HEMBA1005372 



HEMBA 1005374 



HEMBA10Q5379 



HEMBA1 005382 



HEMBA1005384 



HEMBA1005386 



HEM BA1 005389 



HEMBA 1 005394 



HEMBA 1005403 



HEMBA1 005408 



HEMBA1 005410 



HEMBA1005411 



HEMBA1 005423 



1.33 0.36 0.19 



1.08 



3.04 



0.95 



2.8 



4.38, 



22.24 



6.55 



7.54 



9.18 



0.89i 



3.22 



2.2 



6.99 



1.84 



7.86 



4.42 



6.04 



5.36 



6.27 



HEMBA1005426 



HEMBA1005427 



HEMBA1 005430 



HEMBA1005438 



HEMBA1005443 



HEMBA1005447 



HEMBA10O5449 



HEMBA1005452 



HEMBA1005454 



1132 



4.6 



1.48 



3,32 



4.84 



1.6^ 



18.06 



0.85 



2.4 



1.56 



1.37 



1.6 



11.71 



4.18 



5.12 



7.14 



1.26 



2.29 



0.98, 



3.71 



1.63 



4.67 



2.21 



3.65 



3.94 



3.67 



8.45 



4.51 



1.46 



2.25 



2.6S 



0.94 



13.04 



3.16 



4.91 



11.24 



13 



3.54 



11.79 



3.13 



4.87 



8.28 



6.03 



HEMBA1005468 



HEMBA 1005469 



HEMBA1005472 



H EMB Al 005474 



HEMBA 1005475 



HEMBA 1005489 



HEMBA1005497 



HEMBA1005500 



HEMBA1005506 



HEMBA1005508 



HEMBA1 005511 



HEMBA1005513 



HEMBA1 005517 



HEMBA1005518 



HEMBA1005520 



HEMBA1 005522 



HEMBA1005526 



H EMB Al 005528 



HEMBA1005S30 



HEMBA1005S38 



HEMBA1005539 



HEMBA1005545 



8.63 



7.04 



438 



7.99 



27.06 



4.67 



1.7 



6.11 



1.91 



6.78 



9.39 



4.77 



6.02 



11.23 



4.58 



14.83 



5.44 



4.71 



7.02 



4.05 



3.2 



2.92 



4.39 



4.13i 



4.08 



4.49 



4.13 



6.35 



16.75 



3.91 



0.8 



2.66 



0.96 



1.68 



4.02 



4.0 



2.95 



5.821 



1.74 



2.06 



10.54 



2.: 



0.59 



1.83 



1.2 



1.32 



2.45 



1.54 



3.721 



5.63 



7.14 



0.41 



1.051 



0.77 



3.35 



1.2 



5.2 



2.13 



3.38 



2.77 



3.58 



6.9 



Z17 



0.98 



1.72 



Z83 



1.03 



14. 



2.13 



3.44 



6.21 



1.74 



3.15 



4.04 



3.77 



5, 



4.09 



Z33 



8.53 



312.04 



3.31 



0. 



2.28 



0.87 



2.62 



3.71 



4.88 



332 



237 



6.06 



1.96 



4.25 



9.95 



!.93 



1.61 



439 



4.23 



0.97 



639 



1.7 



2.67 



4.11 



14.09 



6.77 



11.85 



5.77 



1.96 



4.88 



3.8, 



1.89 



7.62 



1.65 



3.1 



1.92 



14.09 



13.54 



32.2 



8.95 



2.44 



6.98 



1.74 3.83 



1234 1032 



1.2 



10.89 



6.74 



6.45 



5.75 



3.93 



16.3 



5.61 



2.22 



836 



7.04 



2.84 



24.89 



1.75 



5.97 



19.21 



4.18 



2.75 



336 



3.63 



8.19 



8.04 



5.09 



12.45 



21.27 



12.33 



1.28 



6.01 



1.02 



3.65 



12.46 



7.16 



239 



435 



14. 



2.63 



8.46 



13.03 



4.84 



t.46 



83. 



4.34 



3.31 



1.49 



7.83 



6.14 



5.92 



6.88 



439 



23.03 



4.8^ 



1.83 



7.19 



5.69 



Z24 



25.18 



2.9 



8.41 



19.58 



4.12 



4.63 



7.29 



4.31 



9.91 



6.87 



7.14 



17.71 



20. 



12.95 



2.32 



8.49 



1.78 



3.78 



10.15 



6.69 



3.48 



462 



18.42 



10. 



18.88, 



102. 



4.6 1.25 



1.46 1.92 



1.29 



1.43 



1.82 



1.13 



7.75 



5.26 



6.51 



735 



2.13 



0.66 



233 



0.91 



2.37 



2.01 



2.34 



2.18 



3.95 



335 



333 



3.26 



14.6 



12.65 



14.29 



14.22 



9.81 



6.95 



6.75 



7.1 



12.76 



7.38 



8.41 



9.39 



8.4 



3.09 



331 



2.6 



1.02 



1.19 



1.6 



1.68 



6.68 



5.63 



6.43 



3.08 



4.16 



2.78 



2.66 



8.75 



638 



7.22 



2.65 



1.75 



1.09 



1.97 



8.14 



538 



6.98 



632 



5.84 



4.87 



4.21 



4.01 



6.1 



5.2 



4.67 



5.78 



6.02 



Z6 



536 



3.66 



4.22 



2.21 



4.81 



3.15 



11.57 



16.03 



13.06 



13.2 



4.3 



531 



3.2 



4.27 



2.32 



3.82 



Z31 



Z31 



8.45 



4.84 



3.85 



4.74 



5.75 



3.26 



4.32 



3.64 



2.73 



1.74 



Z79 



1.34 



27.94 



1135 



18.31 



15.99 



3.37 



2.43 



3.98 



2.23 



5.02 



5.97 



4.67 



638 



15.66 



17.03 



13.17 



10.83 



4.68 



Z92 



2.36 



2.86 



331 



2.81 



3.38 



5.99 



6.13 



4.29 



5.16 



4.62 



5.36 



2.84 



5.74 



3.18 



9.17 



5.46 



7.18 



6.46 



935 



335 



5.47 



4.98 



6.31 



437 



3.72 



5.09 



1437 



6.84 



6.03 



7.86 



2439 



14/ 



11.72 



1435 



1Z78 



5.02 



3.73 



4.43 



1.65 



1.49 



1.73 



0.S 



7.76 



2.99 



5.44 



4.21 



1.61 



1.14 



3.14 



1.21 



1.31 



Z01 



10.1 



6.67 



5.32 



7.37 



8.41 



5.04 



635 



4.92 



4.27 



1.92 



3.32 



2.46 



5.87 



5.99 



533 



18.84 



7.99 



9.11 



9.67 



3.05 



1.78 



3.18 



2.26 



1038 



3.26 



5.34 



5.19 



16.21 



6.65 



7.84 



6.97 



,.25 



8. 



18 



4.67 



4.21 



3.84 



97. 



16 



227.: 



162.: 



210.1 



.14 



1.99 



538 



4.49 



i.33 



4.46 



3.' 
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HEMBAI005548 


2.54 


207 


202 


3.97 


6.52 


4.14 


337 


3.9 


3.32 


• 


f 






HEM B Al 005552 


9.98 


4.38 


5.49 


14.16 


16.16 


16.24 


6.88 


9.1 


7.91 




f 






HEMBA1005558 


5.62 


4.78 


4.01 


4.12 


4.94 


4.94 


2.89 


4.54 


298 










HEMBA1005568 


436 


Z35 


2.64 


4.41 


6.84 


7.67 


2.66 


3.77 


3.75 










HEMBA1005570 


2281 


14.72 


12.89 


3.4 


5.87 


4.67 


2.86 


3.28 


4.18 


* 




• 




HEMBA1005S76 


3.57 


2.9 


1.76 


5.63 


4.9 


6.27 


331 


4.43 


3.65 


• 








HEMBA10O5577 


3.28 


1.8 


1.85 


232 


3.76 


3.29 


1.78 


245 


21 










HEMBA1005581 


6.44 


3.47 


3.35 


11.86 


10.8 


9.38 


931 


835 


7.77 






• 


♦ 


HEMBA1005582 


3.79 


2.19 


1.67 


4.94 


4.83 


5.37 


3.11 


3.69 


2.69 


• 








HEMBA1005583 


Z18 


2.16 


134 


2.99 


3.77 


4.66 


23 


Z75 


1.62 


• 








HEMBA1005588 


3.6 


2.49 


3.31 


8.28 


7.89 


9.86 


3.63 


5.17 


4.67 










HEMBA1005593 


3.44 


3.2 


2.65 


4.18 


6.03 


3.87 


297 


3.28 


295 










HEMBA1005595 


2.58 


2.31 


1.83 


3.46 


4.98 


5.89 


3.2 


215 


3.87 


* 








HEMBA1005597 


13.38 


9.58 


8.44 


10.53 


1Z2 


11.02 


833 


9.47 


8.93 










HEM BA1 005606 


12.27 


7.53 


6.44 


5.89 


7.11 


6.3 


8.22 


8.78 


11.95 










HEM BA1 005609 


5.25 


3.66 


3.27 


1032 


11.83 


1036 


4.85 


536 


5.71 


*• 








HEMBA1 005616 


5.15 


3.24 


2.69 


6.77 


7.27 


7.69 


4.76 


532 


4.74 


• 








HEMBA1005621 


5.71 


4.59 


4,34 


4.48 


5.05 


3.45 


2.83 


4.75 


2.83 










HEMBA1005627 


4.83 


2.61 


2.82 


6.51 


8.02 


6.48 


3.29 


4.97 


4.83 


• 








HEM B A 1 0O562S 


5.64 


3.83 


3.44 


12.81 


11.82 


14.97 


10.64 


9.94 


1334 




+ 


mm 


+ 


HEMBA1005631 


2.21 


1.39 


0.65 


2.83 


4.04 


3.15 


5.61 


3.11 


3.88 


• 


+ 


• 




HEMBA 1005632 


11.01 


3.49 


3.42 


8.83 


9.02 


7.82 


506 


4.35 


5.44 










HEM BA1 005634 


6.35 


2.76 


2.05 


5.36 


8.63 


6.5 


4.98 


5 


6.87 










HEM B A 1 005662 


1.07 


1.53 


1.02 


2.26 


2.43 


233 


Z04 


1.73 


1.38 


•* 








HEMBA1005666 


4.52 


3.82 


432 


9.91 


8.09 


7.3 


6.48 


6.28 


5.06 




+ 


• 


+ 


HEM BA 1005670 


2.29 


Z27 


1.9 


7.3 


6.51 


7 


3.1 


7.04 


3.71 


mm 








HEMBA1005671 


3.97 


1.07 


3.6 


3.68 


3.22 


226 


433 


6.9 


3.6 










HEMBA 1005679 


4.26 


2.11 


3.13 


6.55 


7.51 


6.35 


Z51 


4.92 


3.8 


mm 








HE MB A 1005680 


6.79 


3.09 


Z88 


6.98 


9.15 


^8.11 


7.19 


3.45 


6.54 










HEMBA1005685 


5.15 


2.24 


2.86 


3.16 


3.75 


6.06 


3.75 


267 


3.13 










HEMBA 1 005698 


6.46 


4.64 


3.65 


631 


6.49 


8.04 


4.48 


5.97 


6.27 










HEMRA 1 005699 


2.04 


1.37 


1.03 


Z33 


2.8 


244 


1.39 


3.16 


0.93 


m 


+ 






HEMBA1 005703 


1.57 


1.14 


033 


2.63 


1.8 


1.22 


0.95 


3.02 


1.71 










HFMRA 1005705 


4.78 


2.62 


3.65 


835 


539 


7.85 


3.94 


5.46 


2.65 


m 








H FMBA 1 005712 


1.7 


0.73 


0.42 


278 


2.29 


236 


1.03 


279 


1.13 


* 


+ 






HEMBA10O5717 


1.99 


1.9 


137 


4.59 


1833 


4.07 


1.65 


3.65 


2*24 










HEMBA10O5718 


12.46 


6.17 


5.4 


10.4 


11.53 


8.97 


6.74 


7.19 


8.25 










HEMBA1005721 


15.4 


8.95 


6.41 


11.18 


12.64 


1139 


113 


10.89 


13.73 










HEMBA1005722 


11.88 


7.25 


5.73 


15.89 


16.63 


13.24 


10.07 


13.96 


1255 


* 








HEMBA1005724 


4.23 


139 


1.12 


1.47 


3.11 


23 


1.44 


1.83 


2.83 










HEMBA1005732 


4.64 


3.73 


2.82 


4.17 


4.78 


53 


3.41 


2.84 


3.27 










HEMBA1005737 


211 


1.17 


0.89 


1.64 


1.86 


135 


237 


1.99 


1.73 










HEMBA1005742 


2.91 


1.85 


1.65 


20.12 


22.7 


20.93 


10.11 


6.75 


7.19 


mm 


♦ 


• m 




HEMBA1005746 


3.55 


2.22 


2.55 


288 


5.21 


3.91 


228 


267 


1.49 










HEMBA1005747 


6.73 


2.98 


3.61 


4.2 


6.34 


4.06 


4.88 


4.78 


5.21 










HEMBA1005749 


16 


15.05 


7.61 


16.72 


17.56 


14.78 


13.73 


10.17 


19.02 










HEMBA1005755 


1.55 


1.38 


0.58 


2.76 


3.45 


1.74 


211 


2.82 


229 






m 




HEMBAJ005760 


6.22 


4.23 


3.01 


5.27 


5.19 


5.24 


436 


3.24 


4.73 










HEMBA1005765 


5.47 


4.02 


4.47 


8.82 


8.58 


6.98 


4.72 


5.79 


3.58 


»* 


+ 






HEMBA 1005766 


6.49 


3.72 


3.07 


6.86 


5.34 


6.17 


43 


5.2 


3.85 










HEMBA1 005780 


5.24 


3.72 


33* 


7.77 


10.4* 


\ 12.03 


5.65 


6.93 


5.8 


• • 








HEMBA 1005795 


2.44 


2.1 


! 201 


S 3.69 


> 3.63 


2.88 


1.65 


l 3.18 


1.68 


• 








HEMBA 1 005809 


23.36 


> 22 


11.1 


i 14.5* 


1 20.1* 


1 18.5 


16.85 


> 18.9" 


9.81 










HEMBA1005813 


3.44 


3.32 


2.45 


> 3.52 


! 4.4: 


1 4.04 


> 2.82 


\ 4.4* 


) 3.62 










HEMBA1005815 


6.12 


3.52 


21 


' 5.25 


> 7.3! 


> 4.96 


» 4.74 


\ SM 


> 7.01 










HEMBA1005822 


4.2 


> IM 


> 2.95 


I 8.67| 7.0: 


> 9.4 


I 4.991 3.65 


> 6.U 


*• 


+ 
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HEMBA1005829 


7.71 


4.11 


4.16 


9.68 


9.82 


10.65 


5.68 


6.05 


6.18 4 










HEMBA 1005833 


5.58 


4.05 


3.69 


5.07 


5.16 


5.6 


4.09 


4.46 


5.21 










HEMBA 1 005834 


6.55 


4.34 


5.21 


12.06 


12.18 


15.25 


4.16 


7.19 


5.66 1 










HEM BA1 005844 


55.19 


32.63 


42.62 


5231 
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5.93 
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4.27 
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1.52 
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2.11 
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5.16 
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2.22 
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1.74 
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16.4 



0.13 



2.46i 
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11.26 
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2.62 
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0.77 



2.15 



3.85 



2.17 
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0.58 
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2.46 
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1.461 2.481 2.331 1.321 1.57 
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11.171 11.61 10.41 5.861 5.53 
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13l 13.161 12.951 7.561 6.59 
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9.271 6.331 10.421 4.671 4.49 
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5.521 



4.261 



6.81 



2.951 



1.461 



7.381 



3.211 



2.431 



9.951 



0.981 



25.961 »» 



2.971 



1.221 



2.351 



1.931 
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8,91 



26.341 
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1.42 
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3.41 
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1.23 



2.31 



1.98 
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2.01 



0.64 



4.16 



1.9 



1.46 



3.24 



0.86 



4.6 



1.85 



0.13 



1.96 



0.54 



1.43 



2.4 



5.851 4.081 5.841 2.921 3.88 



5.721 6.141 5.82 3.68 4.27 



2.241 2.271 2.971 3.411 3.45 



6.721 7.421 7.811 5.9l 6.56 



2.931 



1.81 



2.41 1.351 1.69 



3.131 3.631 3.671 2.051 1.48 



6.521 8.471 8.221 4.62 4.48 



4 2?1 2.421 3.651 2.421 2.05 



2.151 3.361 3.6l 2.211 2.99 



0.721 



5.791 



0.81 



Z93I 



4.131 
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4.161 



4.711 
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6.871 



1.441 
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2.6 



16.241 9.731 11.7| 5.091 6.41 
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3.221 2.691 2.841 1.631 3.25 



0.8l 1.281 0.971 1.14| 1.33 
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0.561 0.891 1.091 1.05 
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HEMBA 1006595 


4.6 


1.32 


2.47 


6.45 


3.43 


5.48 


2.48 


3.17 


3.35 










HEMBA1006597 


6.19 


2.47 


4 


9.61 


11.89 


11.02 


4.43 


7.63 


6.03 










HEMBA1006606 


5.22 


2.34 


3.15 


55 


7.09 


8.72 


4.17 


3.59 


5.67 


• 








HEMBA J 006612 


5.88 


313 


2.66 


9.51 


7.07 


8.75 


4.24 


4.07 


8.12 


• 








HEMBA1006617 


6.23 


2.4 


3.25 


7.51 


8,15 


9.4 


4.22 


3.47 


5.72 


• 








HEMBA 1006*24 


21.51 


11.59 


11.39 


8.91 


10.89 


11.11 


15.72 


17.22 


19.01 










HEMBA1006631 


11.14 


7.16 


5.63 


14.71 


1336 


15.13 


9.17 


8.76 


9.27 


* 


+ 






HEMBA1006635 


3.5 


1.48 


1.8 


6.1 


5.02 


7.12 


3.2 


2.77 


3.44 


• 


+ 






HEMBA1006639 


5.83 


1.94 


3.55 


4.08 


4.21 


4.37 


3.14 


4 


3.07 










HEMBA1006643 


8.1 


339 


6.04 


7.92 


5.21 


8.41 


3.69 


6.07 


457 










HEMBA1006648 


7.17 


4.23 


2.23 


4.85 


5.86 


6.95 


5.26 


5.13 


6.25 










HEMBA1006652 


755 


5.4 


7.95 


14.31 


13.73 


13.23 


6.43 


7.1 


1154 


*• 


+ 






HEMBA1006653 


6.97 


4.5 


3.06 


4.22 


5.74 


4.88 


4.94 


3.37 


4.63 










HEMBA1006658 


7.71 


4.81 


3.99 


9.26 


85 


11.38 


5.3 


4.42 


6.47 


* 
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7.41 


4.7 


3.7 


5.26 


4.56 


4.46 


6.04 


3.81 


4.25 
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1.62 


1.53 


0.92 
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1.19 


5.48 


2.51 
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6.86 
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4.97 
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4.61 
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3.85 
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25 
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6.75 


6.52 


5.65 
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9.63 


11.85 
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HEMBA 1006744 
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♦ 
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145 


1X58 


14.16 
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3.63 


4.07 
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4.85 


357 
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1.61 


2.61 


3 


3.72 


1.69 


2.22 


2.41 
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10.06 
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13.72 


14.85 
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6.44 
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3.59 
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3.76 
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4.1 
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13.21 
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• 
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4.94 


Z99 


4.97 
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6.94 


4.11 


2.79 


6.38 


6.88 


9.56 


5.8 


4.23 


4.32 
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41.87 


16.77 


24.31 


34.14 
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17.64 


15.46 
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2.76 


1.69 


0.75 


4.56 
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2.07 


1.6 


1.54 


1.68 
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5.85 


2.S9 


4.93 


3.44 


4.06 


3.24 


2.46 


2.97 


2.69 
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4.1S 


> 2.43 


1.27 
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6.7 


7.35 


2.91 


3.2* 


3.89 
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. 2.68 


2.84 
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7.45 


> 5.6 


3.8 


; 3.89 
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34.7 


' 3152 


23.55 


34.4 


30.12 


. 38.56 


i 20.42 


16.73 


» 24.06 
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23.9? 


> 11.25 


13 


13.06 


14.6 


> 15.62 


! 11.33 


8.76 
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\ 1.43 
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> 3.6S 


3.: 


> 3.3* 
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HEM BA1 006849 


7.06 


2.5 


3.59 


4.52 


8.98 


7.67 


3.87 


4.24 


3.66 






HEMBA1006850 


3.68 


2.41 


3.49 


4.12 


5.88 


5.61 


3.45 


43 


5.71 « 


' 4 




HEMBA1006861 


27.48 


13.2 


13.78 


18.39 


17.49 


22.76 


27.79 


2936 


33.72 






HEMBA1006865 


7.81 


4.59 


4.59 


10.66 


935 


9.31 


6.64 


639 


6.33 * 


* + 




HEME Al 006867 


3.05 


3.03 


2.02 


5.38 


6.39 


7.32 


3.39 


3.7 


4.23 « 






HEMBA1006873 


3.17 


1.82 


1.33 


4.27 


2.94 


4.49 


4.02 


3.19 


3.84 






HEMBA1006877 


6.27 


2.4 


2.17 


3.46 


3.06 


5.26 


2.31 


2.13 


2.61 






HEMBA1006878 


4.34 


4.51 


3.67 


4.81 


4.9 


532 


4.18 


331 


3.8 






HEMBA1 006879 


17.53 


11.84 


12.53 


14.59 


8.5 


17.01 


9.97 


13.17 


14.21 






HEM BA1 006884 


6.78 


4.78 


7.19 


737 


8.09 


8 


6.14 


433 


8 






HEMBA1006885 


14.47 


10.91 


10.29 


11.14 


1339 


13.12 


8.92 


9.99 


11.51 






HEM BA1 006886 


9.88 


9.1 


5.85 


13.2 


133 


1Z51 


7.07 


6.68 


7.13 


• + 




HEMBA1006889 


6.59 


4.3 


4.26 


4.32 


5.23 


5.84 


3.48 


4.25 


4.38 






HEMBA 1006896 


16.57 


11.14 


9.96 


1338 


12.6 


17.46 


13.28 


8.89 


13 






HEMBA 1006900 


11.28 


4.72 


4.94 


6.26 


7.37 


10.33 


5.94 


4.33 


6.61 






HEME Al 006902 


2.57 


1.63 


2.97 


3.06 


23 


3.31 


2.84 


4.31 


2.62 






HEMBA1006912 


9.86 


3.49 


5.48 


8.69 


10.41 


10.91 


5.79 


6.47 


5.76 






HEMBA1006914 


14.14 


7.94 


10.37 


14.19 


14.05 


16.96 


6.19 


5.9 


9.72 






HEMBA1006916 


9.91 


7.1 


4.15 


7.61 


7.72 


7.02 


3.84 


3.67 


4.33 






HEMBA1006921 


5.33 


2.22 


1.77 


2.75 


3.09 


2.98 


2.63 


2.52 


3.45 






HEMBA1006926 


4.69 


3.93 


4.04 


8.12 


6.37 


6.61 


5.19 


4.08 


439 






HEMBA 1006927 


2.56 


1.45 


1.11 


4.26 


3.27 


5.93 


2.47 


2.76 


Z3 






HEMBA 1006929 


334 


1.38 


2 


3 


231 


2.71 


2.05 


2.99 


1.84 






HEMBA1 006936 


6.81 


2.92 


3.95 


7.43 


7.48 


8.89 


3.83 


5.74 


3.63 






HEMBA 1006938 


133 


0.26 


0.47 


5.31 


139 


136 


1.54 


1.69 


0.91 






HEMBA 1006941 


16.53 


11.05 


11.6 


12.22 


7.8 


9.63 


10.28 


8.93 


1132 






HEMBA1006942 


8.19 


4.07 


6.53 


8.73 


9.65 


143 


10.35 


737 


10.44 






HEMBA1 006945 


25.04 


16.05 


14.06 


21.51 


2839 


29.47 


11.94 


11.2 


1134 






HEMBA10O6949 


2.9 


1.1 


0.96 


1.63 


1.82 


4.13 


0.8 


1.36 


1.9 






HEMBA 1006952 


3.78 


1.55 


1.57 


2.91 


2.65 


3.54 


2.84 


4.46 


4.01 






nrM h Al 006960 


10.85 


6.07 


5.14 


11.23 


9.86 


8.27 


10.08 


9.22 


8.03 






HFMBA1006973 


3.3 


3.69 


3.3 


7.1 


4.93 


5.77 


336 


4.84 


3.61 


* 4 




ur MBA 1 006974 


i 5.62 


2.6 


4.96 


7.66 


9.22 


8.05 


3.96 


5.98 


331 


* 4 




HFMBA 1 006976 


2.71 


1.15 


1.73 


339 


2.62 


4.04 


2.12 


336 


Z05 






HFMBA1006989 


0.83 


0.32 


0.23 


! 0.34 


1.18 


1.21 


0.38 


0.32 


1.18 






HEMBA 1006993 


7.77 


3.49 


232 


13.12 


7.8 


8.64 


3.93 


4.49 


6.13 






HEMBA 1 006996 


1.18 


0.27 


! 0.63 


0.83 


0.78 


0.99 


0.66 


1 


0.65 






HEMB Al 007001 


5.49 


3.33 


4.13 


83 


12.04 


10.88 


5.67 


5.2 


5.4 


*• A 




HEMBA10O7002 


5.81 


2.2 


• 3.66 


4.91 


3.97 


4.41 


3.34 


3.47 


Z91 






HEMBA1007013 


3.72 


1.85 


2.69 


332 


4.62 


4.75 


3.38 


4.47 


2.43 






HEMBA 1007016 


3.01 


1.36 


1.4 


2.83 


2.49 


3.86 


1.86 


2.87 


232 






HEMBA1007017 


i 0.36 


036 


0.46 


1.7 


1.63 


Z47 


0.33 


1.63 


0.45 




► 


HEMBA 1 007018 


9.21 


6.01 


5.67 


4.76 


4.66 


5.23 


4.98 


4.73 


5.19 






HEMBA 1007044 


9.95 


5.07 


6.68 


93fi 


7.21 


9.83 


7.74 


6.77 


8.84 






HEMBA 1007045 


2.71 


0.74 


1 132 


2.37 


zie 


> 3.02 


2.1 


; 2.14 


3.63 






HEM BA1 007051 


4.5 


1.5 


> 2.45 


) 3.07 


' 5.64 


\ 436 


4.1 


1.96 


337 


t 




HEMBA 1 007052 


2.79 


1.41 


l 1.81 


2.94 


\ 3.2 


3.76 


> Z14 


1.66 


1.93 


\ * 




HEMBA1 007053 


ZOi 




» 1.15 


> 3.45 




3.23 


2.11 


2.65 


Z75 


> * 


¥ * + 


HEM B Al 007057 


! 4.25 


> 1< 


) 2.2' 
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16.11 


* 








MAMMA1001203 
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10.75 


14.22 


15.01 


! 5.67 


7.42 
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2.89 


1.28 


2.86 


8.31 


19.48 


14.98 


22.1 


28.8 


20.7 


• 


+ 


mm 




NT2RM1 000726 


2.12 


1.3 


1.96 


2.34 


2.21 


3.46 


1.65 


Z75 


1.67 










NT2RM1000731 


5.27 


2.15 


Z93 


3.31 


4.19 


2.99 


4.88 


3.29 


2.95 










NT2RM 1000741 


1.93 


0.67 


1.46 


0.89 


1.2 


1.46 


1.17 


13 


1.29 










NT2RM10OO742 


23.6& 


12.81 


1Z51 


8.34 


8.53 


8.89 


7.58 


8.47 


7.71 










NT2RM 1000744 


6.58 


2.57 


2.31 


5.25 


4.4 


4.66 


Z69 


3.48 


4.72 










NT2RM1000746 


6.6 


3.69 


2.39 


Z21 


4.12 


439 


2.87 


3.97 


3.11 










NT2RM1000747 


7.04 


3.26 


3.4 


5.08 


4.8 


5.81 


8.95 


8.11 


9.87 






m 


+ 


NT2RM1000752 


2.53 


0.89 


1.4 


2.34 


2.42 


2.14 


1.42 


Z26 


1.37 










NT2RM1000767 


7.61 


2.5 


4.43 


7.29 


7.21 


8.59 


10.72 


8.37 


9.7 






m 




NT2RM 1 000770 


5.9 


2.04 


3.1 


5.61 


Z94 


6.75 


3J4 


3.37 


3.76 










NT2RM 1000772 


Z24 


0.1 


0.45 


1.66 


1.02 


0.57 


0.12 


1.61 


0.68 










NT2RM1000779 


21.92 


14.11 


10.14 


21.3 


25.71 


21.61 


29.07 


21.85 


26.85 










NT2RM 1000780 


3.49 


1.84 


0.6 


4.74 


337 


4.7 


3.33 


3.29 


1.67 










NT2RM 1000781 


0.57 


0.24 


0.41 


1.11 


0.76 


1.25 


0.94 


Z16 


0.86 




+ 






NT2RM 1000789 


3.24 


2.46 


Z34 


3.02 


3.98 


4.62 


2.09 


4.84 


3.17 










NT2RM 1000800 


7.44 


3.44 


7.11 


8.01 


9.85 


8.74 


6.51 


533 


7.87 










NT2RM1000802 


9.35 


5.25 


6.84 


5.12 


5.47 


5.85 


9.59 


9.36 


9.75 










NT2RM10008U 


0.9 


0.16 


0.89 


1.36 


1.11 


1.28 


0.91 


1.35 


0.23 










NT2RM1000826 


26.11 


13.59 


16.15 


23.62 


25.62 


25.75 


12.43 


1Z08 


10.27 










NT2RM1000829 


4.42 


336 


2.62 


8.2 


6.8 


9.18 


6.67 


6.07 


6.37 


mm 


+ 


mm 


4 


NT2RM1000S31 


96.56 


76.65 


61.3 


78.41 


75.7 


87 


48.08 


3336 


47.08 






9 




NT2RM 1000833 


6.27 


2.21 


1.64 


3.09 


3.54 


4.73 


6.47 


7.68 


4.1 










NT2RM1000834 


4.84 


2.51 


2.09 


5.62 


3.9 


3.49 


3.8 


5.68 


4.28 










NT2RM1000841 


32.04 


19.08 


20.07 


17.66 


18.86 


19.57 


17.83 


9.4 


13.52 










NT2RM 1000848 


22.37 


12.31 


11.25 


14.54 


11.17 


13.09 


836 


10.63 


15.1 










NT2RM1000850 


1.25 


0.36 


0.94 


1.01 


0.67 


133 


1.5 


1.94 


1.75 






• 




NT2RM1000852 


3.74 


0.76 


1.24 


Z68 


2.43 


2.34 


Z39 


3.1 


1.87 










NT2RM 1000853 


1.46 


0.57 


0.14 


1.6 


2.87 


1.74 


1.25 


0.52 


1.87 










NT2RM1000855 


19.04 


8.47 


10.06 


1532 


18.2 


15.69 


26.5 


18.76 


20.5 










NT2RM1000S57 


20.9 


10.06 


10.76 


20.92 


27.84 


24.62 


16.83 


13.46 


17.36 










NT2RM1000858 


22.68 


8.04 


9.94 


22.93 


26.24 


26.47 


20.88 


15.02 


18.54 










NT2RM1000867 


15.69 


9.11 


9.26 


15.56 


10.14 


14.92 


15.07 


11.26 


10.73 










NT2RM1000874 


9.77 


5.6 


! 5.03 


6.49 


6.79 


8.79 


8.74 


7.92 


8.94 










NT2RM 1000882 


4.01 


Z76 


fl 2.65 


5.69 


5.23 


6.94 


2.13 


439 


2.7 


m 








NT2RM 1000883 


17.32 


10.68 


13.68 


15.2 


15.74 


17.32 


14.61 


9.93 


20.96 










NT2RM1000885 


31.05 


13.08 


f 10.39 


19.2 


20.71 


27.92 


20.23 


18.36 


23.03 










NT2RM 1000893 


3.73 


1.65 


2.82 


3.47 


[ 1.63 


2.22 


4.97 


4.49 


63 






* 




NT2RM1000894 


14.4 


9.62 


11.92 


7.88 


93 


10.29 


9.51 


9.36 


13.18 










NT2RM1000898 


2.53 


i 0.85 


1.96 


3.01 


2.71 


4.11 


3.76 


3.77 


6.2 






* 


+ 


NT2RM 1000899 


1.45 


0.26 


1.26 


1.48 


1.2 


1.14 


1.07 


1.69 


0.72 










NT2RM1000905 


55.04 


22.33 


30.63 


36.24 


41.24 


41.41 


17.87 


22.74 


.233 










NT2RM1000910 


7.05 


2.93 


634 


6.29 


7.41 


5.83 


731 


6.05 


5.79 










NT2RM 1000914 


8.32 


4.94 


232 


6.53 


1Z83 


837 


434 


8.86 


6.23 










NT2RM1000919 


i 4.65 


2.11 


Z49 


5.45 


3.02 


4.5 


2.58 


2.81 


4.74 










NT2RM1000921 


2.3 


0.73 


0.47 


1.57 


1 


Z01 


1.98 


! 139 


1.88 










NT2RM1000922 


7.7 


4.51 


3.3 


6.07 


5.41 


635 


3.4 


3.21 


3.38 










NT2RM1000924 


3.33 


1.7 


1.15 


2.35 


235 


2.87 


1.24 


Z25 


1.77 










NT2RM 1000927 


3.83 


1.15 


1.76 


5.16 


2.77 


6.27 


23 


3.24 


2.14 










NT2RM100O951 


8.45 


4.91 


4.93 


9.07 


6.69 


6.96 


5.29 


7.06 


3.5 
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NT2RM100O956 


16.88 


9.05 


9.11 


8.8 


11.37 


15.79 


35.38 


17.86 


10.86 






NT2RM 1000960 


13.57 


6.62 


8.78 


22.97 


30.24 


31.63 


21.49 


2035 


17.47 * 


* 


* 


NT2RM1000961 


4.69 


3.03 


1.81 


5.01 


3.8 


5.09 


4.95 


2.93 


3.68 






NT2RM1000962 


10.02 


5.16 


7.78 


8.82 


8.11 


7.03 


6.17 


4.67 


6.47 






NT2RM 1000973 


24.68 


15.4 


13.27 


17.56 


15.99 


16.81 


31.83 


13.98 


10.68 






NT2RM1000978 


0.62 


0.04 


•O.Q1 


0.17 


038 


031 


0.69 


0.66 


1.52 






NT2RM1000982 


2.39 


1.7 


1.71 


1.03 


0.94 


2.7 


1.35 


1.92 


136 






NT2RM 1000991 


4.41 


2.48 


1.07 


2.93 


3.33 


3.07 


1.23 


1.71 


Z43 






NT2RM 1000994 


8.78 


4.48 


6.65 


3.77 


4,2 


8.32 


4.28 


3.9 


4.29 






NT2RM 1001002 


11.56 


5.39 


7.09 


9.93 


9.4 


935 


4.65 


6.66 


4.14 






NT2RM1001003 


9.4 


5.64 


4.27 


5.67 


5.91 


6.46 


6.24 


6.75 


4.66 






NT2RM1001008 


1.85 


1.09 


0.94 


1.76 


1.19 


2,21 


0.79 


1.95 


1.36 






NT2RM1001011 


8.02 


5.18 


3.04 


5.49 


6.15 


5.88 


8.36 


7.88 


833 






NT2RM1001013 


147 


1.58 


1.45 


1.29 


3.7 


3.05 


2.27 


331 


2.54 






NT2RM1001017 


2.77 


138 


1.89 


1.79 


2.82 


2.34 


135 


1.86 


1.5 






NT2RM1001018 


31.03 


16.64 


!15.26 


25.69 


26.32 


22.96 


12.01 


17.57 


15.08 






NT2RM1001026 


5.92 


2.62 


3.94 


6.27 


6.63 


8.85 


2.75 


5.72 


43 






NT2RM1001028 


3.4 


0.93 


2.15 


2.01 


2.78 


3.77 


1.36 


331 


2.13 






NT2RM1001043 


15.05 


7.93 


6.39 


4.61 


43 


5.16 


5.79 


4.43 


5.13 






NT2RM1001044 


4.89 


2.09 


Z59 


3.97 


3.59 


4.24 


2.42 


2.42 


Z72 






NT2RM 1001 059 


2.09 


0.86 


1.15 


1.37 


139 


1.67 


1.46 


135 


0.96 






NT2RM 1001063 


2.45 


1.26 


1.65 


1.46 


2.05 


1.8 


2.13 


Z29 


2.06 




■■I 


NT2RM 1001066 


1.88 


0.18 


0.47 


1.26 


1.05 


1.21 


0.72 


1.03 


1.71 






NT2RM1001072 


3.32 


0.2 


0.66 


1.3 


1.67 


2.06 


1.25 


137 


0.66 






NT2RM1001074 


3.05 


0.93 


131 


1.69 


2.05 


3.12 


1.02 


1.75 


1.85 






NT2RM10O1O76 


1.54 


0.37 


0.75 


0.28 


0.39 


1.03 


0.31 


0.72 


038 






NT2RM1001082 


6.04 


3.83 


2.77 


7.68 


5.09 


7.64 


2.86 


4.04 


338 






NT2RM1001085 


2.68 


0.85 


0.53 


1.55 


132 


1.92 


1.8 


Z19 


0.8 






NT2RM1001092 


7.52 


3.6 


5.96 


8.95 


10.4 


8.32 


6.31 


3.61 


6.43 






NT2RM 1001 102 


3.26 


0.53 


1.68 


1.38 


1.75 


2.72 


1.2 


Z01 


1.94 






NT2RM 1001 103 


0.88 


0.73 


0.28 


3.91 


4.58 


4.4 


2.72 


234 


1.98 






NT2RM 1001 105 


1 


0.24 


0.43 


1.87 


1.39 


1.31 


0.88 


3.29 


1.26 


• 4 




NT2RM1001112 


2.67 


1.09 


1.84 


Z3 


! 138 


2.94 


0.99 


! 2.93 


1.7 






NT2RM1001115 


4,95 


1.32 


1.99 


4.02 


5.02 


6.62 


3.14 


4.83 


3.48 






NT2RM1001122 


8.5 


4.16 


3.4 


8.68 


4.04 


8.48 


! 4.45 


3.73 


3.94 






NT2RM 1001 136 


4.05 


1.12 


0.91 


23 


1 2.13 


2.13 


2.47 


2.49 


I 2.41 






NT2RM1001139 


6.27 


3.92 


2.62 


333 


3.94 


4.14 


5.81 


5.51 


4.63 






NT2RM 2000003 


2.91 


3.18 


0.75 


4.84 


2.4 


1.79 


5.06 


2.26 


0.96 






NT2RM 2000006 


5.44 


1.69 


3.43 


6.16 


4.98 


7.47 


3.88 


4.21 


4.64 






NT2RM 2000010 


9.71 


5.56 


5.39 


7.07 


8.33 


10.49 


7.05 


5.99 


5.68 






NT2RM2000013 


2.55 


2.71 


2.44 


3.49 


3.87 


4.31 


1.27 


237 


2.16 


** 




NT2RM2000030 


4.2 


1.71 


3.04 


\ 3.74 


3.15 


4.87 


1.68 


3.63 


1.98 






NT2RM2000032 


1434 


8.15 


33S 


> 5.5 


2.42 


5.43 


3.03 


2.67 


4.06 






NT2RM2000039 


7.04 


\ 3.9* 


5.72 


> 5.91 


6.32 


6.41 


4.47 


' 6.7C 


t 5.8* 






NT2RM2000042 


1.25 


) 2.2< 


> 1.7* 


13< 


> 331 


3.21 


7.2$ 


> 2.12 


I 2.85 






NT2RM2000092 


; 8.2: 


I 4.2< 


4.7< 


1.42 


\ 1.14 


^ 1.72 


! 2.0? 


\ 1.93 


L 0.73 


* 




NT2RM2000093 


5.4* 


I Z6* 


4.4J 


5 6.31 


I 4.11 


I 9.84 


5.2: 


4.3" 


1 z 


> 




NT2RM2000101 


53* 


j 2,7: 


23 


1 4.2< 


5 5.91 


I 6,15 


> 43< 


\ 4.3< 


5 4.2< 






NT2RM2000104 


4.7! 


5 4.* 


I 4.11 


3 5.64 


5 33: 


5 4.6! 


> 2.8! 


5 2.7: 


2 1.5: 




• 


NT2RM2 000124 


3.: 


3 1.91 


5 1.2i 


5 2.8< 


5 23' 


* 1.8* 


i 2.11 


2.2J 


3 Zl< 






NT2RM2000155 


Z2< 


* 1.7< 


5 1. 


1 2.4 


5 4.7- 


i 


I 2.8, 


2.7 


i 3.0: 


3 




NT2RM2000191 


! 16.< 


4 9.0 


10.9 


8 10.7 


7 15.6 


7 ll.( 


5 7.3' 


73' 


7 83* 


7 




NT2RM2000192 


3.6 


7 3.1 


2.3 


9 2.4 


3 2.6 


2 2.1, 


5 1.0 


3 ZO 


4 1.3< 


S 




NT2RM2000239 


6.1 


9 3. 


2 3.9 


3 5.1 


9 4.9 


7 5.7 


8 6.0 


5 5.0 


6 6.7 


6 




NT2RM2000240 


21.0 


6 15. 


5 8.4 


7 21.8 


9 29.2 


1 21.6 


5 13.1 


1 143 


7 17.Z 


5 




NT2RM2000241 


6.6 


5 3.3 


1 3.0 


3 7.3 


6.2 


9 6.0 


4 4.1 


3 7.9 


1 5.3 


5 
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NT2RM2000Z50 


6.85 


2.87 


3.45 


6.74 


6.95 


8.42 


4.64 


4.72 


5.57 










NT2RM 200025 £ 


9.6 


4.08 


4.77 


6.02 


9.47 


7.13 


CIO 

5.19 


6.42 


6.9 










NT2RM2000260 


9.93 


9.2 


6.51 


4,88 


7.9 


8.73 


11.23 


8.04 


9.57 










NT2RM2000265 


Z4 


1.14 


0.66 


1.28 


0.86 


1.86 


1.3 


1.27 


1.08 










NT2RM2000287 


10.73 


4.68 


6.12 


10.38 


10.35 


1239 


6.93 


10.27 


8.06 










NT2RM2 000306 


16.48 


15.91 


13.02 


16.75 


16.33 


10.75 


17.88 


8.38 


16.11 










NT2RM 20003 12 


57.19 


46.28 


42.21 


59.66 


41.08 


60.14 


43.74 


21.02 


32.47 










NT2RM20OO322 


6.45 


2.73 


3.3 


5.49 


4.98 


2.77 


3.63 


4.55 


3.78 










NT2RM 2000343 


5.35 


4.3 


5.69 


10.01 


10.47 


9.81 


6.04 


4.74 


6.91 










NT2RM 2000359 


5.94 


2.73 


3.95 


5.3 


4.77 


4.66 


3.08 


335 


Z77 










NT2RM 2000362 


1537 


16.06 


11.14 


15.03 


19.07 


17.41 


1Z3 


11.08 


9.04 










NT2RM2000363 


2.27 


1.12 


1.53 


3.15 


1.57 


1.39 


1.27 


1.95 


1.06 










NT2RM2000368 


20.14 


10.44 


9.67 


11.84 


14.77 


11.87 


103 


95 


10.03 










NT2RM2000371 


111 


74.6 


73.79 


1163 


62.15 


121.3 


503 


42.75 


56.01 






• 


- 


NT2RM2000374 


4.78 


2.52 


1.94 


6.65 


532 


5.42 


4.66 


3.93 


3.68 


* 








NT2RM2000387 


11.91 


6.37 


5.79 


20.24 


13.27 


20.63 


9.51 


12.58 


11.14 


• 


+ 






NT2RM2000393 


3.45 


1.01 


1.83 


2.71 


1.61 


3.18 


1.81 


3.53 


1.53 










NT2RM20O0395 


1.44 


0.49 


0,91 


2.24 


0.76 


1.26 


1.08 


Z52 


0.72 










NT2RM2000402 


7.26 


1.87 


2.95 


6.33 


6.77 


7.71 


5.51 


6.64 


5.38 










NT2RM2000405 


5.34 


2.42 


2.76 


3.26 


3.78 


4.88 


2.25 


2.56 


2.19 










NT2RM2000407 


19.34 


9.57 


10.6 


5.59 


9.51 


938 


8.65 


7.51 


10.04 










NT2RM2000410 


3.06 


1.14 


0.97 


2.09 


2.96 


2.28 


2.57 


1.94 


Z16 










NT2RM2000420 


4.52 


156 


1.71 


6.72 


7.81 


5.85 


4.96 


3.72 


3.6 


* 








NT2RM2000422 


14.32 


4.96 


7.79 


15.68 


1Z45 


9.99 


14.38 


10.45 


10.29 










NT2RM2000423 


3.93 


2.29 


3.18 


9.3 


1031 


11.58 


4.01 


3.67 


2.37 


** 


+ 






NT2RM2000452 


4.1 


1.67 


3.69 


10.71 


9.43 


9.18 


6.96 


4.45 


5.45 




+ 






NT2RM2O0O469 


1.22 


0.59 


0.27 


2.22 


1.54 


132 


152 


1.06 


1.82 










NT2RM2000490 


4.98 


2.59 


1.93 


4.39 


4.04 


3.10 


5.95 


352 


4.92 










NT2RM2000497 


2.77 


1.77 


1.58 


7.44 


5.74 


5.87 


2.86 


3.26 


43 


*« 


+ 






NT2RM2000502 


4.18 


2.99 


2.68 


7.32 


4.36 


3.54 


3.69 


2.68 


535 










NT2RM2000504 


2.49 


1.56 


2.01 


5.06 


3.93 


4.92 


5.83 


4.60 


4.88 




+ 


•* 




NT2RM 2000514 


5.60 


3.19 


3.45 


8.34 


7.66 


5.47 


4.66 


4.70 


6.69 










NT2RM 2000522 


0.63 


0.58 


0.61 


1.36 


0.80 


1.01 


0.53 


0.67 


1.87 










NT2RM 2000540 


5.03 


4.07 


2.80 


5.25 


6.86 


2,78 


431 


332 


43 










NT2RM 2000556 


0.38 


0.75 


0.50 


1.40 


1.96 


0.69 


3.19 


0.77 


0.73 










NT2RM 2000565 


4.89 


Z53 


3.37 


4.40 


4.50 


4.25 


5.66 


3.06 


457 










NT2RM2000566 


5.85 


438 


3.46 


8.37 


5,27 


4.67 


4.65 


438 


5.92 




- 






NT2RM2000567 


4.29 


3.05 


2.89 


4.78 


3.00 


1.68 


3.19 


238 


4.64 










NT2RM2000S69 


6.50 


3.15 


2,85 


8.65 


8.54 


6.48 


4.57 


3.91 


4.43 










NT2RM2000577 


11.83 


4.68 


6.45 


6.50 


8.99 


3.96 


4.84 


6.67 


8.79 










NT2RM2000581 


6.47 


3.33 


5.21 


7.46 


8.40 


4.99 


4.74 


5.34 


7.76 










NT2RM 2000582 


5.88 


3.81 


3.49 


9.44 


7.98 


6.09 


7.69 


6.61 


! 8.15 


* 




• 


♦ 


NT2RM 2000588 


22.92 


13.30 


11.99 


23.97 


16.17 


19.54 


16.8 


11.46 


18.28 










NT2RM 2000589 


11.18 


6.26 


6.74 


954 


8.57 


7.04 


539 


6.22 


7.18 










NT2RM2000594 


11.31 


9.59 


11.31 


3.91 


4.21 


3.25 


3.27 


3.48 


Z37 




- 


•* 


- 


NT2RM2000599 


22.01 


15.12 


17.66 


19.78 


24.09 


21.66 


15.2 


13.93 


15.24 










NT2RM2000609 


2.49 


1.70 


2.43 


4.47 


3.94 


3.24 


1.96 


3.24 


2.3 


* 


+ 






NT2RM2000612 


3.82 


2.55 


2.84 


4.46 


7.55 


3.95 


4.78 


3.73 


1 4.27 










NT2RM2000622 


8.85 


7.06 


10.37 


13.55 


16.80 


10.42 


7.83 


8.92 


10.48 










NT2RM2000623 


23.78 


13.14 


15.60 


19.91 


2253 


23.26 


22.22 


15.23 


19.45 










NT2RM 2000624 


16.48 


10.64 


4.76 


1137 


17.12 


10.30 


8.76 


8.23 


137.7 










NT2RM 2000632 


5.44 


2.83 


2.35 


3.85 


3.76 


2.79 


2.22 


2.21 


7.42 










NT2RM2000635 


2.91 


2.32 


2.35 


7.82 


9.57 


5.76 




4.36 


4.83 


** 


+ 




+ 


NT2RM2000636 


3.87 


2.82 


3.19 


5.69 


5.77 


3.68 


4.63 


3.86 


455 










NT2RM2000639 


4.56 


3.86 


3.29 


4.47 


7.45 


4.02 


3,e 


6.93 


i 4.61 










NT2RM2000649 


4.09 


4.81 


1 3.74 


4.86 


8.90 


5.64 


4.74 


5.82 


651 


] 
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NT2RM2000658 


7.80 


7.19 


11.39 


10.12 


9.62 


7.80 


6.87 


537 


7.23 






NT2RM2000660 


27.64 ] 


1.87 


13.50 


20.31 


25.06 


18.91 


1334 . 


13.65 


15.55 






NT2RM20OO669 


7.79 


4.71 


4.17 


9.97 


13.43 


835 


3.67 


4.50 


6.66 






NT2RM2000689 


29.82 : 


J0.60 


28.132 


42.51 


72.34 


55.67 


22.11 


19.71 


38.62 " 


+ 




NT2RM2000691 


4.67 


334 


3.74 


5.23 


6.41 


4.14 


4.29 


3.98 


4.19 






NT2RM20OO714 


13.27 


8.60 


10.19 


9.82 


10.81 


9.42 


13.37 


9.65 


17.53 






NT2RM2000718 


1.36 


1.54 


1.09 


3.28 


7.10 


3.02 


2.42 


2.48 


2.19 




*• + 


NT2RM2OO0732 


6.10 


4.20 


5.i59 


12.72 


15.74 


11.49 


5.7 


6.42 


7.79 < 


** + 




NT2RM2000735 


24.38 


15.21 


20.46 


56.19 


49.62 


47.05 


16.37 


24.66 


27.14 " 


+ 




NT2RM2000740 


6.48 


2.95 


2.iS2 


633 


5.49 


3.44 


3.93 


3.46 


2.74 






NT2RM20O0743 


21.35 


12.67 


14.35 


10.73 


9.73 


9.68 


2.24 


1.81 


Z16 




* * 


NT2RM2000772 


11.89 


7.81 


932 


17.15 


14.77 


14.45 


6.23 


7.95 


10.31 ■ 






NT2RM2OO0773 


11.75 


6.40 


6.69 


9,73 


11.32 


9.29 


9.82 


831 


8.01 






NT2RM2000776 


12.66 


6.48 


11.36 


17.08 


1936 


14.42 


12.22 


8.19 


11.56 


• + 




NT2RM2000784 


11.22 


7.09 


6.83 


7.88 


10.63 


6.42 


6.22 


6.90 


7.64 






NT2RM2000795 


9.52 


5.29 


6.34 


17.74 


18.61 


15.80 


633 


8.43 


10.09 






NT2RM2000796 


27.57 


17.52 


26<I6 


2.02 


2.40 


3.17 


1.82 


2.65 


1.66 


* • 


** 


NT2RM2G00798 


14.84 


8.16 


10.91 


45.29 


27.47 


24.14 


26.69 


20.97 


28.82 


• + 


4. 


NT2RM2000801 


37.70 


23.20 


28.38 


2635 


37.85 


28.51 


31.37 


32.22 


383 






NT2RM2000821 


3.67 


2.04 


2.27 


8.85 


6.90 


6.15 


5.86 


5.63 


5.4 


*• + 


+■ 


NT2RM2000829 


36.66 


22.85 


41.47 


29.93 


25.94 


16.17 


15.48 


17.92 


19.23 




• 


NT2RM 2000837 


5.77 


3.15 


3.99 


6.12 


6.76 


5.46 


5.15 


435 


4.39 






NT2RM2000924 


6.69 


5.13 


4.70 


12.18 


14.72 


8.21 


53 


6.80 


8.89 


* + 




NT2RM2O0O93O 


14.27 


7.36 


938 


15.72 


15.41 


13.15 


7.93 


7.73 


11.49 






NT2RM200O937 


2.93 


2.09 


332 


5.00 


4.64 


3.14 


1.89 


3.58 


2.8 






NT2RM200O939 


636 


3.88 


4.32 


5.94 


7.25 


6.23 


4.34 


5.73 


536 






NT2RM2000942 


141.00 


79.29 


113.17 


107.50 


122.19 


108.41 


73.07 


66.91 


67.18 






NT2RM 2000951 


4.09 


2.69 


2.78 


3.88 


3.40 


4.39 


3.48 


3.83 


3.33 






NT2RM2O0O952 


5.14 


3.58 


330 


6.02 


4.82 


4.48 


3.55 


3.67 


3.9 






NT2RM2000966 


11.75 


10.12 


10.K7 


9.00 


11.41 


11.06 


9.18 


10.30 


5.82 






NT2RM2000973 


2X49 


16.16 


17.58 


24.24 


28.57 


21.97 


14.32 


17.17 


15.94 






NT2RM2000983 


10.51 


6.87 


10.06 


15.15 


16.05 


11.81 


9.62 


13.40 


12.47 


* 4 




NT2RM2000984 


3.34 


2.49 


1.94 


4.17 


6.33 


3.91 


3.14 


3.09 


3.89 






NT2RM2 000994 


17.72 


5.91 


1538 


25.00 


22.32 


16.64 


8.13 


8.32 


6.15 






NT2RM2001004 


6.95 


4.49 


3.43 


6.09 


8.10 


5.86 


5.16 


4.92 


6.83 






NT2RM2001022 


11330 


66.21 


87.<i3 


148.44 


181.02 


157.90 


78.72 


73.28 


91.6 


• 4 




NT2RM200I035 


10.78 


6.86 


10.47 


14.95 


15.69 


13.90 


7.29 


8.73 


9.42 


* H 


y 


NT2RM 2001038 


4.09 


2.22 


2.89 


635 


5.43 


6.97 


3.62 


331 


3.32 


* H 


y 1 


NT2RM2001043 


2.10 


1.71 


2.70 


4.88 


533 


4.13 


332 


439 


4.54 


** 4 


► * + 


NT2RM2001050 


8.66 


4.61 


6.50 


734 


9.45 


9.85 


5.61 


5.16 


632 






NT2RM2001055 


4.62 


4.14 


3.41 


6.16 


5.15 


5.46 


4.13 


4.67 


4.8 


* 


V 


NT2RM2001065 


6.07 


2.63 


3.08 


8.01 


7.85 


5.22 


3.4* 


» 3.40 


2.9S 






NT2RM 2001075 


101.53 


60.27 


56.87 


59.75 


60.87 


48.63 


40.45 


> 36.79 


33.1 


t 




NT2RM2001083 


13.68 


8.75 


830 


8.28 


9.63 


735 


10.14 


\ 7.92 


7.U 






NT2RM2001100 


8.62 


6.13 


5.38 


7.77 


11.80 


7.92 


8.1: 


> 533 


6.15 






NT2RM2001105 


1836 


12.31 


11.09 


26.95 


28.47 


25.34 


33.* 


I 13.76 


12.91 


i *• 


+ 


NT2RM2001109 


5.91 


3.28 


4.91 


5.36 


6.02 


5.10 


4.45 


\ c no 
f 5. 7o 


4.« 


> 




NT2RM2001110 


9.13 


5.14 


5.81 


7.93 


9.23 


8.95 


S.i 


> 5.40 


1M 






NT2RM2001126 


4.23 


4.04 


4,69 


10.78 


10.09 


7.28 


4.7: 


I 4.73 


53f 


> ** 




NT2RM2001131 


9.35 


4.34 


5.26 


6.74 


7.12 


6.44 


4.7< 


5 4.21 


3/ 






NT2RM2001141 


9.27 


7.43 


738 


17.22 


17.01 


12.50 


83 


i 7.69 


8.6' 






NT2RM2001152 


3.64 


1.47 


1.46 


2.09 


3.47 


2.45 


1.4 


2 1.89 


2.8 






NT2RM2001177 


8.38 


4.92 


5. 00 


10.70 


11.58 


8.68 


5.5 


3 6.90 


6.0 


• 


+ 


NT2RM200J194 


1 10.76 


6.38 


8.6G 


> 11.33 


15.08 


9.9G 


8.3 


8 9.2C 


9.4 


2 




NT2RM200119S 


; 3.62 


3.0C 


I 3.1€ 


t 4.85 


7.13 


3.67 


3.4 


5 3.91 


3.6 


4 




NT2RM20011* 


> 7.18 


t 4.5-3 


' 63C 


I 10.22 


\ 17.76 


► 12.85 


4.9 


8 6.12 


9.7 


1 * 
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NT2RM2001201 


13.08 


8.55 


9.63 


10.72 


11.46 


9.31 


8.37 


10.02 


9.79 










NT2RM2O01221 


6.92 


2.79 


3.15 


5.91 


7.22 


4.72 


4.61 


5.13 


3.98 










NT2RM 2001258 


Z81 


1.05 


1.43 


3.40 


2.72 


2.10 


1.81 


2.65 


3.37 










NT2RM2001243 


6.98 


4.99 


5.16 


9.29 


9.00 


6.32 


4.34 


5.08 


4.64 










NT2RM2001244 


4.98 


5.59 


4.41 


14.49 


19.11 


7.34 


5.11 


6.41 


7.87 










NT2RM2001247 


15.41 


9.79 


11.87 


1Z82 


15.98 


10.20 


6.66 


8.32 


9.67 










NT2RM2001256 


2.93 


2.70 


3.12 


2.39 


2.54 


2.02 


2.24 


3.49 


2.22 


* 


- 






NT2RM2001269 


1.76 


1.73 


1.47 


3.07 


6.49 


3.10 


1.39 


5.05 


Z29 










NT2RM2001278 


7.64 


6.14 


6.38 


12.27 


11.97 


10.88 


6.39 


7.92 


7.27 


*• 








NT2RM200U91 


4.14 


2.35 


1.90 


4.62 


4.03 


2.79 


3.65 


2.48 


3.16 










NT2RM2001294 


10.67 


6.20 


5.16 


12.58 


9.68 


9.06 


8.36 


5.49 


6.33 










NT2RM2001295 


4.70 


3.78 


3.23 


5.43 


4.66 


4.21 


4.46 


4.14 


4.92 










NT2RM2O013O2 


5.63 


4.69 


4.19 


1.74 


2.61 


0.97 


2.97 


3.64 


4.24 


*» 








NT2RM2001306 


2.52 


1.56 


1.39 


3.47 


5.32 


4.74 


2.64 


Z44 


Z72 


• 








NT2RM 2001312 


1.22 


1.12 


0.35 


2.84 


2,71 


1.41 


1.03 


2.09 


1.77 










NT2RM 200 1319 


5.09 


3.21 


4.08 


5.71 


5.46 


5.01 


3.84 


5.43 


5.66 










NT2RM2001324 


8.85 


3.42 


3.83 


7.05 


8.29 


8.06 


5.36 


6.31 


4.89 










NT2RM2001345 


12.36 


6.03 


4.96 


4.58 


10.06 


7.26 


10.14 


5.50 


8.05 










NT2RM2O01360 


9.69 


4.48 


4.35 


8.36 


5.80 


5.82 


6.45 


4.63 


6.16 










NT2RM2001370 


1.53 


1.04 


0.81 


1.70 


1.86 


1.18 


1.6 


2.44 


2.47 






• 


+ 


NT2RM20Q1391 


1.02 


1.38 


1.05 


3.81 


3.30 


1.71 


1.72 


1.73 


1.75 


• 








NT2RM2001393 


6.61 


4.78 


7.01 


5.53 


6.68 


4.32 


4.86 


4.39 


4.92 










NT2RM2001420 


2.35 


0,95 


1.41 


3.00 


4.15 


1.59 


1.98 


2.45 


1.71 










NT2RM2001423 


11.93 


5.27 


6.94 


5.59 


7.80 


3.34 


2.15 


4.14 


4.71 










NT2RM2001424 


18.20 


9.15 


9.42 


11.35 


10.96 


8.30 


11.11 


9.35 


12.67 










NT2RM20014S2 


15.21 


7.55 


7.78 


14.57 


12.13 


9.92 


11.31 


831 


11.15 










NT2RM2001499 


16.92 


9.02 


7.05 


8.26 


6.45 


6.32 


5.19 


4.43 


7.42 










NT2RM2001504 


3.91 


Z51 


1.97 


4.23 


4.34 


3.86 


4.03 


Z84 


4.42 










NT2RM2001S24 


Z28 


1.47 


1.87 


Z95 


3.08 


2.80 


2.63 


3.34 


2.29 




+ 






NT2RM2O01S3O 


0.78 


0.43 


0.54 


2.16 


2.44 


1.43 


1.65 


1.93 


1.93 


m 


+ 






NT2RM2001533 


5.77 


3.13 


3.08 


6.59 


7.98 


5.62 


5.57 


5.84 


5.16 










NT2RM 2001540 


29.91 


19.29 


:».03 


25.11 


24.66 


12.51 


8.93 


9.56 


11.82 






• 




NT2RM 2001544 


5.22 


2.70 


2.16 


5.77 


5.72 


5.39 


4.13 


3.93 


3.57 










NT2RM2001547 


10.18 


3.47 


3.29 


5.82 


9.93 


4.61 


8.42 


7.52 


11.22 










NT2RM2001558 


4.96 


2.25 


2.36 


3.07 


3.85 


4.04 


4.67 


Z71 


4.49 










NT2RM2001575 


4.76 


Z31 


3.04 


7.85 


7.43 


4.47 


3.66 


3.23 


5.49 










NT2RM 2001582 


3.25 


3.39 


2.40 


5.42 


5.69 


4.66 


5.53 


3.88 


4.63 


*• 




• 




NT2RM2001588 


2.97 


1.41 


1.47 


4.20 


4.38 


3.50 


3.05 


3.37 


3.85 


• 


+ 






NT2RM2001592 


1.95 


2.06 


1.67 


3.66 


338 


2.66 


2.98 


Z38 


Z72 






* 


♦ 


NT2RM2001603 


7.68 


4.12 


5.42 


8.07 


9.92 


5.79 


4.3 


6.45 


7.62 










NT2RMI0O16O5 


6.36 


3.57 


2.87 


8.10 


9.32 


7.63 


6.11 


4.82 


7.04 


• 








NT2RM2 001611 


4.43 


2.58 


2.01 


5.92 


8.58 


4.85 


5.15 


3.69 


4.23 










NT2RM2001613 


5.87 


2.94 


3.70 


6.48 


9.87 


7.29 


8.01 


9.10 


11.64 






• 




NT2RM2001626 


11.27 


5.06 


634 


7.63 


9.90 


5.32 


10.52 


8.42 


10.76 










NT2RM2001632 


8.60 


4.62 


8.41 


12.48 


14.32 


11.43 


11.18 


11.01 


12.96 


* 


+ 


• 




NT2RM2001633 


1.62 


1.36 


1.29 


4.23 


3.15 


3.36 


2.92 


3.34 


Z97 




+ 






NT2RM2001635 


6.76 


5.69 


4.97 


6.78 


9.41 


8.26 


7.11 


8.37 


8.13 






• 


+ 


NT2RM2001636 


4.43 


3.06 


3.83 


4.52 


5.10 


3.16 


3.81 


3.42 


3.49 










NT2RM200I637 


2.79 


1.78 


2.31 


4.20 


4.67 


2.96 


3.03 


3.93 


Z28 


* 








NT2RM2001639 


4.58 


2.65 


2.19 


3.05 


3.54 


3.49 


2.88 


Z16 


3.34 










NT2RM 2001641 


3.30 


2.69 


1.81 


2.72 


3.01 


1.92 


1.93 


Z95 


2.91 










NT2RM2001643 


3.00 


1.41 


2.34 


4.92 


3.73 


2.89 


3.15 


3.35 


3.43 










NT2RM2001648 


3.60 


1.94 


2.50 


5.96 


6.92 


4.37 


6.52 


6.11 


8.21 




+ 


• * 


+ 


NT2RM2001652 


4.13 


2.45 


1.80 


4.68 


5.72 


3.86 


2.23 


2.96 


4.29 










NT2RM2001659 


1.81 


1.41 


1.26 


2.31 


1.88 


1.34 


2.02 


2.75 


2.32 






* 


+ 


NT2RM 2001660 


2.12 


1.41 


1.99 


Z87 


4.60 ( 2.23 


2.13 


3.03 


3.35 
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NT2RM2001664 


5.67 


1.74 


2.53 


4.44 


5.25 


4.88 


237 


2.77 


3.63 






NT2RM2001668 


7.83 


4.11 


5.80 


12.91 


11.03 


10.32 


6.9 


5.64 


6.89 ' 


* + 




NT2RM2001670 


5.07 


2.93 


3.57 


4.21 


4.81 


3.14 


3.67 


3.52 


4.76 






NT2RM2001671 


2.26 


2.13 


2.75 


6.03 


4.05 


5.74 


4.08 


5.29 


5.9 ' 




*♦ + 


NT2RM2001675 


0,53 


0.71 


0.81 


1.96 


1.15 


1.66 


0.84 


1.96 


0.76 ■ 






NT2RM2001681 


1.11 


1.22 


1.01 


3.34 


4.29 


2.27 


1.69 


3.16 


1.72 


9 4 




NT2RM2001685 I 


3.03 


2.26 


1.29 


2.06 


Z47 


1.90 


1.92 


3.02 


2.65 






NT2RM2001688 


2.78 


1.66 


2.54 


4.45 


4.23 


2.30 


3.29 


2.37 


2.72 






NT2RM2001695 


7.30 


3.32 


3.64 


20.95 


20.35 


18.16 


12.07 


10.51 


12.36 
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9.86 










NT2RM4O01739 


4.78 


4,21 


5.14 


4.57 


4.78 


3.04 


2.46 


4.65 


3.94 










NT2HM4/M11741 


q Q7 


6 74 


4 09 


10.67 


11.48 


8.89 


9.93 


7.28 


7.04 










NT2R Miflfll 74£ 


4.40 


292 


3.08 


6.46 


6.23 


6.82 


4.23 


5.87 


3.98 












< QO 

J.OO 




4.77 


3.77 


2.85 


3.40 


2.26 


3.95 


231 


• 




* 






1 QR 


7 14 


2.64 


6.30 


5 1ft 

J.JO 


5.11 


4 11 


5.17 


3.56 












4.03 


1.40 


1.41 


2.95 


3.14 


0.90 


2.11 


1.49 


2.63 












0 11 


1 1R 


5 7ft 


ft 71 


9 21 


6.03 


4.74 


5.46 


7.46 










NT2RM4AA1 775 


1.60 


0.85 


0.48 


1 68 


1.19 


1.13 


031 


1.89 


2.16 












1.24 


0.67 


0.70 


2.08 


1.65 


1.01 


0.84 


1.95 


1.26 










NT2RM44M)17ft3 


3.30 


1.81 


1.77 


3.52 


4.08 


2.55 


1.62 


331 


1.6 










NT2RM4001793 


5.58 


4.64 


4.50 


8.16 


8.15 


6.01 


4.19 


4.76 


4.23 


• 


+ 






NT2RM4001810 


3.48 


2.21 


2.29 


3.20 


3.69 


2.65 


2.04 


3.39 


2.03 










NT2RM4001813 


3.11 


0.62 


1.16 


2.31 


2.18 


136 


2 


3.91 


! 2.71 








♦ 


NT2RM 4001818 


3.22 


2.40 


2.49 


5.46 


4.70 


3.11 


4.89 


3.44 


5.14 






• 


NT2RM 4001819 


11.19 


5.78 


6.63 


9.55 


9.42 


7.47 


10.81 


731 


7.34 










NT2RM 400 1823 


3.13 


1.86 


1.29 


2.61 


3.40 


2.11 


3.37 


1.94 


1.66 










NT2RM 4001828 


8.26 


6.14 


6.03 


15.07 


18.35 


11.62 


9.17 


6.53 


11.85 


* 


+ 






NT2RM 4001835 


3.34 


232 


230 


5.07 


6.41 


5.16 


6.93 


7.44 


8.93 


•* 


+ 






NT2RM4001836 


3.42 


2.60 


1.50 


335 


5.57 


1.89 


! 3.02 


2.62 


2.83 










NT2RM 4001841 


7.03 


4.07 


5.20 


3.69 


3.84 


5.28 


4.46 


6.00 


6.72 










NT2RM4001842 


2.54 


1.03 


0.84 


4.40 


5.14 


3.61 


2.15 


3.10 


2.2 


* 


+ 






NT2RM 4001843 


7.33 


3.08 


3.29 


4.61 


4.36 


4.19 


6.63 


4.29 


4.74 










NT2RM4001856 


7.28 


3.36 


2.92 


6.92 


6.61 


6.34 


6.76 


4.92 


39.96 










NT2RM4O01858 


4.41 


201 


2.89 


4.19 


5.25 


3.77 


3.99 


3.14 


3.55 










NT2RM4O01861 


15.16 


9.14 


7.90 


8.10 


8.14 


9.12 


7.69 


7.66 


i 6.31 










NT2 KM 4001 863 


5.18 


5.03 


4.89 


5.35 


5.57 


4.84 


4.1 


2.95 


4.25 






* 




NT2RM 4001865 


4.40 


1.50 


1.71 


4.54 


5.77 


6.01 


3.87 


4.69 


4.27 




+ 






NT2RM4001869 


6.80 


4.12 


4.66 


5.90 


4.78 


4.71 


3.79 


3.46 


3.8 










NT2RM4001873 


9.91 


7.88 


7.75 


6.45 


7.32 


6.28 


5.39 


4.87 


5.18 






*• 




NT2RM4001876 


20.13 


9.94 


9.70 


9.48 


8.26 


10.48 


13.84 


12.07 


14.41 










NT2RM4001880 


6.36 


4.04 


3.70 


6.23 


5.32 


5.66 


5.53 


4.83 


6.2£ 
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1 S AO 1 


A RQ 1 


A Aft 


q qa 


8.97 


11.11 * 








I /.Vu J 


f\ OA 


y.jo . 


>^ HA ' 




)A A A 




2 Q1 


1Z79 * 






NT2RM40018y4 




j. 32 




A 1< 
4. ID 


A tA 


A 1£ 


D.\jy 


j.Oj 








NT2RM 4001897 


4.68 


3.36 


i.DO 


D.D7 


7 Si. A 


O.U3 


0 17 


/.ou 








NT2RM 4001899 


4.37 


2.59 


Z.OO. 


D.1U 


A Q< 
4.00 


r nn 
J.UU 


1 ft 


A 70 








NT2RM 4001905 


14.13 


19.47 


18.60 


6.62 


5.76 


7.oo 


4.1o 


A AG. 

4.4V 


4. ID 




* * 


NT2RM 4001922 1 


4.57 


2.06 


2.67 


r no 

5.98 


6.27 


C ^A 

5.24 


J. 2 


Q AO 


7 £ < 






NT2RM4001930 


7.89 


5.36 


5.01 


6.12 


7.65 


5.79 


3.76 


3.60 


1 QQ 






NT2RM4001938 i 


3.35 


3.03 


2.31 


4.03 


4.25 


3.01 


4.12 


3.88 


3.78 




* 4 


NT2RM4001940 


8.88 


7.21 


7.25 


7.65 


9.61 


6.94 


5.41 


5.68 


5.3 






NT2RM4001942 


48.53 


24.69 


3635 


81.10 


98.59 


6239 


57.57 


65.30 


79.98 1 




* 4 


NT2RM4001953 


4.86 


4.02 


3.80 


11.16 


10.73 


8.47 


5.44 


7.13 


6.71 ' 


** 4 


* 4 


NT2RM4001965 


3.95 


3.09 


2.78 


3.89 


4.20 


5.02 


3.08 


4.34 


1.87 






NT2RM4001966 


4.92 


2.59 


2.69 


5.18 


4.42 


3.96 


332 


4.68 


3.49 






NT2RM4O01969 


4.52 


3.56 


2.88 


4.01 


4.54 


3.26 


3.65 


2.05 


3.76 






NT2RM4001974 


3.18 


2.93 


2.68 


3.45 


3.46 


4.29 


4 


3.93 


2.9 






NT2RM4001979 


7.10 


5.28 


4.65 


8.51 


9.51 


9.19 


5.57 


5.12 


5.65 


* + 




NT2RM4001980 


8.43 


6.53 


5.48 


9.14 


11.80 


930 


5.72 


6.09 


7.18 






NT2RM4O01984 


0.37 


0.36 


2,68 


1.04 


124 


1.27 


3.83 


2.41 


1.54 






NT2RM4001987 


5.43 


3.22 


4.46 


5.44 


5.41 


4.74 


6.11 


4.65 


5.13 






NT2RM 40020 13 


4.01 


2.99 


3.04 


5.45 


6.17 


431 


4.16 


639 


4.96 


* 4 




NT2RM4002018 


1.35 


1.30 


1,91 


4.17 


2.80 


1.86 


2.66 


3.82 


2.52 




* 4 


NT2RM4002033 


5.95 


4.44 


3.94 


8.70 


9.58 


8.70 


6.99 


4.97 


5.08 


** 4 




NT2RM 4002034 


10.16 


6.70 


5.00 


9.69 


8.87 


7.70 


7.22 


5.62 


6.43 






NT2RM 4002 044 


17.29 


9.91 


9.34 


16.54 


14.23 


14.16 


9.93 


9.20 


933 






NT2RM4002047 


4.89 


3.52 


4.39 


7.70 


9.18 


8.38 


5.94 


5.42 


6.2 


•* 4 


* 4 


NT2RM40020S4 


5.22 


3.24 


3.62 


4.72 


4.27 


3.95 


3.64 


4.57 


3.02 






NT2RM4002055 


4.93 


3.27 


3.62 


3.58 


4.71 


3.15 


4.05 


4.74 


4.4 






NT2RM4002O59 


10.05 


6.75 


9.67 


10.16 


11.99 


13.43 


18.25 


24.17 


33.19 




* 4 


NT2RM4002061 


3.42 


2.42 


3.12 


3.99 


4.28 


3.66 


2.26 


2.93 


1.81 


• 4 




NT2RM4002062 


6.37 


2.90 


3.38 


2.10 


2.75 


3.44 


2.98 


2.78 


3.12 






NT2RM4002063 


8.92 


6.28 


1.96 


935 


7.20 


6.28 


735 


7.35 


6.46 






NT2RM4002066 


5.12 


2.57 


2.72 


3.13 


3.43 


2.84 


3.67 


3.65 


2.97 






NT2RM4002067 


1.89 


1.36 


1.11 


3.88 


3.13 


3.49 


1.44 


3.55 


1.91 


•* A 




NT2RM4002073 


3.81 


3.18 


2.17 


3.78 


3.91 


3.14 


2.82 


4.59 


3.46 






NT2RM4002074 


3.75 


3.15 


4.02 


2.89 


4.67 


3.46 


2.89 


2.92 


239 




* 


NT2RM 4002075 


1.30 


1.13 


1.76 


2.76 


2.64 


2.94 


1.69 


2.40 


1.5 


*• -1 




NT2RM 4002076 


4.00 


1.21 


3.46 


2.32 


2.53 


2.49 


2.84 


3.24 


1.6 






NT2RM4002078 


12.66 


8.15 


5.73 


7.75 


7.44 


9.12 


8.77 


7.66 


8.72 






NT2RM4002081 


5.48 


5.00 


3.54 


7.62 


931 


8.00 


5.52 


735 


6.24 


** «i 




NT2RM 4002082 


4.26 


2.31 


2.02 


3.34 


238 


2.66 


2.89 


2.98 


2.86 






NT2RM4002093 


3.89 


2.69 


2.12 


7.05 


6.79 


4.47 


2.74 


4.50 


3.5 


* 


► 


NT2RM 4002109 


5.34 


3.93 


2.60 


5.27 


7.18 


5.20 


3.25 


3.84 


4.24 






NT2RM4002115 


3.73 


2.51 


2.56 


3.60 


4.16 


3.32 


2.9 


3.99 


2.74 






NT2RM4002118 


2.39 


1.49 


2.46 


3.46 


6.34 


3.85 


3.41 


r 4.78 


5.61 




* 4 


NT2RM 4002128 


1.76 


1.98 


1.98 


2.53 


2.32 


2.56 


1.95 


1.96 


1.45 


** 


4 




< AT\ 
D.4U 


j.jI 


-l 77 

j.// 




J.JO 


4.10 


4 Of 


2.63 


2.45 






NT2RM4002139 


6.38 


4.93 


5.07 


14.74 


15.06 


13.57 


6.5J 


1 7.18 


6.55 




4 ! 


NT2RM4002140 


7.07 


3.90 


5.01 


9.78 


11.72 


9.95 


6.f 


t 5.99 


6.H 


** 


4 i 


NT2RM4002145 


5.69 


2.65 


3.96 


6.30 


6.51 


4.16 


4.: 


> 6.86 


1 5.0! 






NT2RM4002146 


12.5 


8.18 


837 


8.91 


731 


8.60 


4.9< 


I 6.93 


3.? 






NT2RM40O2161 


1.51 


1.71 


1.05 


2.14 


Z32 


1.65 


1.31 


2.18 


1.1 






NT2RM4002174 


2.04 


1.62 


2.29 


4.40 


6.82 


5.43 


2.4: 


4.19 


3.4! 




4 


NT2RM4002178 


4.27 


1.80 


4.02 


. 7.72 


6.53 


7.07 


4.5< 


6.24 


4.6 


1 * 


4 


NT2RM 4002180 


14.71 


6.92 


6.3C 


> 9.5C 


► 9.96 


6.78 


4.5 


S 4.83 


5.6 


9 




NT2RM4002185 


5.31 


3.85 


> 4.04 


\ 4.39 


> 4.78 


3.75 


5. 


7 4.91 


5.1 


1 
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NT2RM4002189 


27.09 


13.74 


15.74 


14.48 


15.82 


14.29 


21.97 


17.24 


13.45 










NT2RM 4002194 


14.06 


6.46 


6.54 


8.20 


8.96 


5.67 


5.24 


4.78 


7.73 










NT2RM4002198 


9.72 


5.05 


4.64 


9.60 


7.14 


7.42 


3.99 


6.05 


4.24 










NT2RM 4002205 


6.04 


2.24 


4.01 


10.17 


8.07 


7.85 


3.89 


6.45 


5.48 


* 








NT2RM4002213 


8.85 


5.39 


4.89 


8.71 


11.13 


8.58 


6.75 


7.49 


6.59 










NT2RM 4002216 


13.98 


11.40 


13.83 


9.67 


1126 


12.25 


5.51 


6.10 


8.64 










NT2RM4002226 


11.71 


3.35 


5.45 


7.00 


6.75 


5.32 


2.56 


2.81 


Z06 










NT2RM 4002237 


1Z13 


5.23 


4.66 


6.69 


6.79 


4.62 


5.28 


4.25 


5.13 










NT2RM4002240 


3.83 


1.22 


1.76 


2.57 


3.67 


3.49 


1.94 


2.86 


3.13 










NT2RM 4002251 


4.23 


2.41 


3.59 


5.58 


5.63 


2.99 


3.14 


4.22 


3.57 










NT2RM4002256 


9.61 


4.69 


5.30 


9.65 


8.00 


8.72 


6.39 


6.24 


6.69 










NT2RM4002262 


2.51 


1.66 


3.08 


3.94 


4.02 


2.93 


234 


4.64 


4.87 










NT2RM 4002266 


3.81 


3.04 


1.77 


5.13 


5.13 


3.56 


1.74 


3.97 


3 










NT2RM 4002276 


6.07 


4.19 


4.53 


7.03 


5.98 


6.29 


6.42 


7.40 


4.56 










NT2RM 4002278 


5.55 


3.50 


2.06 


5.22 


5.68 


3.41 


2.26 


1.92 


4.58 










NT2RM4002281 


10.82 


3.97 


3.78 


8.02 


12.45 


5.87 


8.47 


7.73 


8.03 










NT2RM 4002287 


4.73 


2.14 


Zll 


4.48 


2.86 


2.45 


3.19 


4.14 


1.9 










NT2RM 4002294 


3.56 


2.28 


1.67 


6.99 


5.40 


3.49 


3.08 


4.20 


3.5 










NT2RM4002298 


4.25 


1.83 


2.68 


5.32 


3.86 


5.10 


6.58 


7.80 


6.73 






*• 


+ 


NT2RM4002301 


2.19 


2.10 


1.85 


3.43 


4.22 


3.48 


1.84 


3.94 


2.05 




+ 






NT2RM4002306 


4.28 


2.89 


2.26 


4.38 


4.65 


4.86 


3.01 


4.34 


Z42 










NT2RM4002323 


4.07 


3.11 


3.95 


9.92 


6.06 


6.87 


4.61 


4.01 


Z32 










NT2RM4002334 


48.90 


21.85 


22.81 


35.78 


25.59 


28.97 


30.63 


31.70 


2Z58 










NT2RM4002339 


2.06 


1.58 


1.46 


1.24 


1.64 


1.38 


3.19 


1.21 


1.93 










NT2RM4002344 


3.34 


2.36 


2.32 


3.06 


3.36 


3.28 


1.98 


2.28 


1.57 










NT2RM4002345 


3.14 


4.48 


1.33 


2.81 


6.18 


3.52 


3.97 


3.81 


7.59 










NT2RM 4002352 


2.56 


1.55 


1.37 


2.09 


1.90 


1.83 


1.8 


2.16 


1.75 










NT2RM 4002362 


10.19 


5.95 


5.50 


3.14 


3.38 


3.88 


Z99 


Z56 


2.32 






• 


• 


NT2RM4O02373 


3.73 


2.27 


4.81 


3.06 


4.43 


4.48 


1.89 


Z78 


3.21 










NT2RM 4002374 


2.46 


1.36 


2.00 


4.92 


6.85 


Z91 


2.01 


Z17 


2.46 










NT2RM4002376 


3.65 


2.05 


2.36 


5.15 


3.88 


5.04 


5.2 


Z97 


2.99 


• 








NT2RM4002383 


5.41 


2.46 


335 


8.94 


8.52 


7.85 


5.76 


4.08 


7.78 


•* 


+ 






NT2RM400239© 


7.22 


2.53 


2.49 


3.89 


3.09 


3.46 


2.47 


3.20 


2.59 










NT2RM4002398 


4.68 


Z42 


2.88 


5.08 


6.85 


4.30 


3.82 


2.28 


3.63 










NT2RM4O024O9 


2.87 


2.53 


3.04 


4.21 


5.07 


3.80 


3.49 


3.93 


3.64 


* 




• 


+ 


NT2RM 4002414 


5.03 


1.84 


3.97 


3.80 


4.16 


6.28 


4.49 


4.44 


4.68 










NT2RM 4002438 


5.21 


2.42 


2.20 


4.07 


3.59 


4.94 


3.44 


3.46 


2.5 










NT2RM 4002440 


4.95 


2.33 


3.53 


5.69 


5.26 


3.20 


3.34 


4.02 


439 










NT2RM 4002446 


6.41 


3.72 


3.77 


5.16 


5.23 


4.99 


5.81 


3.91 


537 










NT2RM4002450 


7.34 


5.13 


5.19 


4.41 


3.88 


3.16 


3.9 


3.82 


4.13 










NT2RM4002452 


4.76 


3.56 


2.63 


3.31 


4.00 


4.75 


2.58 


Z59 


Z32 










NT2RM4002457 


3.97 


2.35 


2.27 


5.42 


4.08 


5.14 


4.64 


3.85 


2.87 


• 








NT2RM4002458 


2.05 


1.17 


1.07 


1.55 


3.27 


2.46 


2.27 


3.06 


1.92 










NT2RM4002460 


1.51 


0.73 


1.48 


0.65 


1.16 


0.85 


1.S5 


1.39 


1.26 










NT2RM 4002464 


2.69 


1.95 


2.48 


3.72 


3.71 


4.31 


Z38 


Z92 


1.83 




+ 






NT2RM 4002479 


6.89 


5.60 


6.27 


9,61 


8.13 


4.62 


4.88 


6.96 


5.42 










NT2RM4002482 


35.61 


22.59 


16.97 


21.71 


19.69 


20.16 


30.11 


17.88 


24.23 










NT2RM 4002489 


15.59 


8.96 


10.80 


10.87 


12.64 


11.89 


10.58 


8.12 


11.95 










NT2RM 4002493 


3.66 


2.45 


2.96 


3.64 


2.32 


2.09 


3.63 


3.17 


2.29 










NT2RM4002499 


39.72 


27.06 


27.17 


54.95 


67.76 


43.13 


21.05 


20.01 


15.4-3 


♦ 


+ 






NT2RM4O025O4 


10.06 


5.00 


4.83 


15.16 


13.66 


11.30 


9.77 


' 10.12 


11.17 


* 


+ 






NT2RM4002506 


3.00 


2.28 


3.10 


3.05 


3.95 


4.66 


3.1S 


1 3.46 


3.Z3 










NT2RM 4002510 


1.71 


1.62 


1.42 


3.05 


3.64 


3.86 


251 


' 2.61 


Ztf 




+ 


• 


+ 


NT2RM 4002527 


1.36 


1.99 


1.93 


1.99 


2.17 


2.01 


1.62 


I 2.61 


\ 1.1: 


\ 








NT2RM 4002532 


8.36 


3.92 


4.29 


7.17 


9.98 


8.89 


6.6* 


> 5.89 


6.3: 


i 








NT2RM4002534 


5.34 


2.37 


2.56 


3.48 


4.24 


3.83 


3.6( 


> 4.16 


3.6' 


i 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



NT2RM4002535 



NT2RM4002554 



NT2RM4002558 



NT2RM4002565 



NT2RM4002S67 



NT2RM 4002571 



NT2RM4002572 



NT2RM4002577 



NT2RM4002583 



NT2RM 4002584 



NT3RM 4002593 



NT2RM 4002594 



NT2RM 4002604 



NT2RM4002614 



NT2RM4002616 



NT2RM4002623 



NT2RM4002634 



NT2RM4002636 



NT2RP1000002 



NT2RP1 000006 



NT2RP1 000015 



NT2RP1000018 



NT2RP1000034 



NT2RP1000035 



NT2RP1000040 



NT2RP1000042 



NT2RP1 000048 



NT2RP1 000050 



NT2RP1000056 



NT2RP1000058 



NT2RP1 000063 



NT2RP1000068 



NT2RPI0OQO72 



NT2RP10O0C73 



8.63 



3.24 



3.05 



4.27 



2.07 



4.37 



6.03 



2.75 



3.95 



6.72 



11.06 



4.49 



4.69 



2.09 



5.30 



8.57 



3.64 



5.12 



4.91 



338 



0.58 



0.26 



281.35 



3.85 



1.60 



0.16 



3.91 



2.17 



29.42 



1.76 



2.86 



2-57 



111.07 



0.97 



NT2RP1000078 



NT2RP1000079 



NT2RP1000080 



NT2RPJ 000086 



NT2RP1000087 



NT2RP10O0089 



NT2RP1000090 



NT2RP1000100 



NT2RP1000101 



NT2RP1 000111 



NT2KP1000112 



NT2RP1000124 



NT2RP1000125 



NT2RP1000129 



NT2RP1000130 



NT2RP1000154 



NT2RP1000163 



NT2RP1 000170 



NT2RP1000174 



NT2RP1000181 



NT2RP1 000191 



3.33 



2.67 



7.28 



4.35 



5.00 



21.30 



62.12 



2.17 



6.92 



3.13 



1.19 



2.04 



13.33 



8.42 



3.80 



Z77 



2.54 



1.25 



0.77 



15.66 



2.05 



NT2RP1000202 t 1.43 



5.41 4.92 15.46 13.83 13.63 



2.37 



3.08 



Z27 



1.22 



2.84 



2.28 



1.19 



2.68 



4.52 



6.50 



2.50 



2.15 



1.88 



2.89 



2.95 



1.74 



3.99 



2.69 



2.73 



0.54 



0.38 



132.61 



3.38 



1.01 



0.85 



1.94 



1.06 



14.22 



1.01 



1.68 



1.65 



54.80 



0.59 



1.48 



0.92 



4.50 



3.00 



2.82 



13.02 



34.52 



0.88 



1.91 



3.12 



3.74 



2.13 



3.54 



298 



059 



293 



449 



9.20 



260 



300 



1.83 



2.15 



4.75 



1.53 



4.07 



3.55 



3.36 



1.13 



0.59 



141.44 



2.73 



1.16 



0.49 



1.67 



1.90 



19.60 



1.59 



1.32 



0.98 



661.45 



036 



2.67 



3.74 



5.28 



2.48 



2.77 



9.99 



3*37 



1.77 



4.82 



8.08 



2.02 



4.69 



6.08 



1.71 



2.91 



7.70 



6.84 



3.57 



3.64 



6.46 



9.16 



4.81 



6.68 



1.14 



3.44 



8.13 



5.82 



5.70 6.28 



3.62 4.47 



3.05 



2.37 



3.25 



1.95 



4.89 



5.37 



3.30 



1.73 



1,15 



137.16 



3.70 



2.85 



1.56 



4.49 



2.12 



3.26 



6.59 



5.24 



1.75 



1.19 



124.07 



106.57 



4.44 



1.82 



1.42 



2.45 



2.79 



15.96 



Z63 



1.33 



2.49 



57.17 



1.83 



2.36 



2.69 



5.11 



3.24 



4.73 



15.70 



1.25 



3.86 



2.02 



1.17 



1.79 



6.69 



3.01 



3.59 



1.66 



1.56 



0.62 



0.39 



7.51 



1.96 



1.24 



4.62 



•5.20 



1.40 



7.18 



5.55 



2.92 



3.16 



1.73 



0.69 



0.44 



0.59 



13.59 



1,05 



0.92 



65.14 



1.24 



6.27 



4.79 



1.98 



5.67 



16.93 



5.33 



6.14 



4.97 



1.65 



1.93 



0.80 



20.37 



3.54 



2.91 



1.72 



137 



3.78 



3.16 



16.06 



1.51 



2.84 



2.52 



59,96 



1.57 



2.3P 



2.08 



5.46 



3.23 



5.17 



10.56 



57.48 



1.63 



8=56 



4.46 



2.39 



6.32 



13.49 



4.43 



5.63 



6.35 



3.20 



1.94 



1.14 



20.72 



1.96 



2.20 



8.73 



8.80 



8.02 



2,77 



2.58 



2.42 , 



1.39 



4.78 



4.67 



4.24 



3.5 



7.43 



4.53 



4.18 



4.36 



3.14 



2.05 



3.10 



2.71 



3.75 



4.16 



4.57 



3.27 



L99 



9.74 



8.44 



9.5 



1.51 



6.59 



4.68 



6.71 



3.57 



3.57 



3.67 



3.56 



5.82 



4.85 



4.09 



4,77 



5.78 



2.04 



3.51 



4.47 



5.59 



4.77 



7.23 



6.06 



4.27 



3.38 



331 



3.57 



2.71 



1.21 



3.15 



1.87 



2 32 



2.81 



1.79 



2.9 



3.44 



2.87 



3.18 I 



2.88 



2.72 



2.59 



330 



2.79 



2.51 



3.1 



330 



Z24 



6.81 



5.02 



6.11 



5.97 



3.97 



3.46 



5.04 



3.59 



2.13 



1.06 



2.60 



1.34 



1.44 



1.05 



2.21 



0.52 



66.03 



58.57 



5432 



3.26 



2.6 



2.77 



2.19 



0.90 



1.72 



1,93 



1.4 



0.52 



0.89 



2.70 



1.63 



2.00 



3.04 



5.80 



4.69 



3.31 



1.43 



4.06 



2.02 



15.82 



8.26 



10.94 



9.03 



1.74 



0.73 



1.28 , 



0.3 



1.66 



1.17 



133 



1.43 



1.99 



1,28 



2.09 



2.14 



64.56 



51.74 



4539 



52.17 



2.36 



0.84 



Z78 



1.72 



2.50 



1.17 



3.68 



139 



2.10 



43 



6.28 i 



4.63 



5.42 



23 



4.02 



3.44 



2.33 



1.02 



2.72 



3.70 



4.25 



2.63 



3.17 



8.76 



7.11 



5.03 



7.52 



42.93 



29.21 



27.16 



16.48 



1.66 



0.75 



2.69 



2.15 



835 



6.29 



531 



6.14 



1.70 



2.06 



3.98 



436 



2.90 



2.08 



3.24 i 



7,61 



0.92 



3.26 



1.09 
4.08 



11.53 



18.17 



14.66 



19.62 



3.32 



3.8 



3.24 



4.62 



6.01 



3.49 



3.06 



437 



4.78 



3.19 



4.61 



2.92 



1.85 



0.24 



3.07 i 



0.88 



1.90 



0.89 



3.09 



137 



0.73 



0.83 



130 , 



0.25 



18.84 



8.95 



8.78 



568 



-23. 



134 



1.45 



!.86 



1.99 



0.8 



237 



235 
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NT2RP1000239 


0.54 


0.73 


0.33 


1.02 


1.34 


038 


0.16 


1.81 


1.18 










NT2RP1000243 


0.84 


0.90 


0.58 


2.06 


1.73 


0.89 


0.86 


2.41 


1.44 










NT2RP1000255 


0.75 


0.34 


1.01 


1.49 


0.71 


0.80 


0.75 


1.85 


0.92 










NT2RP1000259 


1.78 


1.74 


1.10 


4.78 


3.63 


3.84 


2.82 


4.39 


2.57 


*• 


+ 


* 




NT2RP1000261 


1.08 


0.77 


0.32 


2.74 


1.80 


1.60 


0.7 


231 


1.42 










NT2RP1000269 


12.70 


6.05 


5.79 


12.05 


12.78 


10.09 


73 


10.31 


8.4 










NT2RP1000271 


65.05 


27.46 


27.30 


118.92 


88.05 


70.43 


4438 


28.04 


2235 










NT2RP1000272 


15.64 


8.87 


8.62 


11.91 


10.97 


10.04 


8.77 


5.04 


6.08 










NT2RP1000279 


3.64 


2.60 


2.62 


4.01 


432 


430 


3.4 


3.60 


2.95 


• 


+ 






NT2RP1000290 


31.80 


25.40 


25.59 


3632 


40.72 


40.15 


26.39 


2Z95 


29.24 




+ 






NT2RP1000293 


8.90 


5.15 


6.17 


9.07 


11.34 


10.12 


7.62 


7.73 


8.67 










NT2RP1000300 


21.75 


19.20 


18.07 


2033 


28.21 


20.72 


16.45 


24.53 


12.12 










NT2RP1 000324 


12.47 


5.32 


8.89 


10.68 


13.57 


9,75 


6.98 


9.83 


9.18 










NT2RP1000325 


91.19 


35.26 


49.60 


54.44 


61.67 


55.26 


47.32 


30.15 


44.99 










NT2RP1000326 


10.60 


7.28 


6.00 


12.46 


8.25 


10.43 


7.71 


8.51 


5.43 










NT2RP1 000331 


13.85 


7.24 


6.82 


12.25 


10.31 


7.00 


5.01 


4.72 


3.71 










NT2RP1 000333 


12.54 


6.22 


6.09 


8.86 


8.17 


8.74 


6.53 


7.71 


7.88 










NT2RP1000336 


1.87 


1.73 


1.02 


1.35 


133 


1.21 


3.14 


2.70 


2.83 








+ 


NT2RP1000347 


2.75 


2.10 


2.88 


2.09 


2.48 


2.62 


1.53 


2.25 


0.84 










NT2RP1000348 


1.47 


0.48 


0.33 


1.45 


1.42 


2.72 


1.13 


1.89 


0.66 










NT2RP1000349 


0.93 


0.52 


0,64 


1.41 


1.77 


1.72 


0.95 


0.90 


1.19 


mm 


+ 






NT2RP1 000353 


40.50 


18.12 


20.02 


27.21 


16.43 


19.17 


10.71 


8.40 


1237 










NT2RP1000356 


39.98 


22.39 


20.90 


3Z15 


26.26 


25.06 


14.83 


10.10 


14.28 










NT2RP1 000357 


13.61 


7.81 


6.20 


11.20 


13.90 


12.68 


8.98 


8.00 


11.38 










NT2RP 1000358 


11.64 


5.39 


5.27 


10.20 


9.77 


8.75 


7.77 


6.88 


9.19 










NT2RP100O360 


26.32 


15.93 


17.17 


17.83 


1938 


19.99 


16.48 


15.94 


15.67 










NT2RP 1000363 


22.05 


14.66 


16.07 


21.39 


2434 


2433 


22.26 


17.18 


17.26 










NT2RP1000376 


5.84 


3.91 


530 


431 


6.40 


6.42 


7.18 


6.13 


5.77 










NT2RP 10003 86 


31.79 


21.04 


23 J 9 


64.26 


64.31 


34.90 


56.81 


60.95 


58.22 


m 






+ 


NT2RP 1000407 


0.29 


0.73 


0.45 


0.62 


0.61 


0.29 


1.08 


0.88 


0.22 










NT2RP 1000409 


2.22 


1.91 


0.68 


2.83 


3.38 


2.80 


2.71 


1.86 


1.7 










NT2RP100O413 


7.71 


3.51 


3.63 


7.04 


7.63 


7.01 


5.32 


4.65 


6.75 










NT2RP 100041 6 


2.07 


0.73 


0.71 


1.73 


2.70 


2.64 


1.38 


1.53 


1.42 










NT2RP10OO418 


0.88 


0.78 


0.91 


2.07 


1.77 


2.03 


1.84 


2.71 


1.4 


mm 


+ 


* 


+ 


NT2RP10OO42O 


0.51 


0.68 


0.34 


1.31 


0.46 


1.21 


1.33 


132 


0.65 










NT2RP100O434 


0.66 


0.29 


2.53 


1.80 


1.28 


1.15 


1.63 


2.36 


0.97 










NT2RP1 000439 


13.59 


10.41 


10.76 


8.22 


11.99 


8.15 


6.48 


6.20 


333 






* 




NT2RP1 000443 


1.67 


1.60 


1.02 


3.09 


3.95 


2.04 


3.35 


1.76 


1.48 










NT2RF1 000447 


! 2.13 


0.82 


0.90 


2.07 


1.95 


1.21 


1.39 


1.67 


1.12 










NT2RP1 000448 


1.39 


0.47 


0.72 


0.68 


1.75 


1.34 


1.82 


1.77 


0.69 










NT2RP1 000451 


5.40 


2.45 


1.97 


5.69 


5.15 


3.49 


1.66 


2.36 


1.96 










NT2RP1 000458 


22.07 


12.50 


14.79 


20.35 


29.47 


24.03 


21.83 


19.22 


26.03 










NT2RP1000460 


19.74 


9.97 


12.40 


17.61 


20.40 


21.09 


17.72 


15.83 


18.24 










NT2RP1 000465 


14.77 


10.71 


12.70 


18.32 


19.61 


21.10 


14.71 


11.30 


11.86 


mm 


4 






NT2RP1000468 


3.47 


234 


4.12 


7.07 


8.07 


7.42 


3.93 


5.61 


4.57 


mm 


4 






NT2RF1000470 


14.45 


6.40 


6.23 


5.28 


6.94 


7.41 


8.62 


6.71 


6.97 










NT2RF1 000477 


0.33 


0.76 


0.21 


0.93 


1.49 


0.73 


0.8 


1.04 


032 










NT2RJP1000478 


2.01 


1.44 


1.12 


1.74 


1.18 


2.18 


1.98 


3.01 


1.97 










NT2RP1000481 


3.26 


1.45 


1.19 


1.27 


1.08 


1.24 


0.92 


2.02 


0.85 










NT2RP1000493 


1 1.13 


0.65 


0.54 


1.16 


1.49 


! 1.41 


1.57 


2.12 


0.89 


m 


+ 






NT2RP1000513 


1 8.57 


3.43 


5.13 


11.73 


10.43 


8.69 


10.51 


935 


9.33 










NT2RP100O522 


9.74 


3.47 


5.93 


6.13 


9.61 


9.77 


833 


8.00 


1 7.9 










NT2RP1000533 


2.49 


0.79 


L93 


2.45 


2.66 


3.02 


1.21 


2.77 


13 










NT2RP1 000544 


2.42 


0.99 


0.69 


2.39 


1.44 


1.14 


1.43 


1.13 


2.11 










NT2RP1 000547 


0.17 


0.54 


! 0.23 


! 0.77 


0.69 


0.77 


0.43 


1,67 


1 0.73 


m 








NT2RP1000551 


1.62 


1.44 


0.64 


1 030 


0.71 


0.60 


1.24 


2.56 


! 1.59 
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NT2RP1 000567 


1.21 


0.33 


0.63 


1.21 


1.30 


2.41 


2.12 


3.42 


1.77 










NT2RP1 000574 


1.82 


0.32 


0.03 


23.76 


28.12 


20.34 


4.23 


4.69 


3.79 


** 






4- 


NT2RP1 000577 


1.22 


0.49 


0.73 


1,46 


1.85 


1.75 


1.18 


2.92 


1.35 


* 


f 






NT2RP1000579 


0.79 


0.65 


0.57 


1.33 


1.34 


1.32 


1.35 


230 


0.76 




f 






NT2RP1000581 


1.36 


0.66 


1.82 


2.04 


1.55 


1.78 


1.95 


231 


1.03 










NT2RP1000593 


2.64 


0.66 


1.75 


2.65 


2.96 


1.71 


1.41 


0.83 


1.4 










NT2RP1000604 


11.50 


7.94 


7.40 


3.94 


3.98 


3.21 


2.12 


Z31 


2.08 


• 




•* 




NT2RP 1000609 


2.53 


2.00 


0.54 


1.02 


1.56 


1.09 


1.82 


2.61 


1.48 










NT2RP1000613 


1.94 


0.88 


0.65 


1.32 


0.99 


1.16 


0.85 


238 


1.01 










NT2RP1000622 


1.32 


0.92 


0.99 


1.13 


1.63 


1.80 


137 


3.98 


2.19 










NT2RPI000627 


5.47 


2.19 


3.87 


5.94 


4.15 


4.81 


4.23 


6.27 


4.91 










NT2RP 1000629 


1.49 


0.86 


0.95 


1.86 


1.84 


2.88 


2.18 


2.88 


1.87 






• 


■f 


NT2RP1 000630 


5.89 


2.85 


5.42 


13.99 


11.47 


13.46 


7,36 


635 


7,16 




+ 






NT2RP1000639 


2.68 


1.18 


0.53 


1.84 


1.97 


0.94 


1.56 


1.83 


13 










NT2RP1 000640 


81.74 


37.60 


35.82 


57.27 


52.32 


39.58 


48.18 


42.34 


41.38 










NT2RP1 000646 


7.82 


4.91 


3.97 


8,29 


9.40 


9.31 


53 


5.31 


6.52 










NT2RP1 000659 


6.71 


2,34 


3,90 


4.05 


6.32 


6.12 


3.31 


4.60 


4.15 










NT2RP1 000674 


4.71 


2.08 


3.93 


5,76 


7.16 


7.25 


3.17 


4.95 


43 


* 








NT2RP1 000677 


9.51 


6.01 


6.41 


8.66 


8.51 


8.83 


7.33 


7.01 


8.68 










NT2RP 1000679 


1.23 


0.42 


0.82 


1.73 


1.38 


1.63 


1.09 


2.06 


0.76 


• 


+ 






NT2RP1OO06K8 

1 ^ A J»XVJ 1WUV0W 


4.67 


2.07 


2.03 


5.85 


5.34 
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3.25 


1.93 
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** 
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4.87 


2.22 
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2.65 
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3.96 
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4.55 1 5.061 4.19 1 2.731 4.23 I 3.351 



3.01 I 3.13 1 3.18 1 2.031 3.88 
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7.45 1 9.65 I 7.01 I 10.08 10.85 12.82 
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6.87 
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6.27 


5.67 
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5.46 
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NT2RP2 005541 
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3.02 
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4.34 


4.57 


4.67 
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3.83 


4.26 
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1.25 


1.36 


2.36 


2.23 


1 oo 

1.93 


1.66 


2.42 


7 < 

2.5 






NT2RP3004466 


16.12 


6.82 


7.66 


12.66 


11.01 


12.35 


11.52 


8.75 


i n oo 

10.08 






NT2RP3 004470 


8.70 


6.35 


3.18 


11.68 


12.19 


4 ft Of 


/.44 


o io 

7.38 


5.56 


i 




NT2RP3004472 


1.89 


2.60 


1.02 


4.08 


3.19 


3.82 


2.45 


k 1 Ol 

l.yi 


1 7fl 

l./o 




» 


NT2RP3004475 


4.99 


<5 eft 

3.80 


a no 
4.V8 


4.54 


5.o 


1 71 

3. /I 


4.JJ 


< n7 

5.U/ 


A 7< 






NT2RP3004480 


7.66 


< oo 


7 «0 


1 C 07 

15. (12 




17 11 


fi m 


7 4fi 








NT2RP3004481 


A ~*A 

4.24 


O.U1 


3.44 


"1 OA 

3.o4 


4.o4 


0. 1U 


^ ^1 


A fifi 


1 41 






NT2RP300445W 


1 AO 

J.UV 


i nn 

l.UU 


i in 

J.3U 




7 17 
2.1/ 


i on 


1 11 


n 04 


0.16 






NT2Rr3W44yo 


1 1 on 

11. yy 


5.04 


^ fin 

O.oU 


1A fi7 


1^1^ 


7 ft7 


15 41 


IS 4ft 


in 7i 






IN I x Kr3UU44y» 


10 <0~ 
1U.5 / 


f. on 




< io 


fi 11 


7 7A 


7.2^ 


4.55 








mhpo d i>iaa4 CAl 


fi 1*7 




A OA 


17 fWi 


17 7Q 


1 < fi7 


8.93 


7.92 


6.7^ 


•* 


f 


JMT2 KjF3W4SW 


16.66 


0 17 


ft 11 

O.J J 


A on 


$ 17 


6 oo 


5.1] 


6.36 


4.2^ 






i\ I2KF3W45TO 


12 77 

o. /Z 


S 7ft 
5.20 


A fi\ 


d 7A 


S n7 


7 07 


8.11 


8.94 


7.6S 


J 




NT2RP3004507 


4.86 


3.25 


3.44 


5.31 


4.59 


4,43 


2.21 


r 3.02 


3.oe 






NT2RP3004519 


3.79 


1.12 


1.28 


2.61 


Z20 


3.15 


1.5* 


\ 1.93 




\ 




NT2RP3004524 


1.80 


1.60 


2.36 


2.58 


1.67 


4.26 


2.r< 


> 2.30 


1.2 


\ 




NT2RP3004S27 


1.16 


0.95 


0.83 


1.29 


0.90 


1.98 


0.2! 


) 034 


o.< 


s 




NT2RF3004554 


5.79 


332 


3.93 


3.26 


4.89 


7.19 


3.41 


I 2.92 








NT2RP3004539 


14.05 


8.61 


6.22 


8.74 


9.46 


10.33 


9.5 ( 


? 6.77 


9.3J 




1 — 


NT2RP3004541 


4.42 


3.07 


2.91 


2.08 


4.14 


2.58 


3.8: 


4.01 


3.a 






NT2RP3004544 


9.72 


3.68 


Z35 


4.38 


6.86 


7.17 


4.0, 


5.81 


5.6 


4 




NT2RP3004551 


3.07 


2.54 


2.87 


4.55 


5.33 


3.79 


4.4 


9 4.42 


3.2 


9 * 


+ • p 


NT2RP3004552 


11.09 


> 5.45 


4.69 


► 3.94 


6,09 


► 8.11 


5.0 


3 5.45 


Z9 


4 
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Table 299 



NT2RF3004557 


9.04 


5.56 


6.56 


5.65 


4.56 


3.38 


5.82 


5.13 


3.59 










NT2RF3004561 


5.68 


3.44 


3.35 


5.27 


5.92 


3.88 


4.61 


5.03 


4.06 










NT2RP3004566 


6.63 


6.29 


6.33 


12.53 


11.01 


9.47 


7.43 


8.46 


33.57 




♦ 






NT2RP3004569 


6.44 


5.29 


4.60 


10.37 


13.99 


10,11 


4.46 


4.55 


4.39 










NT2RP3004572 


3.83 


3.21 


2.73 


4.62 


5.78 


5.28 


4.26 


4.30 


2.97 


* 


+ 






NT2RP30O4578 


5.21 


3.44 


2.27 


5.01 


7.11 


5.48 


3.71 


3.96 


4.42 










NT2RP30O4584 


3.59 


3.64 


3.56 


3.31 


4.74 


4.86 


3.85 


3.43 


4.22 










NT2RP30O4588 


3.87 


2.70 


2.67 


8.15 


6.21 


6.68 


4.64 


5.48 


4.37 




+ 


m 


4- 


NT2RP3 004594 


7.86 


6.82 


6.37 


5.22 


4.81 


5.30 


4.15 


4.02 


2.13 


• 




m 




NT2RP3004603 


60.30 


35.19 


34.71 


45.07 


50.01 


29.71 


17.9 


21.98 


18.08 






m 




NT2RP3004^12 


6.20 


3.05 


3.45 


4.40 


4.92 


2.76 


4.05 


3.39 


3.11 










PlOftUk 1 7 


1 07 


2.70 


1.70 


1.60 


2.01 


3.22 


2.53 


2.44 


1.96 










\rnpmytf\iiCifl 


7 OS 


2.90 


2.07 


5.51 


5.52 


3.64 


3.14 


3.14 


4.18 












J.*tO 


4 10 


2.95 


5.75 


7.50 


5.56 


7.41 


6.90 


5.44 












4 11 




A AA 




n AR 


S 74 


5.58 


3.86 


3.99 










IN I 2KK3UW64U 


5.oo 


1 flft 


1 7ft 


7 AQ 


7 45 


£ 71 


S Qf> 


S 47 


4.27 






m 




n I xKr jvU464Z 


in ifi 




fl ftd 


1 A AQ 




-i < 7fl 

1 J./U 


10 


10 Sft 

1V.JO 


5 55 


*• 








1LpT'1"DI^lAAd^d7 


/.JO 


a lO 


1 17 


O Ol 

7.7J 


A <A 


ft 01 


7 511 

f*OX 


S oo 

J.77 


5 6 










IS 1 2Rr3W4W2 


Q A7 


o.ou 


1 7A 

.1. /O 


13. J J 


17 in 


Q 07 


7 74 


7 11 


3.44 


* 








Ivr2RF3004609 


© lit 

o.JO 


j.oU 


*L3J 


c AA 


7 Ol 


D, ft 


S 7 


S 71 


5 71 










NT2RF3004670 


t A At 

34.41 


ii in 


9.32 


JO. 29 


7A Ad 
2U.U4 


1 ^ fid 


17 l#i 
13.30 


11 SO 
13.59 


1 S fit 










NT2RP 4000008 


35.39 


i n ai 


1 '1 AO 


11 <ft 

J3.jU 


1A 117 


0 7fi 


0 d 


51 75 


fi fi5 

O.oj 










NT2RP 40000 IB 


9.99 


5.44 


o.>4 


O A1 


< A7 


7 OA 

/.9M 


7 Jld 


A 47 


7 74 










NT2RP4000023 


5.20 


4.00 


'1 TO 


1 OH 

3.00 


2.64 


7 <;i 
2.0 J 


7 Si 
3.51 


d n 


7 fn 

Z.O / 










NT2RP4O00025 


5.36 


c on 
5.89 


4 AX 

4.96 


o 01 
o.Vl 


1 C AX 


1 1 OC 

1 1.V5 


17 OA 


1 1\ 7S 
JO. /3 


11 7 

Xjm / 


* 


+ 






NT2RP4000Q35 


8.26 


5,47 


.^.42 


1 "5 CO 

13. Oo 


1 1 

13.34 


1*5 77 
12. /2 


c 07 


1 1 A/X 

1 l.*f J 


S AS 
5.D5 


*• 








NT2RP4000041 


8.69 


5.46 


1 *7A 

1.79 


1 £LQ 
J .09 


4.25 


2. /O 


d 7fi 
4.2o 


5.5o 


A Ol 

4.y3 










NT2RP40O0O49 


A f\C 

4.05 


1 AA 

2.09 


2.36 


3.oo 


d io 
4. 1 v 


3.53 


< o 

3.V 


< 71 

5. / j 


1 11 










NT2RP4000050 


3.62 


2.75 


1.71 


2.29 


3.50 


1 1C 

3.25 


1 A1 

3.U1 


5.3o 


1 1/1 
3.14 










NT2RF4000O51 


7.84 


3.90 


4.64 


C 11 

5.71 


1 CO 

7.5o 


< AQ 

5.4o 


< 77 

5.2 / 


7 IS 

/.15 


S K 
5.15 










NT2RP4000063 


4.66 


1 ,44 

2.43 


,m i A A 

2.44 


1 lit 

3.26 


7 Od 


A 77 


1 AH 


r ox 

5.yo 


7 A1 










NTxRr 40000^3 


A 01 

4.21 


2,70 


2.69 


A AO 


1 K< 

3.Q5 


1 77 

3./ / 


7 77 


1 Oft 
J.UO 


7 74 










NT2RP400W70 


i i £ 
3.16 


1 ^A 

2.6U 


2.U2 


O.03 


Q Aft 


a ylO 

9.49 


1 7 

3.2 


d 07 
4.5r2 


7 Id 
3.5** 


mm 








NT2RP4O0UO7 4 


1 1C 

1.25 


a £C 


A AC 


1 AO 


A 


i di 


1 07 


7 IS 


1 7A 
X.J,** 










MWIITIjiAAIMWB 

NT2RP4WU07O 


IV. 45 


o.9j 


H.00 


1 < OA 

1 j.zUj 


1 1 dO 
Jl.*t9 


1 fi 7d 
JU. /** 


O Oft 


O.D3 


f\ Oft 












1A 11 
10.51 


1ft 

1U.55 


7.jj 


lO.OJ 


74 151 


lj J / 




in 41 












n niAAAAAA 
IN I 2JCr*WUUUy3f 


dft 7*1 


Id flft 






701 11 


1^S IS 


108.2 


86.72 


64.03 


mm 




m 




MTP1 T> DiiAAAl A1 


1.59 




fl 7^ 


7 f!7 


1 (Vi 

3.VJO 


1 Sfl 


7 17 


2.26 


7 57 










IN J 2 fir *WWIJ UJ) 


z.yo 


1 5*7 




7 51 


4.74 


7 4/» 


7 75 


4.73 


2,4; 












7 77 

/ . JX> 


4.36 


4.82 


47.03 


44.25 


37.96 


49.26 


38.51 


49.37 


mm 




mm 






1 9 07 


ft 14 


52 OA 




17 IO 


17 515 


13.79 


10.89 


9.27 










IN I 21l* 4UUUJ1 J 


X .DO 


4 14 


J. /v 


1 10 


2.22 


1.71 


2.22 


1.42 


3.11 












12.62 


5.96 


5.20 


13.14 


12.78 


6.27 


9.14 


9.28 


9.82 










writ pjnooi i 4 


6.69 


4.45 


3.10 


4.28 


5.71 


3.35 


6.12 


5.23 


4.95 










VT2B P4OO01 29 


5 RS 


2.83 


2.30 


2.80 


3.92 


3.49 


3.8 


3.85 


2.88 










NT2RP4000137 


6.85 


6.38 


5.53 


4.82 


7.68 


8.16 


4.3 


6.03 


5,81 










NT2RP4O00138 


31.16 


22.51 


24.42 


13.11 


1Z17 


10.03 


14.81 


14.41 


15.27 


mm 




m 




NT2RP4O00141 


4.89 


2.65 


2.93 


i 4.06 


3.52 


4.29 


2.76 


4.18 


2.03 










NT2RP4O00147 


2.17 


1.29 


1.74 


2.55 


2.46 


3.03 


2.68 


3.29 


2.54 


m 


+ 


m 




NT2RP4O00150 


7.08 


4.20 


5.06 


8.60 


7.56 


6.25 


7.64 


8.70 


6.48 










NT2RP4000151 


7.65 


4.77 


3.15 


5.40 


5.42 


4.70 


5.71 


4.77 


7.3 










NT2RP4O00157 


47.42 


28.18 


24.63 


140.24 


151.70 


90.24 


64^5 


61.24 


48.04 


•* 




m 


+ 


NT2KP4000159 


Z50 


1.76 


1.15 


1.15 


1.62 


2.34 


1.61 


161 


1.83 










NT2RP4000163 


26.39 


20.86 


36.59 


7.91 


9.36 


1 8.09 


5.61 


5.24 


4.41 


* 




• 




NT2RP4000167 


3.26 


3.04 


2.67 


3.80 


3.99 


4.24 


2.64 


3.85 


3.1" 










NT2RF4O00171 


7.53 


5.74 


5.41 


5.89 


7.46 


4.62 


5.54 


\ 5.19 


6.82 


> 
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Table 300 



NT2RP4000175 I 26,66 



NT2RP4000180 I 17.71 



NT2RP40001&5 I 14.57 



NT2RP4000192 I 9.26 



NT2RP4000194 I 3.63 



NT2RP40O0196 I 8.18 



NT2RP4000210 1 2833 



NT2RP4000212 1 12.06 



NT2RP40002I4 1 10.71 



NT2RP4000216 I S.44 



NT2RP4O00218 1 7.33 



NT2RP4000223 1 19.92 



NT2RP4000243 I 13.18 



NT2RP4000246 I 33.96 



NT2RP400Q150 I 7.99 



NT2RP4000256 



2.39 



NT2RP400Q257 I 47.78 



NT2RP4QOQ259 1 4.57 



NT2RP4O00261 1 4.69 



NT2RP4000262 I 8.40 



NT2RP4000263 I 2.39 



NT2RP4000280 I 19.84 



NT2RP4000386 1 34.05 



NT2RP4000290 1 4.20 



NT2RP4000291 1 18.51 



NT2RP4000301 I 2.59 



NT2RP4000312 1 4.56 



NT2RP4000321 I 13.60 



NT2RP4000323 



3.58 



NT2RP4000324 1 7.25 



NT2RP4000334 1 13.97 



NT2RP4000343 



4.98 



NT2RP4000348 I 3.02 



NT2RP4000349 1 2.02 



NT2RP4000355 1 10.07 



NT2RP4000356 1 10.81 



NT2RP4000360 



5.76 



NT2RP4000367 I 2.23 



NT2RP400Q370 I 4.54 



NT2RP4OO0373 i 4.40 



NT2RP4000376 I 3.46 



NT2RP4000381 1 3.20 



NT2RP4000388 1507.68 



NT2RP400Q390 1 19.0 



NT2RP4O0Q393 I 3.40 



NT2RP4000398 I 5.34 



NT2RP4O0O4O6 



9.30 



NT2RP4O0O4O7 I 5.98 



NT2RP4O0O413 I 1.40 



NT2RP4O0O415 I 10.74 



NT2RP4O0O417 



7.49 



NT2RP4000423 I 10.91 



17.23 1 19.20 



15.54 1 16.60 



9.35 1 5.99 



5.09 I 4.80 



2.75 I 1.83 



4.81 I 3.10 



18.46 1 17 26 



7.92 1 6.39 



7.74 1 6.94 



4.53 I 4.98 



2.22 I 2.67 



13.17 1 10.28 



9.89 I 7.93 



22.95 1 19 .51 



12.23 



7.75 



12.31 



6.32 



3,79 



7.96 



28.89 



16.76 



13.03 



6.46 



4.98 



22.13 



15.15 



28.17 



6.43 I 5.04 



2.62 



1.51 



28.06 1 32.52 



3.53 1 4.63 



3.90 1 2.69 



4.25 



5.05 
2.26 1 1.46 



10.94 1 16.02 



12.14 I 5.20 



3.07 1 2.79 



15.32 I 1&47 



1.81 



1.04 



1Z08 



3.73 



17.19 



12.50 



4.69 



10.81 



3.24 



14.51 



8.66 



5.43 



45.30 



£23 



1.79 1 4.33 



6.74 



4.54 



2.53 



1.59 



5.08 I 2.70 
11.43 1 12.75 



3.25 



2.65 



1.79 I 1.77 



3.31 1 1.01 



438 1 4.14 



5.71 



5.12 



3.41 



£25 



2.01 



1.13 



3.75 



1.61 



4.53 



4.20 



3.35 



3.32 



2.91 2.81 
363.39 1334.24 



14.68 1 11.68 



2.87 I 1.85 



4.23 



2.50 



5.25 



4.41 



6.26 
"3.78 



1.18 1 0.62 



4.75 



5.55 
5.67 1 3.62 



8.43 1 6.08 



NT2RP4000424 1 4.48 



NT2RP4O0O447 I 13.10 



NT2RP4000448 I 2.34 



NT2RP4000449 1 2.70 



2.86 1 1.81 



8.03 I 11.15 



1.79 | 0.84 



2.01 1 2.13 



434 



13.92 



£86 



5.19 



30.03 



4.86 



4.45 



2.05 



15.62 



7.76 



15.65 



4.48 



5.80 



7.13 



37.05 



20.50 



16.29 



9.49 



4.33 



21.62 



23.34 



27.99 



14.24 



3.59 



17.58 



13.85 



4.12 



7.69 



1.78 



20.53 



7.23 



3.58 



38.54 



2.98 



4.75 



11.99 



3.50 



6.35 



27.15 



5.S6 



3.35 



0.64 



7.89 



9.75 



11.67 



1.88 



3.50 



4.8S 



5.35 



7.76 



288.84 



217.90 



24.99 



2.59 



10.36 



5.59 



8.29 



0.72 



8.27 



5.24 



17.00 



7.46 



9.03 



4.19 



2.07 



8.66 



8.69 



15.48 



2.90 



4.39 



4.38 



3.36 



5.97 



29.51 



3.15 



14.48 



11.17 



10.71 



9.34 



3.65 



2.67 



5.03 



27.38 



6.60 



1536 



6.90 



3.81 



13.05 



10.85 



24.14 



11.05 



2.62 



16.22 



9.21 



8.25 



4.83 



3.51 



5.27 



24.22 



12.59 



10.1 



5.75 



3.81 



22.62 



12.84 



21.88 



12.85 



12.15 



836 



2.59 



S.18 



2.52 



17.86 



8.18 



439 



34.77 



334 



3.56 



10.85 



3.23 



3.74 



21.64 



3.68 



4.09 



338 



7.17 



6.70 



9.10 



1.83 



3.20 



4.02 



3.31 



5.48 



19635 



23.19 



3.33 



10.01 



5.04 



7.16 



6.35 



4.70 



137 



6.74 



6.05 



12.75 



7.77 



13.44 



6.84 



1.89 



3.58 



8.60 



4.58 



12.74 



6.37 



9.03 



3.4, 



203 



9.95 



6.07 



7.05 



2.31 



16.38 



6.73 



3.38 



17 



234 



5.14 



831 



2.71 



5.48 



10.28 



3.76 



4.17 



0.41 



5.76 



12.73 



8.8 



2.1 



3.15 



3.74 



18.62 19.97 



10.11 



9.02 



4.74 



4.32 



5.97 



22.19 



12.83 



11.28 



6.76 



438 



26.76 



1636 



39.67 



2539 



5.63 



21.14 



10.96 



3.27 



4.76 



£43 



15.79 



10.62 



3.10 



19.25 



3.49 



2.41 



8.80 



3.60 



4.98 



10.30 



4.39 



3.46 



1.43 



4.78 



12.78 



7.21 



1.67 



3.31 



9.681 



7.471 



4.231 



4.951 



5.491 



25.951 



1Z92I 



8.661 



4.951 



6.271 



25.861 



15.031 



28.611 



17.991 



3.021 



18.741 



10.321 



3.231 



3.221 



1.671 



14.331 



6.931 



2.4| 



13.111 



1.631 



5.061 



9.621 



1.231 



9.711** 
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0.69 


0.71 


1.42 


1.12 


Z01 


0.61 


1.16 


0.59 


* 








NT2RP4001739 


4.83 


2.71 


3.87 


5,22 


3.09 


4.63 


4.39 


5.41 


437 










NT2RP4001741 


10.82 


7.34 


4.37 


12.44 


9.41 


10.54 


7.99 


6.39 


5.79 










NT2RP4001753 


11.73 


4.55 


5.91 


14.42 


16.38 


12.01 


9.64 


6.92 


8.76 










NT2RP4001760 


12.48 


7.93 


6.76 


6.21 


7.16 


7.70 


2.14 


2.05 


1.86 






• 


- 


NT2RP4O01787 


45.15 


35.87 


34.25 


46.58 


51.77 


52.14 


19.69 


24.09 


19.41 


* 


+ 




- 


NT2RP4001790 


6.06 


3.59 


2.88 


5.91 


6.74 


7.08 


5.5 


5.13 


5.27 










NT2RP4001795 


25.43 


15.84 


22.47 


18.33 


17.56 


16.99 


11.05 


11.79 


10.2 






* 


- 


NT2RP4O01803 


3.51 


2.55 


1.55 


5.77 


4J6 


4.15 


! 4.43 


4.25 


2.97 


• 








NT2RP4001805 


4.04 


2.46 


2.43 


5.53 


434 


4.71 


3.91 


2.59 


3.66 


• 


+ 






NT2RP4001809 


14.99 


9.07 


7.27 


11.92 


10.72 


9.25 


11.36 


11.25 


11.16 










NT2RP4001817 


16.10 


8.59 


7.80 


8.81 


9.92 


9.75 


5.74 


6.19 


5.7 










NT2RP4001822 


9.90 


6.09 


4.79 


7.82 


4.55 


6.51 


6.73 


5.44 


6.61 










NT2RP4001823 


1.63 


1.96 


0.82 


1.62 


2.17 


1.74 


1.56 


1.67 


0.88 










NT2RP4001827 


5.09 


4.68 


4.45 


4.54 


5.32 


5.79 


7.53 


6.64 


8.76 






* 


+ 


NT2RP40O1S28 


17.04 


10.89 


10.46 


15.89 


15.47 


13.14 


13.38 


12.00 


9.76 










NT2RP4001836 


5.07 


3.08 


3.80 


4.72 


5.04 


5.75 


! 5.07 


436 


2.8 










NT2RP4001838 


6.83 


3.89 


5.07 


5.21 


5.01 


6.41 


1 4.27 


636 


2.85 
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12.98 
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12.63 



9.37 
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6.01 



5.02 



7.81 



1Z13 



7.27 



11.79 



19.13 



3.39 



2.78 
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52.07 



6.50 
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6.11 
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3.31 



1Z07 



Z33 
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2.97 



6.06 



4.28 



4.88 
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9.38 
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657 



3.83 
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738 



632 



7.01 



4.75 



7.23 



12.47 



1.75 



8.03 



4.05 



3.63 



9.95 



3.06 



8.12 



16.13 



2.42 



5.33 



3.92 



5.98 



6.76 



12.89 



4.20 



9.86 



4.12 



41.19 



10.23 



3.35 



2.44 
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Z01 



938 



5.98 



0.88 



Z77 



1337 



14.45 
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11.93 



5.28 



2.4 



5.73 



5.01 



24.98 



4.03 I 3.031 



2.12 



339 1 Z22I 



32.49 



10.17 



4.96 



3.39 



5.02 



3.44 



8.27 



5.92 



15.44 



16.11 I 13.431 



5.38 



3.35 



Zll 



7.09 



1Z07 



15.48 1 9391 *» 



7.68 



8.35 



3.88 
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1.69 



Z85 



5.86 



2.56 



6.83 



21.64 



4.05 



4.86 



5.71 



4.66 
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8.93 



6.26 



4. 



4.34 



44 



9.46 



3.74 



2.13 



6.83 
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9.34 
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9.43 



3.86 I 2.961 
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7.79 I 5.441 



0.80 I 1.271 



5.65 1 7.441 



5.96 I 6.861 



.16 



1.92 1 Z621 



3.45 1 2.971 



833 1 7.161 



17.55 I 15.811 



5.13 I 4.941 



4.91 I 6.091 



2.27 1 1.641 



4.31 I 5.351 



6.44 1 4.791 



5.28 1 4.821 
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NT2RP4O02186 


24.35 


16.62 


12.92 


73.40 


68.88 


51.66 


18.99 


20.53 


42.77 


•* 








NT2RP4002187 


16.88 


9.15 


».08 


13.25 


18.23 


17.99 


14.62 


13.98 


2337 










NT2RP4002188 


9.49 


5.18 


4.64 


14.32 


14.99 


9.78 


4.92 


6.78 


9.43 


• 








NT2RP4O02199 


3.33 


0.85 


L71 


2.01 


2.76 


1.40 


1.46 


4.34 


2.92 










NT2RP4002206 


7.79 


3.61 


3.56 


5.56 


5.23 


3.75 


3.53 


5.24 


4.66 










NT2RP4002210 


3.95 


1.94 


Z05 


3.42 


2.86 


2.32 


2.13 


4.76 


2.28 










NT2RP4O02222 


4.87 


2.50 


3.89 


4.48 


5.59 


3.24 


4.1 


4.89 


3.82 










NT2RP4002241 


10.39 


8.75 


9.34 


8.11 


10.75 


7.80 


3.37 


539 


6.12 






mm 


- 


NT2RP40G2248 


5,75 


3.15 


Z68 


4.58 


3.49 


331 


6.08 


4.55 


3.57 










NT2RP4002250 


2.77 


1.28 


0.36 


1.28 


1.49 


1.07 


Z02 


038 


1.13 










NT2RP40Q2259 


11.44 


4.70 


6.93 


10.37 


10.26 


7.96 


6.18 


7.00 


6.72 










NT2RP4002268 


9.49 


7.15 


6.70 


7.16 


8.97 


8.79 


1Z35 


10.44 


1Z35 






m 


+ 


NT2KP4002288 


23.22 


15.06 


19.08 


20.88 


28.68 


2353 


20.32 


17.25 


20.1 










NT2RP4O02290 


9.48 


5.25 


5.05 


15.46 


15.55 


18.46 


13.55 


11.18 


1Z37 


*• 




m 




NT2RP4002298 


5.94 


3.63 


4.51 


10.11 


6.35 


12.09 


3.11 


5.17 


4.75 










NT2RP4002306 


5.29 


2.43 


3.39 


839 


7.82 


9.25 


3.86 


4.05 


3.61 


*• 








NT2RP4002308 


2.50 


135 


1.43 


1.70 


2.93 


1,47 


2.72 


1,97 


Z14 










NT2RP4002336 


9.03 


4.10 


4.50 


6.72 


4.54 


7.26 


5.89 


431 


4.91 










NT2RP40Q2340 


0.95 


034 


0.60 


0.63 


0.88 


0.24 


1.51 


1.53 


0.76 










NT2RP4O02361 


3.28 


2.38 


1.78 


3.90 


2.34 


2.47 


Z23 


2.16 


1.92 










NT2RP4002367 


3.30 


2.19 


1.54 


3.77 


4.95 


3.32 


Z84 


2.25 


3 










NT2RP4002368 


4.21 


2.40 


3.66 


5.83 


4.14 


3.92 


5.91 


4.62 


3.42 










NT2RP4002377 


3.62 


4.26 


2.84 


5.85 


2.38 


5.20 


4.75 


334 


3.33 










NT2RP4002408 


29.46 


20.49 


24.43 


3.81 


2.37 


2.48 


1.32 


0.66 


1.06 


mm 


- 


mm 




NT2RP4002425 


1.74 


1.67 


0.75 


1.77 


1.60 


1.39 


2.92 


1.48 


1.25 










N T2 RP40O2432 


8.35 


5.60 


3.82 


5.76 


5.85 


4.41 


8.08 


6.14 


6.6 










NT2RP4002447 


9.10 


3.90 


3.22 


12.78 


U.SS 


10.40 


5.91 


5.47 


6.48 


• 








NT2RP4002451 


2.21 


2.30 


1.71 


3.91 


4.29 


3.31 


5.98 


6.15 


6.01 




4- 


mm 


+ 


NT2RP4002461 


7.09 


5.26 


5.72 


1Z39 


9.75 


9.13 


7.77 


8.39 


7.06 


9 


+ 






NT2RP4002486 


5.84 


4.56 


5.50 


5.14 


5.35 


4.72 


7.44 


6.30 


6.54 






m 


♦ 


NT2RP4002517 


3.21 


Z30 


2.48 


3.27 


2.89 


3.72 


3.06 


3.47 


2.44 










NT2RP4002556 


10.73 


5.00 


5.11 


11.36 


8.97 


7.80 


4.9 


4.20 


4.51 










NT2RP4002569 


5.60 


3.78 


2.56 


4.11 


4.44 


3.67 


5.29 


5.70 


3.72 










NT2RP4002587 


2.41 


1.81 


1.87 


2.59 


3.67 


3.36 


7.6 


6.60 


7.95 


• 




mm 


♦ 


NT2RP4002591 


7.42 


6.05 


5.29 


12.68 


12.07 


10.38 


7.78 


4.95 


7.6 




+ 






NT2RP4002607 


6.11 


2.67 


2.59 


6.08 


4.47 


5.73 


3.49 


4.31 


2.91 










NT2RP4002627 


s;30 


4.31 


4.08 


5.45 


8.00 


6.98 


935 


7.80 


7.44 






mm 




NT2RP4002628 


13.62 


7.50 


7.90 


1Z59 


11.82 


9.24 


5.81 


7.23 


4.46 










NT2RP4002630 


3.81 


2.47 


2.90 


6.00 


2.15 


4.82 


6.13 


6.96 


4.18 






m 


+ 


NT2RP4002639 


4.77 


2.18 


3.85 


2.27 


2.26 


2.48 


1.79 


3.34 


1.18 










NT2RP4002641 


8.72 


3.54 


3.33 


4.53 


5.23 


4.41 


5.45 


535 


8.22 










NT2RP4O02658 


39.52 


16.53 


:n.90 


10.69 


10.22 


8.63 


1Z92 


12.25 


13.09 










NT2RP4002669 


8.68 


5.48 


3.61 


6.49 


4.90 


5.66 


43 


4.66 


5.21 










NT2RP4002677 


11.90 


7.10 


10.78 


11.62 


13.84 


10.32 


4.5 


532 


4.63 






m 


- 


NT2RP4002715 


6.49 


4.85 


5.45 


16.06 


11.33 


12.78 


11.52 


13.89 


13.89 






mm 




NT2RP4002750 


11.19 


4.76 


5.94 


4.82 


3.94 


4.94 


3.86 


3.11 


3.58 










NT2RJP4002784 


5.22 


3.74 


4.33 


6.90 


5.66 


7.76 


7.61 


4.05 


3.39 










NT2RP4002791 


Z32 


2.02 


2.01 


4.89 


4.01 


4.73 


3.62 


3.85 


233 


• * 








NT2RP4O02811 


6.07 


3.91 


2.96 


1.95 


3.45 


330 


4.41 


5.24 


431 










NT2RP4002830 


11.00 


4.98 


5.60 


10.88 


8.44 


6.08 


6.46 


6.96 


435 










NT2RP4002832 


2.65 


2.09 


2.28 


3.38 


Z40 


2.76 


1.95 


3.23 


1.27 










NT2RP4002850 


10.22 


7.64 


6.28 


14.24 


10.59 


11.13 


9.2fi 


9.04 


5.75 










NT2RP4002874 


3.50 


2.69 


1.87 


3.65 


3.03 


4.18 


3.7S 


5.05 


2.68 










NT2RP4002884 


17.66 


6.25 


9.46 


10.83 


9.85 


8.92 


15.05 


14.77 


1031 










NT2RP4002888 


20.83 


12.71 


14.10 


15.29 


12.54 


11.78 


19.91 


18.79 


15.14 










NT2RP4O02891 


6.49 


3.33 


5.04 


17.64 


15.92 


12.46 


8.11 


7.56 


735 


•• 




m 


+ 
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30.47 


15.42 


16.30 


15.33 


13.44 


13.63 


14.61 


7.84 


1134 


NT2RP4002896 


5.01 


2.57 


:i.03 


5.77 


4.90 


3.35 


4.85 


5.20 


63 


NT2RP4002905 


3.65 


2.18 


:U7 


3.73 


2.63 


3,46 


2.67 


3.64 


2.22 


NT2RP4002907 


6.79 


1.23 


2.84 


16.01 


14.42 


10.02 


12.06 


10.10 


634 • 4 


NT2RP5003459 


65.35 


36.44 


48.17 


27.67 


30.09 


25.05 


9.64 


20.91 


22.09 * - 


NT2RP5003461 


4.58 


3.60 


3.17 


6.87 


4.80 


7.46 


3.05 


4.17 


2.86 * 4 


NT2RP5003471 


5.96 


3.26 


3.68 


5.59 


5.78 


6,38 


36.49 


36.45 


36.48 M 4 


NT2RP5003477 


4.19 


2.26 


3.16 


4.58 


5.06 


6.58 


6.46 


4.38 


3.4 I 


NT2RP5003487 1 


J20.55 


93.22 


98.28 1 


81.60 1 


87.80 1 


54.38 


86.45 


85.87 


93.23 | 


NT2RP5003492 


7.41 


4.46 


3.61 


6.80 


6.09 


7.24 


6.01 


5.67 


4.83 


NT2RP 5003 500 


3.73 


2.01 


1.80 


4.33 


3.62 


5.68 


2.91 


3.93 


3.14 


NT2RP5003506 


9.63 


4.24 


5.17 


6.58 


8.38 


7.49 


5.4 


7.54 


7.66 ! 


NT2RP5003512 


2.05 


1.82 


0.90 


1.93 


2.76 


1.89 


1.76 


3.04 


2.68 


NT2RP5003522 


5.00 


3.31 


4.09 


6.05 


5.02 


4.70 


4.69 


4.96 


3.11 


NT2RP5003524 


2.66 


1.03 


1.85 


3.05 


3.14 


2.14 


2.01 


1.80 


0.86 


NT2RP5003527 


27.32 


17.39 


20.11 


33.15 


29.19 


33.15 


34.18 


28.33 


30.99 * 4 ■ 4 


NT2RP5003531 


6.09 


4.05 


3.52 


14.63 


15.87 


11.17 


18.91 


10.15 


13.33 •* 4 * 4 


NT2RP 5003534 


4.69 


3.24 


2.48 


4.56 


5.46 


3.21 


3.85 


3.74 


4.1 ,|_ 


NT2RP600O02O 


14.93 


5.50 


7.94 


19.43 


12.24 


14.47 


28 


17.69 


22.01 * + 


NT2RP6000022 


2.09 


1.92 


1.10 


2.89 


3.69 


3.48 


1.85 


3.95 


3.04 * 4 


NT2RP6000050 


6.72 


2.85 


2.69 


5.15 


4.13 


6.91 


3.13 


4.74 


4.15 


NT2RP6000063 


4.32 


1.86 


2.74 


4.12 


3.95 


5.49 


4.77 


5.84 


5.17 • 4 


NT2RP6000074 


7.65 


3.63 


3.82 


5.82 


4.62 


5.47 


3.91 


5.25 


4.12 I 


NT2RP6000083 


7.65 


4.46 


4.22 


5.62 


7.05 


9.12 


4.96 


6.80 


6.49 


NT2RP6000100 


8 20 


3,69 


3.69 


11.31 


10.03 


10.20 


5.69 


6.11 


4.22 • 4 


NT2RP60OO123 


8.42 


4.03 


3.87 


7.40 


6.54 


4.76 


5.08 


5.14 


4.33 


NT2RP6000129 


5.14 


2.45 


3.11 


3.95 


4.30 


4.21 


3.96 


4.16 


4.57 1 


NT2 RP60001 47 


3.79 


2.50 


3.26 


15.24 


15.27 


11.86 


26.48 


14.22 


25.1 ** 4 4 


wreRPftoooim 


1.43 


1.14 


1.15 


3.25 


1.30 


2.00 


1.02 


2.54 


1.73 


NT2RPfiM)01fll 


7.19 


4.67 


4.25 


6.16 


6.80 


4.73 


667 


5.10 


6.2 


K*riRP4tfMIA1 82 


S 25 


3.12 


3.43 


5.76 


4.23 


7.79 


3.45 


3.70 


2.44 


f\ V A H f* 1 (WVW101 


4.47 


2.05 


2.92 


5.01 


4.27 


3.71 


5.92 


4.78 


4.37 




4 03 


2.27 


2.17 


333 


4.26 


1.98 


1.87 


2.81 


4.16 1 


nvARriflnnflAi 


69.94 j 


45.81 


40 28 


31.28 


3332 


34.13 


14.2 


20.99 


22.91 # - 


O V A R C 1 MMMMIA 


2.75 


1.60 


1.91 


3.55 


3.17 


2.27 


339 


3.71 


332 • 4 


OVARC1000013 


3.58 


2.31 


1.87 


3.88 


4,15 


3.20 


332 


435 


295 


OVARC1000014 


5.72 


2,95 


3.69 


6.24 


6.32 


5.61 


4.07 


4.99 


4.34 


nvARCiooooi7 


6.14 


3.05 


3.33 


4.90 


5.12 


5.05 


3.15 


5.17 


! 5.31 


O V ARC 1 000026 


55.69 


36.49 


45.68 


51.02 


60.13 


48.46 


28.42 


36.95 


25.22 


OVARC1000035 


9.77 


8.46 


8.93 


13.12 


14.00 


9.30 


7,02 


5.89 


5.3 


OVARC1 000037 


31.27 


16.99 


12.47 


49.92 


39.93 


3259 


18.22 


25.08 


3208 


O VARC1 000058 


10.77 


5.52 


3.11 


12.87 


13.32 


13.63 


6.74 


5.82 


8.66 * 4 


OV ARC 1000060 


3.24 


1 1.54 


1.26 


3.04 


2.70 


2.45 


2.0? 


> 2.66 


3.05 1 ! 


O VARC1 00006A 


2.38 


1.15 


1.10 


3.07 


2.77 


1.87 


1.01 


3.23 


1.66 


OVARC1000069 


4.64 


2.24 


i 2.58 


7.95 


! 8.04 


5.29 


4.94 


7.33 


5.21 • 4 


OVARC1000071 


4.18 


i 2.24 


2.19 


3.21 


4.19 


2.93 


1.3: 


4.38 


1.25 


OVARC1000075 


116.66 


59.06 


70.03 


104.67 


109.44 


102.05 


127.: 


180.67 


194.9 • 4 


OVARC1000083 


16.13 


9.03 


10.85 


16.27 


15.52 


17.85 


9.3: 


13.62 


11.15 


OVARClOOOOSi 


> 90.3' 


I 5Z35 


57.44 


84.9: 


I 91.25 


74.75 


46.89 


5531 


5531 


OVARC100008* 


3.6: 


3 2.07 


4.18 


7.0< 


? 7.77 


8.13 


5.87 


6.77 


6.77 ** 4 • 4 


OVARCIOOOOT 


2.4< 


5 0.70 


0.93 


1.6 


5 1.80 


2.44 


222 


338 


338 


OVARC10000* 


> 7.2 


2 4.69 


6.24 


15.6 


4 14.18 


15.90 


5.67 


9.11 


9.11 4 


OVARC100009 


I 3.6 


6 1.42 


2.0S 


> 5. 


7 4.5" 


' 5.66 


» 4.01 


3.77 


3.77 • 4 


OVARC10000* 


I 3.9 


1 1.98 


t 2.U 


\ 6.0 


9 6.3* 


i 8.26 


> 4.35 


4.86 


4.86 • 4 • 4 


OVARC100010 


5 11.9 


5 8.25 


; 9.35 


i 12. 


3 11. 5f 


$ 13.81 


' 6.66 


i 8.0S 


8.05 


OVARC100010 


23.2 


9 10.3: 


I 10.91 


1 20.7 


5 17.3S 


> 12.65 


> 12.12 


\ 18.2S 


> 18.29 
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OVAKC1000109 


10.73 


4.48 


6.00 


9.44 


8.48 


8.37 


6.70 


8.07 


8-07 










OVARC1000113 


4.43 


3.28 


232 


5.28 


7.68 


6.28 


3.04 


3.01 


3.01 


* 








OVARC1000114 


4.61 


1.82 


2.98 


6.68 


7.59 


8.77 


4.82 


5.56 


5.56 


• 








OVARC1 000133 


2.28 


0.62 


2.11 


1.97 


3.23 


1.32 


1.31 


3.42 


3.42 










OVARC1000137 


7.57 


331 


3.78 


7.45 


5.45 


6.40 


5.03 


9.51 


9.51 










OVARC1000139 


8.5 


5.04 


5.90 


7.42 


5.19 


7.20 


5.43 


7.04 


7.04 










OVARC100014S 


1.66 


031 


1.26 


Z03 


2.15 


2.60 


1.95 


1.96 


1.96 


♦ 


+ 






OVARC1000148 


13.99 


5.79 


5.'64 


16.54 


19.40 


9.14 


7.33 


8.83 


8.83 










OVARC10001S1 


5.62 


2.25 


3,47 


4.79 


5.94 


4.15 


4.17 


6.14 


6.14 










OVARC1000157 


5.78 


3.92 


3.63 


20.18 


23.53 


19.12 


7.05 


10.69 


10.69 


mm 




• 


+ 


OVARC1000162 


1.04 


0.27 


1.30 


1.82 


2.05 


0.82 


1.71 


1.67 


1.67 










OVARC1000168 


6.93 


3.43 


5.38 


9.14 


7.70 


8.50 


5.44 


8.50 


8.5 


• 








OVARC 10001 69 


20.78 


9.01 


10.52 


18.85 


14.31 


18.81 


15.67 


26.42 


26.42 










OVARC 1000178 


6.27 


4.19 


5.21 


6.05 


5.93 


6.06 


4.30 


5.93 


5.93 










OVARC 1000 182 


1.08 


/ 0.33 


0.60 


3.18 


1.53 


2.07 


1.58 


1.16 


1.16 


* 


+ 






OVARC 10001 86 


11.87 


6.09 


4.34 


4.72 


8.03 


4.57 


4.49 


8.00 


8 










OVARCHM0188 


6.88 


3.30 


4.11 


6.26 


4.11 


4.48 


4.38 


5.80 


5.8 










OVARC1000191 


2.39 


0.93 


1.25 


1.87 


4.24 


1.53 


1.02 


3.43 


3.43 










OVARC 1000 198 


7.48 


2.50 


4.22 


12.55 


13.51 


9.27 


4.79 


6.14 


6.14 


* 








OVARC 1 000208 


7.66 


5.85 


6.85 


11.11 


11.76 


10.78 


8.71 


6.63 


6.63 


** 


+ 






OVARC1000209 


5.19 


2.21 


3.10 


4.98 


5.19 


3.99 


3.67 


6.12 


6.12 










OVARC 10002 12 


7.76 


3.64 


5.91 


6.62 


4.86 


7.78 


4.09 


6.97 


6.97 










OVARC1000216 


1.71 


1.54 


1,80 


2.95 


1.87 


2.06 


1.88 


2.20 


2.2 






* 




OVARC 1 000240 


9.19 


4.82 


3.93 


10.89 


11.55 


7.32 


4.66 


6.08 


6.08 










OVARC1 000241 


8.4 


2.88 


3.50 


6.97 


5.95 


3.69 


4.83 


5.66 


5.66 










OVARC1 000249 


5.89 


2.71 


335 


5.91 


5.26 


3.50 


4.33 


5.08 


5.08 










OVARC1000254 


16.05 


11.01 


13.12 


50.15 


59.76 


29.83 


42.38 


33.82 


33.82 


• 


+ 


• i 


+ 


OVARC 1 000255 


5.5 


3.14 


2,99 


5.45 


4.17 


3.19 


3.91 


4.30 


4.3 












8.95 


5.90 


5.53 


9.61 


7.91 


10.70 


8.96 


1039 


10.59 












0.38 


0.7R 


0.65 


1.7 


1.69 


1.90 


1031 


9.09 


9.09 


• * 




*• 








1 07 


1 61 


5.38 


6.97 


4.90 


26.09 


33.14 


33.14 


mm 








O VAKL JUUUioo 


7 OQ 




A 47 


6.36 


6.18 


3.91 


4.34 


4.81 


4.81 










fw Ann fwi7<Mt 


b w: 
o.oo 


ft A7 


4 76 


11.32 


12 55 


7.25 


6.14 


7.12 


7.12 










/\ V A VP1 flAA^A? 
U V /UtL, 1 UUUJV J> 




1 75 


i 1 50 


3.75 


4.71 


3.28 


2.04 


3.19 


3.19 










nvAfiriAfiniAi 


6.0J 


4 R2 


3.98 


7.97 


7.57 


5.26 


4.58 


6.93 


6.93 










nv ad r*i nAAiA7 

U V AJvt- 1 UUUjU / 








4 75 


7 68 


4.18 


3.69 


3.54 


3.54 












6.17 


3:11 


3.95 


6.94 


5.55 


4.98 


5.49 


5.61 


5.61 










nVARC1fX)A312 


4.47 


2.31 


1 2.62 


3.43 


3.39 


3.03 


5.14 


4.44 


4.44 










OVARC1000313 


7.23 


3.04 


5.41 


6.92 


6.31 


4.37 


731 


10.70 


10.7 










OVARC1000321 


8.81 


5.88 


6.66 


13.97 


15.87 


13.56 


14.26 


1X53 


12.53 


mm 


+ 




+ 


OVARC1000326 


3.94 


| 3.57 


2.28 


3.59 


3.18 


3.94 


3.62 


3.71 


3.71 










OVARC1000327 


4.66 


2.13 


3.59 


7.38 


4.82 


434 


3.97 


5.68 


5.68 










OVARC100Q331 


6.82 


4.80 


4.04 


7.15 


6.72 


8.39 


4.61 


6.40 


6.4 










OVARC1000335 


5.22 


3.45 


3.68 


6.19 


5.78 


6.01 


4.99 


532 


532 


m 








OVARC1000347 


2.86 


2.21 


139 


1.74 


2.06 


333 


1.79 


3.03 


3.03 










OVARC1000348 


7.01 


4.29 


4.68 


13.43 


12.42 


16.47 


7.65 


8.17 


8.17 


mm 




m 




OVARC1000363 


4.22 


3.97 


3.08 


6.15 


6.28 


7.74 


2.83 


4.38 


4.38 


mm 


+ 






OVARC1000377 


2.82 


1.76 


1.53 


3.08 


2.53 


1.71 


0.35 


2.23 


2.23 










OVARC1000382 


5.76 


1.98 


3.91 


4.79 


5.06 


3.60 


4.10 


6.90 


6.9 










OVARC 1000384 


6.02 


530 


4.11 


6.76 


8.20 


1033 


8.85 


9.44 


9.44 


* 


+ 


m 




OVARC100040 


! 2.8 


; 1.75 


1.96 


2.86 


2.28 


2.89 


2.67 


3.48 


3.48 










OVARC1000406 


114.75 


I 80.20 


8J3.37 


88.01 


73.54 


11934 


90.62 


95.77 


95.7> 


t 








OVARC1000407 


4.6 


» 3.44 


3.17 


53$ 


5.61 


8.84 


5.08 


4.38 


438 


5 








OVARC1000408 


16.3 


\ 13.53 


12.64 


45.51 


42.22 


49.78 


26.85 


32.12 


32.12 


! ** 


+ 


♦ 


+ 


OVARC1000410 


6.71 


4.55 


5.34 


4.6 


> 7.22 


6.74 


6.55 


6.11 


6.11 










OVARC1000411 


1 3.32 


1.84 


2.60 


3.91 


7.15 


2.94 


1.78 


239 


! 235 


) 
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O V ARC] 000414 



QVARC1O0O420 



OVARC100O421 



OVARC1000417 



OVARC1000431 



OVARC1000437 



OVARC1000439 



OVARC1000446. 



OVARC1000442 



OVARC1000443 



OVARC1000461 



OVARC1 000465 



Q VARC 1 000466 



OVARCJ000467 



OVARC 1000470 



OVARC1000473 



OVARC1000479 



OVARC10004&4 



OVARC1000486 



OVARC1000496 



OVARC1000520 



OVARC1000SM 



QVARC1 0005Z6 



28,24 



OVARC1000519 



OVARC1000533 



OVARC1000543 



OVARC1000SS0 



OVARC1000553 



OVARC1000556 



OVARC10005S7 



OVARC1 000561 



OVAKC1000564 



OVARC1 000573 



QVARC1000576 



OVARC1000578 



OVARC10O0631 



OVARC1000586 



OVARC1000S88 



OVARC1000605 



OVARC13006M 



OVARC1000636 



OVARC1000640 



OVARC1000649 



OVARO000661 



OVARC1000677 



OVARC1000678 



OVARC1000679 



OVARCIOgOgj 



OVARC1000682 



OVARC1000689 



OVARC1000700 



OVARC1000703 



OVARC1000722 



OVARC1000726 



OVARC1000727 



OVARC1000730 



2.94 2.41 21.01 



11.4 



8.6 



3.68 



2185 



4.74 



.31 



10.79 



5.47 



2.37 



339 



.49 



5.63 



3.64 



4.4 



5.771 



10.65 



7.73 



3.13 



0.32 



0.79 



4.89 



5.23 



8.29 



13.85 



2.14 



3.95 



7.96 



2.91 



5.49 



6.17 



6.78 



2.71 



2.97 



6.90 



6.84 



3.48 



1.87 



2.34 



3.75 



3.82 



133 



2.42 



6.12 



6.40 



3.54 



1.48 



0.95 



1.22 



4.05 



3.76 



5.03 



10.76 



1.23 



2.99 



6.39 



2.73 



2.00 



5.12 



11 



3.43 



22.35 



3.78 



2.32 



4.15 



3.09 



3.48 



16.94 



7.07 



1.93 



6.55 



8.83 



5.49 



3.24 



2.29 



3.04 



5.34 



6.35 



4.87 



6.09 



6.99 



12.55 



8.32 



6.1 



4.97 



134 



9.42 



1.92 



0.98 



3.94 



232 



1.27 



7.82 



3.14 



1.10 



3.47 



4.09 



3.25 



2.45 



2.05 



1.58 



2.89 



2.64 



2.36 



5.10 



3.21 



5.82 



3.91 



3.39 



59 



.53 



.36 



14 



4.16 



,38 



.93 



.90 



L77 



.79 



4.70 



4.46 



191 



11.89 



2.59 



(5.55 



.68 



1.74 



1.13 



.43 



5.21 



3.40 



5.79 



).50 



Q.78 



.96 



(5.63 



2.33 



2.08 



4.27 



4.49 



1.73 



12.58 



1.91 



1.31 



3.82 



2.34 



1.57 



7.29 



2.94 



2.17 



4.45 



5.83 4.82 



9.95 



8.33 



3.26 



17.5 



5.12 



7.44 



7.88 



10.37 



3.52 



3.41 



4.65 



5.01 



3.88 



7.76 



5.13 



8.36 



14.41 



5.56 



0.23 



1.76 



7.99 



9.44 



8.43 



10.46 



1.99 



3.41 



10.34 



4.64 



3.66 



1179 



6.39 



4.84 



14.84 



7.25 



2.39 



5.69 



6.24 



3.94 



28.21 



8.06 



2.95 



4.81 



5.47 



4.84 



2.41 



2.51 



2.55 



3.15 



5.24 



3.84 



4.50 



3.22 



7.48 



3.99 



3.84 



7.42 



6. 



10. 



38 



.86 



10.75 



27 



78 



6.15 



6.69 



7.24 



8.05 



3.55 



2.83 



4.57 



4.97 



3.66 



7.31 



4.08 



8.23 



12.25 1 7.74 



17.12 



13.60 111.04 



5.39 



0.59 



.97 



8.62 



8.41 



8.08 



10.65 



1.06 



5.27 



1.92 



L36 



2.89 



1.21 



9.03 



5.71 



14.82 



4.00 



2.02 



4.46 



5.07 



3.34 



27.34 



7.46 



3.95 



4.28 



7.41 



!.23 



4.19 



3.68 



7.69 



183, 



3.65 



12.80 



5.05 



6.33 



10.85 



8.68 



5.28 



7.07 



6.40 



6.3 



8.93 



5.60 3.16 



06 



.49 



85 



.20 



.00 



7.80 



10.09 



8.17 



3.23 



14.12 



4.22 



6.48 



6.48 



7.61 4.21 



4.55 I 2.82 



2.56 1 4.13 



4.49 1 3.93 



7.62 1 6.00 



4.53 1 4.40 



7.37 1 4.36 



6.65 I 4.72 



7.63 1 4.10 



.74 I 1.38 



2.08 1 2.17 



12.13 I 8.58 



9.79 1 6.60 



'.91 I 6.33 



9.69 1 10.80 



.67 1 134 



5.08 1 3.89 



2.52 I 8.20 



L57 1 330 



3.58 1 2.75 



12.35 I 4.34 



5.47 I S.12 



5.20 I 3.22 



13.96 1 18.96 



7.95 I 3.26 



2.50 \ 0.87 



5.03 I 7.98 



6.64 1 3.10 



1.96 1 2.17 



23.72 1 13.10 



5.78 1 4.15 



2.11 I 1.86 



3.96 I 4.42 



7.08 I 6.76 



5.75 I 3.47 



3.55 I 3.07 



3.61 1 167 



2.161 127 



6.98 I 6.81 



3.15 I 3.89 



5.87 I 5.58 



9.16 I 5.32 



6.60 1 3.85 



8.57 1 9.99 



4.72 1 3.99 



6.59 1 2.98 



3.78 3.78 *» 



16 



.59 



.96 



.50 



6.60 



4.83 



7.22 



5.71 



6.19 



3.34 



2.86 



5.12 



432 



3.86 



13.16 



6.59 



3.96 



15.5 



6.61 



4.83 



7.22 



5.71 



6.19 



3.34 



186 



5.12 



432 



3.86 



6.17 



6.99 



9.93 



3.04 



0.85 



.68 



8.73 



6.83 



6.00 



6.17 



6.99 



9.93 



3.04 



0.85 



1.68 



8.73j 



6.83 



10.74 



1.95 



3.69 



8.94 



5.76 



2.23 



6.50 



5.72 



170 



21.39 



3.45 



136 



937 



4.00 



3.54 



15.48 



5.40 



187 



5.10 



7.35 



4.95 



3.23 



3.02 



3.32 



6.70 



5.86 



3.71 



6.24 



5.25 



8.90 



5.01 



3.46 



10.74 



1.95 



3.69 



8.94 



5.76i 



123 



6.5 



5.72 



2.7 



21.39 



3.45 



136 



9.37 



3.54 



15.48 



5.4 



2.87 



5. 



7.35 



4.95 



3.23 



3.02 



3.32 



5.86 



3.71 



6.24 



5.25 



5.01 



3.46 



8.9 
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OVAKC J 000741 


7.47 


3.93 


4.05 


O./I 


O 1A 


A 11 
4.11 




O.oZ 


o.oz 






OV ARC 1000746 


2.7 


1.49 


L95 


1 A*> 

3.42 


4.oU 




"> 

L,L\ 


• o.U3 




T 




OVARC1000764 


9.15 


7.18 


6.73 


6.1 


5.81 


7.27 


6.23 


6.93 


6.93 






OVARC1 000769 


1.96 


2.22 


1.65 


4.18 


3.56 


A A f\ 

4.40 


2.93 


2.93 


293 


* * 


t * ■ 


OVARC1000771 


3.36 


1.52 


249 


4.38 


3.35 


3.58 


3.00 


A 4A 

4.34 


A ^A 

4.34 






OVARC1000773 


223.93 


75.55 


197.24 


131.33 ) 


115.24 1 


132.74 


69.02 


82.73 


82.73 






OVARC1000775 


5.89 


2.38 


2.57 


10.9 


13.89 


6.67 


5.95 


7.36 


7.36 






OVARC1000778 


5.16 


2.89 


2.70 


7.19 


7.19 


4.94 


4.21 


3.79 


3.79 






OVARCI000779 


1.34 


0.25 


:i.68 


0.81 


2.37 


1.66 


0.98 


2.78 


278 






OVARC1000781 


3.01 


1.11 


1.81 


3.21 


4.12 


3.42 


2.43 


3.96 


3.96 






OVAKC1000787 


5.12 


1.26 


2.40 


6.21 


4.91 


6.16 


2.68 


3.80 


3.8 






OVARC1000789 


17.92 


1X51 


11.26 


12.68 


11.30 


14.18 


752 


8.71 


8.71 






OVARC 3 000800 


10.27 


6.21 


6.25 


13.32 


11.12 


11.87 


8.07 


9.42 


9.42 






OVARC1000802 


3.94 


1.53 


1.34 


4.85 


5.51 


3.97 


3.28 


3.23 


3.23 






OVARC1000810 


7.31 


2.74 


2.89 


9.23 


8.19 


6.66 


4.42 


6.46 


6.46 






OVARC1000811 


4.94 


1.49 


L98 


3.69 


5.14 


3.20 


2.80 


3.11 


3.11 






OVARC1000814 


8.98 


4.85 


4.30 


12.34 


14.84 


13.49 


5.29 


9.28 


9.28 






OVARC1000816 


5.55 


2.23 


3.34 


6.25 


6.38 


4.13 


4.96 


10.86 


10.86 






OVARC1000817 


0.67 


0.84 


0.17 


1.03 


1.43 


0.88 


1.03 


1.18 


1.18 






OVARC1000834 


7.9 


3.52 


4.48 


7.01 


4.99 


6.90 


5.30 


8.11 


8.11 






OVARC1 000846 


8.76 


5.89 


5.62 


13.13 


13.07 


12.45 


7.92 


8.86 


8.86 


•* + 




OVARC1000850 


4.55 


4.35 


3.79 


5.06 


4.86 


6.51 


509 


5.93 


5.93 






OVARC1000853 


30.26 


6.75 


7.96 


17.45 


22.42 


13.77 


15.27 


17.34 


17.34 


♦ * 




OVARC 1000862 


2.31 


1.51 


1.67 


2.98 


3.34 


3.48 


284 


3.92 


3.92 






OVARC1000873 


5.08 


3.94 


3.56 


7.67 


7.81 


9.71 


8.49 


9.22 


9.22 


*• + 




OVARC100087S 


13.15 


732 


6.94 


10.33 


8.49 


11.65 


7.63 


12.92 


12.92 






OVARC1000876 


3.56 


1.95 


2.71 


3.83 


2.75 


3.80 


291 


3.90 


3.9 






OVARC1000883 


11.24 


5.79 


7.03 


7.42 


6.63 


8.18 


6.12 


10.30 


10.3 






OVARC1000885 


1.99 


1.85 


0.96 


2.91 


272 


4.05 


1.81 


1.84 


1.84 






OVARC1000886 


3.79 


3.90 


3.30 


5.23 


4.59 


3.88 


4.18 


4.19 


4.19 






OVARC1000890 


16.12 


9.23 


8.22 


13.23 


13.98 


12.06 


8.12 


8.78 


8.78 






OVARC 1000891 


9.14 


4.58 


8.52 


6.77 


7.63 


5.67 


3.14 


5.82 


5.82 






OVARC1000897 


1.42 


0.51 


0.89 


0.57 


0.73 


1.37 


0.82 


214 


2.14 






OVARC1000912 


3.17 


1.30 


1.93 


1.64 


2.12 


269 


276 


3.24 


3.24 






OVARC1000914 


1.78 


1.84 


1.59 


1.55 


2.20 


2.36 


1.62 


3.25 


3.25 






OVARC 1 000915 


6.15 


3.81 


2.82 


7.18 


8.08 


11.76 


6.61 


6.54 


654 






OVARC1000916 


3.99 


3.47 


3.85 


4.78 


5.13 


5.34 


5.36 


5.24 


5.24 






OVARC1000924 


3.43 


2.14 


2.20 


3.95 


5.25 


\ 6.94 


3.56 


2.87 


287 


* + 




OVARC1000928 


2.3 


1.45 


1.90 


2.94 


5.21 


282 


3.59 


4.30 


4.3 




** ♦ 


OVARC1000936 


2.24 


1.71 


1.41 


6.64 


6.60 


5.33 


2.20 


451 


4.51 






OVARC1000937 


4.37 


3.36 


3.65 


4.37 


4.24 


5.18 


4.25 


6.07 


6.07 






OVARC1000945 


6.45 


6.49 


5.55 


5.48 


7.78 


7.98 


6.71 


7.64 


7.64 






OVARC1000948 


0.7 


1.14 


1.80 


0.8 


1.44 


1.73 


3.79 


1.83 


1.83 






OVARC1000956 


4.52 


3.81 


4.84 


5.21 


4.57 


6.49 


5.02 


4.22 


4.22 






OVARC10009S9 


3.91 


3.29 


! 2.51 


6.03 


6.37 


10.71 


4.34 


3.63 


3.63 


* + 




OVARC 1000960 


15.58 


12.49 


i 8.74 


25.21 


26.65 


32.56 


13.09 


13.48 


13.45 









T A 


4. to 


A AO 


0. jC 




J.OV 


O.iO 




4 f 






OVARC100097J 


2.15 


0.88 


1.23 


2.25 


3.01 


2.68 


1.01 


1.16 


1.16 


» * + 




OVARC1000975 


3.5S 


> 2.39 


2.50 


3.12 


3.77 


3.56 


3.45 


3.78 


3.78 


\ 




OVARC1000976 


1.43 


\ 1.30 


0.67 


1.47 


r 1.70 


1.61 


1.96 


1.76 


1.7< 






OVARC1000981 


4.11 


r 3.59 


2.08 


3.8* 


» 4.73 


5.67 


6.53 


5.87 


5.81 


} 


* * 


OVARC1000982 


5.2f 


\ 3.08 


4.53 


3.95 


> 3.64 


7.26 


3.94 


5.23 


5.23 


\ 




OVARC1000984 


28< 


) 2.32 


3.02 


4.83 


\ 4.31 


6.06 


3.98 


4.72 


4.71 


I * + 




OVARC1000995 


6.2* 


3.58 


3.62 


i io.o: 


11.01 


12.54 


6.34 


8.81 


8.81 


1 ** + 




OVARC10009W 


» 2.* 


0.93 


1.29 


3.r 


3.01 


2.60 


1.59 


215 


2.1! 


5 * + 




OVARC100099S 


> 13.8: 


I 7.04 


7.16 


18.7' 


t 16.83 


17.82 


9.89 


10.20 


io.: 


I * + 
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OVARC 1001 000 


10.01 


7.69 


7.61 


19.45 : 


13.56 


18.96 


10.07 : 


11.74 


11.74 • 


• 4 


• 4 


OVARC1001004 


1.03 


0.80 


0.91 


1.57 


2.14 


1.61 


1.90 


1.48 


1.48 1 


4 


♦ 4 


OVARC1001010 


1.8 


1.08 


0.56 


1.62 


1.36 


2.03 


1.35 


1.40 


1.4 






OVARC1001011 


3.43 


2.88 


3.13 


3.51 


3.30 


435 


2.89 


3.10 


3.1 






OVARC 1001030 


38.32 


24.93 


W).71 


46.79 ■ 


4135 , 


50.96 . 


53.76 . 


59.72 


59.72 * 


4 


** 4 


OVARC1001032 


1,55 


1.32 


1.67 


3.18 


238 


2.77 


2.83 


1.37 


1.37 « 


*• 4 




OVARC1001034 


2.4 


1.70 


2.13 


3.14 


3.10 


3.44 


2.01 


2.66 


2.66 ' 


>* 4 




OVARC1001038 


12.68 


9.34 


7.92 


11.12 


13.30 


12.41 


6.75 


6.49 


6.49 






OVARC1001040 


8.93 


6.59 


4.66 


14.02 


14.04 


19.13 


7.93 


7.81 


7.81 ' 


► 4 




OVARC 100 1041 


6.31 


336 


4.31 


8.16 


10.01 


10.61 


5.62 


4.95 


4.95 ■ 


• 4 




OVARC1001044 


1.81 


1.80 


2.22 


2.71 


2.48 


2.79 


2.22 


2.94 


2.94 ' 


• 4 




OVARC1001O49 


9.39 


8.47 


8.39 


15.62 


16.10 


16.18 


9.93 


8.69 


8.69 


4 




OVARC1001051 


57.5 


54.01 


57.15 


51.44 


5632 


72.78 


36.05 


33.73 


33.73 






OVARC1001054 ! 


1.32 


1.27 


1.50 


2.46 


1.80 


2.94 


1.81 


138 


138 


• 4 


♦ 4 


OVARC1001055 


3.77 


1.65 


2.45 


4.24 


430 


2.62 


2.94 


336 


336 






OVARC1001062 


11.74 


5.75 


4.85 


11.81 


10.68 


10.78 


3.12 


5.25 


5.25 






OVARC1001065 


1.99 


1.18 


1.96 


2.64 


2.00 


138 


1.32 


1.86 


1.86 






OVARC1001068 


6.51 


207 


3.30 


4.91 


4.25 


4.95 


3.64 


6.26 


6.26 






OVARC1001072 


9.32 


634 


7.65 


10.21 


8.94 


9.18 


6.17 


9.88 


9.88 






OVARC1001073 


3.46 


0.94 


236 


3.97 


3.24 


3.42 


2.17 


2.06 


2.06 






OVARC1001074 


1.75 


0.40 


1.35 


1.71 


2.05 


2.60 


0.86 


1.25 


1.25 






OVARC 1001 078 


7.1 


3.90 


5.62 


11.77 


8.65 


7.84 


4.87 


6.07 


6.07 






OVARC 1001085 i 


5.2 


242 


3.41 


5.59 


4.12 


3.31 


4.28 


632 


632 






OVAR CI 001 086 


5.76 


2.45 


Z47 


3.85 


5.26 


3.78 


2.15 


3.47 


3.47 






OVARC1001091 


3.91 


3.54 


2.95 


5.93 


5.39 


4.15 


4.20 


3.41 


3.41 


• 4 




KJ ▼ nAvJUVlV7« 


4.33 


2.96 


3.51 


6.04 


6.34 


530 


3.69 


536 


536 


4 




nvAnri noi ioj 


1.53 


0.53 


0.40 


1.32 


137 


1.20 


0,63 


1.14 


1.14 






HVAUn fM1 1fl7 


9.82 


5.46 


6.15 


6.8 


4.45 


8.10 


6.28 


6.79 


6.79 






nvAvnnm in 


4.68 


3.14 


2,92 


4.82 


4.00 


4.79 


2.64 


3.74 


3.74 






UVAJvClWlll 1 




2 Qfi 


3.31 


8.53 


836 


12.29 


4.84 


635 


635 


• 4 




UYAICvlwlllo 


8.12 


5.06 


4.7( 


11.61 


11.15 


10.02 


5.36 


735 


735 


* 4 






18.96 


1Z37 


9.61 


15.08 


18.61 


32.67 


430 


5.26 


5.26 






nv a v ci nni i >o 






5.45 


6.68 


435 


3.29 


2.17 


3.47 


3.47 






nvAvriMi 1^2 


6.52 


3 70 


5.55 


7.12 


8.81 


9.06 


2.18 


2.72 


2.72 


* -1 


► * 


nVARflflftl 1jU2 


16.11 


12.56 


10.50 


16.95 


13.15 


17.48 


16.11 


1835 


1835 






OV ARC! 001 141 


5.54 


2.36 


3.55 


439 


3.46 


4.09 


3.37 


5.02 


5.02 






O VARC1 001 154 


5.08 


238 


3.52 


7.23 


5.71 


6.41 


6.14 


7.71 


7.71 


* -1 


► * - 4 


OVARC1 001161 


5.7 


2.64 


4.14 


8.62 


7.37 


7.00 


3.80 


431 


431 


• H 


► 


OVARC 1001 162 


7.21 


3.90 


4.19 


8.88 


8.61 


6.05 


4.92 


4.79 


4.79 






OVARC1001163 


8.43 


4.40 


4.84 


6.45 


6.12 


5.05 


5.16 


8.27 


8.27 






OVARC1001167 


639 


275 


3.96 


! 9.57 


10.93 


632 


6.33 


5.84 


5.84 






OVARC1001169 


2.12 


0.82 


1.00 


1,91 


2.68 


3.48 


1.25 


1.14 


1.14 






OVARC1001170 


5.03 


2.13 


3.01 


931 


r 932 


8.69 


6.25 


6.17 


6.17 


** 


f • + 


OVARC1001171 


13.87 


' 7.94 


9.22 


i 17.S 


> 10.00 


17.22 


8.13 


7.41 


I 7.41 






OVARC1 001173 


6.0J 


' 4.57 


5.00 


13.94 


\ 11.16 


14.09 


6.22 


8.18 


8.18 




f * 4 


OVARC1001176 


120.( 


> 80.54 


85.77 


70.13 


\ 72.81 


6233 


40.27 


47.98 


47.9* 


1 




OVARC 10011 80 


ii.6: 


I 7.41 


6.61 


16.4* 


\ 18.19 


11.30 


11.76 


9.48 


9.4* 






OVARC1001188 


! 6.4* 


I 2.62 


2.03 


5.0: 


I 7.63 


5.54 


3.93 


4.15 


4.1 






OVARC1001200 


2.2: 


I 1.30 


1.20 


5.7< 


1 5.77 


3.98 


2.73 


3.72 


3.7: 




4 " 4 


OVARC1 001202 


7.S 


4.54 


7.94 


10.55 


) 9.48 


9.04 


5.59 


7.44 


1 7.4^ 






OVARC1001206 


4.51 


1.77 


2.35 


5.2- 


J 232 


4,40 


4.18 


3.01 


3.01 






OVARC1001209 


5.4 


1 4.08 


4.25 


4.8< 


4 4.05 


4.40 


5.08 


5.10 


5.' 


I 




OVARC1001219 


2.7 


8 1.08 


2.61 


2.5: 


3 1.72 


Z02 


0.89 


2.02 


2.0: 


I 




OVARC1001222 


2.6 


9 0.95 


> 2.05 


4.3 


3 4.36 


281 


4.34 


436 


43i 


5 




OVARC1 001232 


6.7 


9 3.23 


\ 4.22 


10. 


1 7.69 


5.83 


3.19 


6.06 


6.0 


5 




OVARC1001240 


5.4 


2 2.74 


► 3.04 


7.4 


4 8.60 


6.15 


4.85 


5.14 


1 5.1 


4 * 


4 
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OVARC1001243 


1.72 


1.35 


1.37 


1 C A 

1.54 


2.52 


1.73 


3.36 


2.43 


2.41 










OVARC1 001244 


24.7 


9.04 


i i on 
13.89 


H Ol 

22.81 


11 A t 

23.41 


15.18 


12.84 


15.77 


35.77 










OVARC1001246 


40,74 


22.08 


30. 73 


VZ.94 


72.86 


CA £.1 

54.67 


Ci (\1 

53.93 


71.88 


73.88 








+ 


OVARC 1001247 


O 1£. 

8.36 


A CA 

4.54 


5. 70 


8.31 


1 CO 

7.58 


6.86 


6.44 


6.70 


6.7 










OVARC1001260 


5.56 


1.98 


1 A1 

3.43 


3.72 


4.11 


536 


3.81 


5.29 


5.29 










OVAKC 1001 261 


7.49 


5.34 


C DO 

5.88 


O 11 

8.27 


8.14 


6.50 


4.18 


3.66 


3.66 










OVARC 1001268 


9.66 


6.34 


£. TO 

6.78 


20.35 


19.09 


14.70 


18.61 


12.90 


32.9 


• • 


+ 






OVARC1001270 


2.46 


0.92 


1.16 


1.03 


0.99 


1.69 


1.24 


1.98 


3.98 










OVARC1 001271 


7.39 


3.05 


5.29 


8.27 


10.72 


9.05 


7.37 


6.66 


6.66 




+ 






OVARC1001282 


1.01 


0.92 


0.97 


0.97 


2.26 


1.76 


3.02 


2.02 


202 










OVARC1001296 


2.46 


1.56 


1.43 


2.56 


2.90 


3.81 


2.32 


230 


23 
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2.62 


1.0/ 


2.1z 


2. 03 


O AA 


7 7A 


7 AS2 


7 AS 
Z.Oo 








OVARCl 002 1 65 


! 7.Z 


5.63 


A Tl 

4. /3 


11. /z 


fi A"4 


1 1 CO 
1 1.3 V 


A CO 


7 fill 

/.00 


7 fifi 


* 


+ 




OVARCl U021 76 


CI 


fi Oft 

o.VO 


1 CO 


1 "5 00 

iz.w 


11 1 A 
1 1. 1** 


1 <\ AA 


1A 15 


1 1 07 

1 J.UX 


1 1 ft7 


* 




"T 


OVAKClW217o 


1 77 


i fyy 
1 ,uz 


1 1Q 


a 01 


<: *74 


A 77 


4 11 


4 10 


4.39 


• * 


A. * 




nVADn/W)?1 87 
U V AJ\L IW* J 5* 


7 so 


1 Q4 


1.74 


3.43 


2.78 


3.06 


2.40 


2.34 


2.34 








V/ V /VrvC- 1 Wa 1 OJ 


1 f!7 


1 ft7 

J .0 / 


2.74 


7 77 


3.03 


2.27 


3.08 


3.27 


3.27 








pi a/- ciswyvtfLi 


4 11 




2.40 


4 n7 


3.84 


3.14 


1.43 


2.34 


2.34 








of Am <uwwi^ 


1 15 


0.94 


1,81 


2.1 


2.21 


3.64 


1.75 


1.86 


1.86 








PT Atf^FlftftftftOrf 


324 


3.13 


3.46 


5.32 


4.20 


5.06 


3.54 


4.19 


4.19 


• 




» + 


pr a rr 1 000007 


3.52 


1.48 


1.95 


2.76 


2.50 


I 3.15 


1.95 


2.86 


2.86 








PTJ^PF! 000014 


4.25 


3.03 


3.71 


8.86 


8.24 


8.01 


5.81 


6.21 


6.21 


* * 


+ 




PI APFIOOAAVl 


2,43 


0.83 


0.85 


3.06 


2.75 


3.91 


2.27 


1.91 


1.91 


* 






PLACE10OOO33 


1.25 


0.90 


0.41 


1.55 


1.06 


1.17 


1.59 


1.10 


1.1 








PLACE1000040 


4.49 


2.71 


2.01 


6.85 


9.12 


6.89 


4.66 


5.42 


5.42 


• 






PLACE1000O48 


U 


> 1.02 


1.34 


5.06 


> 4.76 


4.04 


3.48 


3.87 


3.87 


* • 






PLACE100005C 


5.6* 


1 3.49 


<i.l3 


5.1S 


\ 4.97 


6.58 


3.56 


3.95 


3.95 








PLACE1000061 


358.3 


\ 101.17 


90.85 


157.91 


' 122.81 


120.53 


58.82 


94.38 


94.3* 


1 






PLACE10000W 


24.7: 


! 10.40 


14.31 


i 13.0* 


I 14.83 


12.97 


11.89 


17.52 


17.52 


1 






PLACE1000075 


3.T 


r 2.50 


2.49 


11.31 


J 15.88 


19.81 


6.47 


10.82 


10.82 


I ** 




* + 


PLACE10O0O78 


3.< 


1 1.72 


2.20 


4.8: 


I 4.89 


6.42 


2.94 


3.88 


3.8* 


I * 






PLACE10000&1 


10.2* 


7 4.42 


4.34 


7.7: 


J 8.15 


4.92 


5.06 


4.85 


4.8f 








PLACE1000086 


7.0' 


7 5.86 


4.84 


7.2] 


I 7.07 


4.90 


5.17 


6.83 


6.8: 








PLACE1000094 


3.8 


1 2.40 


2.03 


I 2.2< 


S 2.48 


2.45 


2.38 


2.04 


f 2.0* 
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Table 316 



PLACE1000101 



PLACElOOOm 



PLACE1000133 



22.321 10.62 1 12.41 | 24.57 



PLACE1000142 



PLACE1000146 



PLACE1000163 



PLACE1000172 



PLACElOOOm 



PLACE 1000184 



PLACE1000185 



PLACElOOOm 



PLACE1000213 



PLACE100O314 



PLACE1000220 



PLACE1000231 



PLACE1000236 



PLACE1000245 



PLACE1000246 



PLACE1000258 



PLACE1 000288 



PLACE1000292 



PLACE1000302 



PLACE100Q304 



PLACE1000308 



PLACE! 000309 



PLACE1000312 



PLACE 1000330 



PLACE1O00332 



PLACE1000347 



PLACE1000351 



PLACE1000374 



PLACE1 000380 



PLACE1 000383 



PLACE1000397 



PLACE1000401 



PLACE1000406 



PLACE1000412 



PLACE1000420 



PLACE1000421 



PLACE1000423 



PLACE1000424 



PLACE1000430 



PLACE1000433 



PLACE1000435 



PLACE1000437 



PLACE1000442 



2.31 2.12 1 261 I 4,62 



3.32| 1.82 | 3.36 1 3.18 



3.771 2.94 I 3,97 I 3.72 



12.041 5.71 I 7.52 1 11.96, 



10.381 6.77 I 6.39 1 8.08 



5.45 I 5.31 I 2.54 I 3.96 



3.46 1 3.22 I 4.10 ) 2.97 



19.93 1 22.03 I 9.44 117.41 



2.78 1 3.50 I 4.86 1 3.02 



8.63 112.12 I 6.11 I 6.64 



8.26 I 4.88 I 8.20 I 6.01 



2.381 1.36 I 0.47 1 1.68 



4.661 3.09 I 3.18 1 5.69 



1.131 1.00 1 1.41 1 4.73 



5.781 3.85 I 4.83 



3.551 209 \ 235 2.87 



2.641 0.86 1 1.73 1 2.98 



5.381 1.32 1 2.03 1 4.15 



5.91 3.44 1 1.89 1 3.73 



18.42111.77 1 9.30 I 14.94 



5.61 2.94 1 3.19 I 6.04 



7.51 5.11 1 6.34 I 10-03 



5.621 3.33 I 4.68 1 6.48 



15.611 9.21 110.26 I 23.89 



2.41 1 2.18 1 2.21 I 2.88 



5.991 4.40 



;.17 1 20.8 



1.461 1.42 I 1.22 I 6.15 



4.471 1.71 1 1.91 1 3.89 



4.911 Z41 1 1.59 I 3.39 



11.751 7.68 I 5.52 



7.14 



4.151 1.12 I 1.95 I 3.37 



2.071 1.35 1 11.92 1 2.05 



0341 0.37 1 0.59 I 1.08 



3.561 1.98 I 2.82 I 5.26 



5.671 4.34 I 5.42 



8, 



9.151 6.32 I IS.28 I 12.33 



8.211 2.59 1 3.63 I 4.88 



3.26 1 0.78 1 1.42 1 1.36 



5.41 1 5.62 1 4.15 I 4.68 



6.35 1 6.17 1 4.40 1 7.01 



6.28 I 6.49 I 6.72 I 6.56 



3.21 I 4.22 I 3.14 I 3.19 



234 1 2.75 1 2.24 I 2.31 



4 37 I 5.82 1 3.05 1 3.50 



2.84 1 3.93 1 2.23 1 3.16 



14.15 114.87 111.91 114.48 



6.27 I 4.87 I 5.66 I 5.87 



9.79 1 11.42 I 4.16 1 7.99 



8.30 1 633 1 8.63 I 9.43 



20.68 1 20.66 I 9.91 1 13.07 



1.68 1 231 I 2.41 1 3.07 



17.62 119.45 112.37 120.25 



8.89 1 5.78 1 5.17 I 5.07 



2.76 I 3.12 I 2.80 I 2.80 



5.24 1 339 I 2.01 1 2.78 



11.13 I 6.51 I 7.34 1 11.09 



3.51 1 3.75 I 2.70 I 2.85 



1.50 I 2.72 1 2.22 1 2.82 



1.22 I 2.14 I 1.43 I 1.37 



6.11 1 4.66 1 439 1 5.16 



7.13 I 5.49 1 4.92 I 6.31 



8.13 I 8.69 I 5.60 I 5.63 



6.57 I 5.07 1 4.83 I 5.60 



3.431 2.31 I 1.31 I 2.37 3.17 | Z14 2.59 1.96 



3.96 



2.97 



17.41 



3.02 



6.64 



6.011 



1.361 



4.681 



7.01 



6361 



3.191 



2.311 



331 



3.161 



14.481 



5.871 



7.991 



9.431 



13.071 



3.071 



20.251 



5.071 



2.81 



2.781 



11.091 



2.851 



2.821 



1371 



5.161 



[+ 



6.311 



5.631 



5.61 



1.961 



4.721 2.15 1 2.60 1 3.29 231 3.41 2.52 3.33 



8.181 4.62 I 4.15 1 535 



5.561 3.08 1 2.60 1 534 



3.311 2.01 1 1.64 1 4.18 



10381 5.91 1 5.93 1 8.64 



339| 3.04 1 2.31 I 4.45 



2.951 2.15 1 1.93 I 20.49 



31 2.12 1 1.66 1 4.43 



3.631 1.51 1 138 1 2.45 



4.591 1.89 I 2.39 1 235 



4331 3.13 1 3.03 1 9.09 



235l 2.34 1 Z51 I 7.65 



PLACE1000444 



PLACE100O453 



PLACE100O456 



PLACE100O465 



PLACE100O481 



PLACE1000492 



PLACE1000508 



PLACE1000S12 



PLACE1000540 



PLACE1 000541 



12.331 5.94 1 10.64 1 23.09 



9.311 6.03 1 530 1 16.99 



6.661 4.79 1 5.00 I 738 



4.251 3.10 1 Z24 1 3.67 



5.731 3.62 | 3.38 I 4.99 



5.421 4.78 I 5.17 



5,8 



4.421 235 1 337 1 3.46 



4.111 3.53 1 238 I 3.28 



5.221 2.40 1 1.36 I 6.14 



2.6l 2.41 I 1.99 I 4.78 



6.4l 6.38 I 534 1 8.78i 



6.29 I 6.94 1 5.61 I 6.88 



5.34 1 5.46 1 3.82 I 3.45 



4.67 1 3.93 1 235 1 234 



10.82 1 10.12 I 5.86 1 5.89 



4.08 1 3.36 1 2.89 1 3.75 



20.83 1 20.84 1 13.81 1 14.04 



3.32 1 339 \ 1.60 I 2.52 



2.43 I 3.11 i 1.57 I 3.03 



2.63 I 3.39 1 3.84 1 2.91 



8.39 1 8.75 1 5.45 1 3.19 



7.02 1 930 I 7.52 1 8.64 



26.07 1 18.20 1 10.78 1 10.42 



19.05 1 17.38 1 8.02 1 10.01 



6.74 I 7.37 I 6.15 1 9.05 



3.13 1 4.02 1 3.33 I 4.78 



3.38 I 5.47 I 5.67 I 4.76 



8.48 1 10.90 1 5.11 1 5.58 



5.78 1 6.28 1 4.30 I 4.90 



3.70 I 3.99 I 2.37 I 3.96 



5.78 1 4.97 I 4.87 1 4.74 



3.331 



6.881 



3.451 



2.541 



5.891 



3.751 



14.041 »* 



2321 



3.031 



2.911 



3.191 



8.64| 



10.421 



10.01 1 



9.051 



4.781 



4.761 



5381 



3.961 



4.15 1 4.34 I 1.97 I 1.70 



7.96 I 6.93 1 7.44 1 11.12 



4.741 



11.121 



BNSDOCID: <EP 1 1 30094 A2_l_> 



618 



EP 1 130 094 A2 



Table 317 



PLACE1000546 


3.29 


1.94 


2.26 


2.05 


2.11 


2.19 


2.74 


2.01 


2.01 










PLACE1000547 


5.79 


5.41 


5.37 


8.99 


6.38 


9.62 


5.74 


8.94 


8.94 


• 


+ 






PLACE10O056O 


3.31 


333 


2,48 


3.26 


3.84 


4.27 


3.25 


2.77 


2.77 










PLACE 1000562 


5.48 


334 


4.16 


6.47 


7.13 


6.86 


5.29 


6.77 


6.77 


• 


+ 






PLACE 1000564 


2.28 


2.89 


3.32 


2.89 


4.25 


5.04 


4.28 


3.71 


3.71 






♦ 


4- 


PLACE1000583 


10.76 


7.63 


631 


18.65 


16.27 


17.87 


10.12 


7.24 


7.24 




+ 






PLACE1000587 


7.2 


4.11 


4.88 


9.4 


11.04 


9.29 


6.85 


6.39 


6.39 


* 








PLACE100O588 


7.89 


4.98 


4 13 


9.54 


8.74 


6.18 


7.91 


6.38 


6.38 










PLACE 1000596 


7.64 


7.46 


10 08 


8.78 


8.56 


8.98 


4.59 


7.82 


7.82 










PLACF 1 000599 


5.52 


436 


3J5 


8.04 


734 


8.14 


4.12 


5.23 


5.23 




4 






PLACE 1000605 


4.13 


3.66 


3.53 


4.62 


5.26 


5.10 


5.59 


5.89 


5.89 






** 


4. 


PLACE1000610 


3.95 


3.19 


2.63 


4.04 


4.12 


4.83 


3.09 


3.87 


3.87 










PLACF100O611 


1,33 


4.36 


3.21 


2.64 


5.18 


3.62 


3.25 


4.05 


4.05 










PT JVC El 000626 1 


3.93 


3.49 


2.73 


5.31 


3.91 


4.11 


4.05 


3.66 


3.66 










PI jlfF 1 OHOA31 


1 70 


1 01 


2 Oft 


6.49 


6.56 




1 45 


2.66 


1 AA 


* 








PT ACFIfWOAIA 


0 10 


1.92 


1 AO 


0 1^ 


1 07 




1 77 


I.JO 


1 Cft 












0 ft 
A.© 


1 oo 


1 RA 


o no 




1 7C 


1 SI 


4 OA 


4 OA 

*t.£AJ 










PT APF1AAAACA 


Q 11 


7 14 


ft 14 




1 A A7 


0 11 

zf .J 1 


X X-Oi 


14.00 


14 








+ 


PT ACT^I AAOAA3. 


J • X / 


n A7 


n do 

V.77 


1 RO 


1 74 


1 74 

A. /*♦ 




1 AS 

i.OJ 


1 AC 


• 








PI AfTTl AAAOAA 


1 1 OA 
1 l.A*+ 


n co 


1 1 A(\ 
11. hV 


10 1 


lO.OJ 


Ol OA 
Ax. AH 


in 14 


10 oc 


lO "JC 




+ 






PI APF'inAftOlO 


1 AA 


1 11 


a no 




4 C4 


C fi.0 

J.0 7 


4 AA 


ft 10 

d.j. y 


A 10 


• 




* 




PT Ar'FIAAAOIA 


0 Q4 

•A2r* 


0 ftl 


1 14 


1 #*7 


1 Q1 


1 4fi 


1 07 


1 10 


1 10 










PT AfTIAAAOAil 


1 OA 


1 ftC 


0 30 


O Q 
A. 7 


0 ftft 
A.OO 


i no 


0 ftA 


0 AA 


0 Aft 










PT AfTTlAAAOAft 


A OO 
O.A/ 


1 OA 


1 AO 


C A 


(L ATI 




0 AA 
A. OH 


1 OC 

J. Aj 


"X oc 

J. AJ 










PT A fTTI IWW7AO 


J A. .50 


A AC 


ft CI 


m ai 


Q 17 


11 A7 


in ni 


11 44 


1 1 44 










pt a rn AAAOC1 




1 1*7 

J.i / 


1 AO 

J .UA 


A 


1 A7 


0 Aft 

A.OO 


4 01 


A OC 

•».yj 


4 OC 

*f .yj 






»« 


A- 


J'LAC.tlWU75? 


A.51 




1.57 


J.4C 




A ft^ 


A.OU 


Z. / / 


A. / / 




+ 








1 01 
A.aI 


i m 
l.Ui 


1 AA 
1.U4 


o o< 


O OA 
A.A4 


j.oy 


0 1ft 
A. Jo 


o no 

A.U/ 


O AO 










PT A /^r 1 ftJW7*7B 


J.J 


3 1Q 


0' OO 

/. /y 


A Sfi 
4.00 


1 ft"l 


1 Ol 


1 CC 


0 Oft 


0 3ft 










rLACJbllHJU7ll3 


Q Or 
O.OO 


<L *ZA 
u. J4 




lu.oy 


11 d 




A OA 


o oo 


O 33 










FLA C r*I OOU7w 


A 

4.27 


4.4D 


2^71 


4,o7 


1 /tft 

3.4y 


4.07 


^.70 


4. /4 


4./4 










PLA C L 1 000793 


6.19 


3.54 


4.7y 


y.7j 


ft no 

y.y2 


y,47 


5.31 


5-4o 


« JO 




+ 






rLAC J*, J UWYVS 


y. 


4. 11 






y| /ID 


j.^y 


^o 


4.D/ 


A AO 










rLAtt J UUU /3rH 


1 o 

i.y 


1 <Q 




J.4 


T 0<i 


"3 AO 
J. 4 / 


1 AA 


0 OA 
A. AO 


O OA 

A. AO 




+ 






Dt A m A/WM2 1 9 

FJLACk J UW812 


a.j 




1 B< 


1 lO 


J.Z / 


A OA 


O A1 
A.** I 


1 OA 


3 OA 


• 








pt a rri aaa&o3 


*7 ni 
f /.ul 


a in 


<: <1 


lO TO 

J A. / / 


1 A 7C 


111ft 


7 AA 


3.VA 


C OO 


mm 


+ 






PI AI^FlAnnftOC 


6.13 


3.73 


• 3».27 


7.05 


6.77 


- 5.20 


4.28 


5.79 


5.79 










PT Af'FlflftflAlft 


C 14 


1 AS 


o 7X 




7.02 


4.42 


12.05 


18.19 


1A 10 






mm 


T 




1 14 




2.01 


3.49 


3.92 


2.49 


3.35 


1.76 


1.76 












4 4A 


5 1C 


. I.Uj 


4 c 


o. / / 


4 11 


1.87 


4 A9 


4 AO 










PLACF1000&49 


10.82 


6.77 


H.57 


831 


10.69 


9.82 


7.58 


11.02 


11.02 










PLACEl 000856 


2.83 


3.51 


2.02 


3.37 


2.62 


2.73 


239 


1.96 


1.96 










PLACE 1000863 


9.64 


6.13 


6.86 


5.2 


5.82 


6.39 


5.18 


5.81 


! 5.81 










PLACE1000876 


7.89 


4.38 


5.88 


7.14 


5.51 


8.48 


7.94 


7.18 


7.18 










PLACE1 000899 


3.08 


2.81 


:i.69 


4.08 


4.67 


3.67 


3.31 


2.41 


2.41 


m 








PLACE1000907 


16.44 


10.14 


7.86 


22.19 


25.12 


16.66 


7.95 


11.86 


11.86 










PLACE1000909 


3.62 


1.21 


1.15 


2.54 


4.35 


1.92 


1,98 


2.37 


Z37 










PLACE1000912 


6.9 


3.41 


4.10 


5.35 


5.89 


5.24 


4.38 


4.49 


4.49 










PLACE1000914 


3.46 


1.48 


2.11 


239 


3.24 


2.71 


3.41 


2.78 


2.78 










PLACE1000918 


0.79 


0.41 


0.85 


0.84 


1.40 


1.52 


0.67 


1.33 


1.33 










PLACE1000927 


3.51 


2.64 


4.51 


1 6.9S 


7.67 


10.76 


8.88 


8.80 


8.8 


* 








PLACE1000931 


2.76 


1.60 


7.19 


4.08 


I 3.69 


6.22 


3.38 


Z86 


Z86 










PLACE1000944 


2.02 


1.08 


'031 


4.4g 


t 5.07 


335 


3.07 


1.96 


1.96 










PLACE1 000948 


3.2*3 


0.90 


1.90 


2.6C 


i 2.46 


1.89 


1.91 


1.97 


1.97 










PLACE1000958 


2.75 


133 


131 


2.98 


& 2.99 


3.11 


3.17 


4.29 


4.29 






• 


+ 


PLACE1000972 


6.6' 


4.02 


6.08 


7.2-; 


r 8.73 


6.46 


4.61 


7.73 


7.73 
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PLACE1000977 


2.41 


2.94 


1.04 


2.67 


2.65 


2.73 


2,52 


2.72 


2.72 






PLACE1000979 


9.34 


4.89 


6.74 


13.62 1 


3.31 1 


6.23 


7.57 


8.33 


8.33 * 






PLACE1000986 


4.3 


2.25 


2.59 


5.14 


4.48 


5.42 


4.23 


5.38 


5.38 * 


+ 




PIACE1000987 


7.13 


4.86 


5.70 


7.21 


6.57 


6.09 


7.59 


7.62 


7.62 






PLACE1001000 


4.76 


2.74 


3.26 


8.41 : 


15.56 


9.19 


5.75 


6.47 


6.47 ' 






PLACE1001007 


7.63 


3.72 


2.80 


5.05 


4.48 


4.63 


4.14 


4.58 


4.58 






PLACE1001010 


2.3 


1.89 


2.06 


3.44 


3.64 


3.65 


1.96 


2.59 


Z59 * 


+ 




PLACE1001015 


2.92 


1.68 


1.34 


3.1 


2.61 


2.85 


2.90 


4.52 


4.52 






PLACE1001016 


7.21 


2.36 


3.51 


5.03 


5.51 


6.32 


4.81 


4.26 
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9.42 


8.88 


11.22 


11.22 


m 






PLACE10053O7 


3.74 


1.42 


2.86 


4.85 


5.32 


3.53 


2.69 


4.11 


4.11 










PLACE 1005308 


3.94 


1.81 


2.45 


3.16 


Z71 


2.64 


2.67 


2.60 


2.6 










PLACE1005313 


1.8 


1.22 


2.93 


1.89 


0.89 


2.76 


1.70 


1.69 


1.69 








PLACE1005320 


2.05 


0.78 


1.58 


1.96 


1.63 


3.04 


1.42 J 


1.54 


1.54 










PLACE1005327 


3.57 


2.45 


2.12 


2.64 


6.29 


3.81 


4.41 


6.45 


6.45 








■f 


PLACE1005331 


4 


2.27 


3.11 


3.34 


6.04 


3.03 


3.28 


2.86 


2.86 










PLACE1005335 


9,31 


5.05 


4.18 


8.68 


7.24 


5.98 


5.53 


6.95 


S 6.95 










PLACE1005336 


3.13 


1.45 


2.61 


5.52 


6.69 


4.80 


4.00 


4.81 


4.81 




+ 


m 


+ 


PLACE1005351 


30.75 


16.28 


1931 


14.85 


14.56 


18.13 


32.39 


30.68 


30.68 










PLACE 1005366 


3.38 


2.74 


2.56 


10.21 


9.37 


10.62 


9.15 


9.50 


9.5 


*• 


+ 


mm 


+ 


PLACE1005373 


4.26 


1.58 


2.70 


3.39 


2.69 


4.82 


2.63 


3.29 


3.29 
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PLACE1005374 


5 


2.10 


2.77 


8.04 


11.61 


11.01 


4.31 


6.01 


6.01 


»* 


+ 






PLACE 1005383 


1 8.86 


3.18 


3.37 


5.63 


6.03 


4.19 


5.25 


6.23 


6.23 










PLACE1 005388 


2.57 


0.54 


0.31 


2.75 


1.56 


0.89 


2.61 


1.22 


1.22 










PLACE 1005409 


5.48 


3.06 


2,63 


7.59 


8.06 


6.25 


3.31 


4.02 


4.02 


* 








PLACE1005410 


6.76 


2.97 


3.65 


5.66 


8.24 


5.17 


9.00 


13.77 


11.77 






• 


4 


PIACE1005426 


4.46 


1.72 


1.45 


2.27 


1.48 


1.00 


3.43 


3.54 


3.54! 










PLACE 1005431 


4.56 


2.63 


2.58 


4.42 


5.14 


6.40 


5.57 


6.50 


6.5 






* 


4 


PLACE1005453 


3.55 


1.77 


2.09 


4.33 


4.49 


5.14 


1.74 


3.20 


3.2 


• 


4 






PLACE1 005467 


5.64 


2.78 


2.70 


6.57 


5.73 


4.48 


5.05 


4.51 


4.51 










PLACE1005471 


3.36 


0.50 


1.20 


3.42 


3.09 


2.65 


2.30 


3.64 


3.64 










P3LACE1005476 


5.15 


1.54 j 


1.43 


2.43 


2.59 


1.89 


1.59 


3.01 


3.01 










PLACE1005477 


2.24 


1.35 


1.27 


5.66 


7.05 


5.00 


4.23 


7.05 


7.05 




4 






PLACE1005480 


1.93 


1.39 


1.29 


1.24 


1.52 


1.24 


1.31 


1.75 


1.75 










PLACE1005481 


2.22 


1.41 


1.51 


Z73 


2.46 


3.04 


1.87 


2.00 


2 


* 


4 






PIACE1005494 


1.24 


0.38 


0.90 


0.8 


0.90 


0.66 


0.80 


1.98 


1.98 










PLACE1005495 


4.56 


1.60 


1.71 


3.4 


2.67 


2.72 


2.06 


1.93 


1.93 










PLACE1005497 


8.06 


4.83 


3.69 


4.42 


2.88 


4.07 


9.50 


10.40 


10.4 






* 


+ 


PLACE1005499 


4.76 


1.36 


1.66 


Z69 


4.07 


3.13 


5.56 


5.51 












PLACE 1005502 


2.69 


0.87 


1.10 


2.75 


3.41 


2.24 


1.89 


4.02 


4.02 












i n 
1.27 


0.71 


0.80 


3.5 


2.88 


3.38 


1.95 


3.18 


3.18 


•* 




* 


+ 


PLACE1005515 


2.84 


0.81 


0.90 


1.12 


0.96 


1.43 


2.38 


3.90 


3.9 










PLACE1005519 


7.14 


1 2.92 


5.14 


2.37 


3.46 


3.11 


2.55 


3,35 


3 35 










PIACE1005526 


2.06 


i 1.07 


1.41 


1.41 


2.39 


1.85 


1.31 


2,23 


2 21 










PLACE1005528 


6.82 


2.99 


3.77 


7.7 


10.09 


11.05 


4.64 


596 


S Q£ 


* 








PLACE1 005530 


4.98 


E 2.54 


2.80 


2.85 


5.04 


3.55 


3.48 


2.83 


2 83 










PLACE1005536 


4.27 


3.13 


1.98 


6.1 


4.77 


1.67 


4.10 


3.87 












PLACE10O5539 


3 


r 1.66 


1.31 


3.17 


3.20 


2.66 


1.69 


3.05 


3 OS 










PLACE10O5543 


2.3 


1.25 


1.18 


4 


3.96 


4.38 


3.55 


3.32 




** 


+ 




+ 


PLACE1005544 
PLACE1005550 


6.06 
8.49 


3.23 


2.89 


3.81 


4.11 


4.35 


4.12 


5.12 


S 17 










PLACE10O5554 


1.55 


4.71 
0.76 


5.86 
0.94 


4.53 
1.77 


4.75 
1.45 


4.40 
1.38 


2.14 
2,99 


3.57 
1 56 


7 S7 
1.56 










PLACE1005557 


3.3 


1.97 


2.34 


3.4 


5.03 


3.76 


3.56 


3 17 

J. X f 


1 17 

J.X I 










PLACE 1005563 


1.99 


2.09 


0.76 


1.69 


2.10 


1.89 


2.11 














PLACE1005569 


4.54 


2.73 


2.52 


4.62 


4.22 


2.24 


2.63 


3.22 












PLACE1005574 


1.43 


0.92 


0.87 


2.29 


2.41 


2.10 


0.45 


0.99 






■4 






PLACE1005584 


1.32 


0.88 


0'.93 


1.31 


1.40 


1.67 


1.68 


4.67 


4 (57 










PLACE1005590 


2,53 


3.81 


2.63 


3.18 


2.75 


3.39 


4.08 


5.93 


5.93 






* 


4 


PLACE1005595 


2.91 


2.55 


3.00 


2.96 


2.39 


333 


3,75 


3.64 


3 64 








4 


PLACE1 005601 


2.77 


1.99 


2.02 


2.52 


2.79 


3.50 


2.97 


3.86 


3.86 








+ 


PLACE1 005603 


0.9 


0.55 


C'.69 


0.87 


1.06 


0.76 


1.27 


1.79 


1.79 






# 




PLACE1005604 


4.18 


2.56 


1.82 


4.89 


4.83 


6.27 


2.39 


1.93 


1.93 


* 


4 






PLACE1005611 


2.64 


2.26 


1.19 


5.02 


2.53 


3.51 


2.64 


2.53 


2.53 










PLACE1005622 


2.15 


1.96 


3.00 


2.49 


2.93 


2.25 


1.48 


2.00 


2 










PLACE1005623 


4.29 


1.35 


2.10 


3.3 


3.83 


3.92 


2.17 


2.70 


2.7 










PLACE1005630 


6.26 


3.63 


2.27 


4.66 


6.06 


5.41 


4.45 


5.87 


5.87 










PLACE1005639 


1.47 


1.40 


r 2.08 


1.45 


2.40 


2.84 


0.78 


1.78 


1.78 
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"'.Z4 


4.63 


5.74 


5.46 


4.51 


5.47 


5.47 










PLACE1005647 


0.53 


0.39 


' 0.52 


1.16 


1.74 


1.90 


2.41 


4.04 


4.04 


** 


4 


** 


4 


PLACE1005648 


5.72 


4.93 


6.25 


15.18 


16.23 


36.45 


5.58 


7.21 


7.21 


** 


4 






PLACE 1005653 


3.3 


1.90 


0.82 


3.94 


5.11 


4.03 


2.85 


2.07 


2.07 


* 


■f 






PLACE10O5656 


2.07 


1.04 


0.59 


1.23 


2.09 


0.91 


1.88 


0.45 


0.45 










PLACE1005659 


4.14 


l 1,56 


2.46 


2.97 


4.17 


2.22 


1.44 


2.31 


2.33 










PLACE1005660 


5.27 


3.90 


2.60 


4.31 


5.01 


2.96 


3.33 


4.29 


4.29 










PIACE1 005664 


4.13 


4.07 


4.07 


5.57 


5.47 


4.07 


5.14 


6.25 


6.25 






** 


+ 


PLACE1005666 


0.97 


3.45 


2.51 


3.22 


3.91 


4.93 


3.26 


2.77 


2.77 


• * 


4 


** 


+ 


PLACE1005669 


4.53 


2.92 


2.87 


6.24 


4.95 


7.16 


3,36 


4.69 


4.69 


* 


4 
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PJLACE1 005682 ! 


2.11 


2.05 


2.13 


4.34 


3.23 


4.41 


1.89 


2.15 


2.15 










PLACE1005698 


4.64 


2.14 


3.28 


3.89 


3.92 


4.16 


1.91 


2.53 


2.53 










PLACE1OO5708 


25.78 


13.70 


10.51 


13.88 


16.18 


11.27 


14.00 


14.43 


14.43 










PLACE1005725 


3.83 


1.42 


2.33 


2.34 


3.92 


2.04 


4.70 


4.61 


4.61 






> 




PLACE1005727 


8.48 


2.60 


3.97 


5.4 


4.41 


4.96 


2.49 


Z57 


2.57 










PLACE1005730 


3.57 


0.90 


1.62 


1.95 


2.02 


2.00 


2.05 


2.95 


2.95 










PLACE1005736 


4.39 


2.36 


2.88 


8.34 


10.28 


9.63 


5.13 


7.81 


7.81 




+ 


• 


+ 


PLACE1005739 


2.31 


1.03 


1.11 


1.47 


1.17 


1.64 


2.22 


Z15 


2.15 










PLACE1005745 


9.25 


5.63 


5.40 


10.32 


14.44 


8.66 


7.38 


8.69 


8.69 










PLACE1005752 


4.63 


2.11 


0.91 


2.57 


2.97 


2.88 


2.25 


2.86 


2.86 










PLACE1005755 


0.83 


0.18 


0.42 


0.66 


1.88 


0.66 


0.70 


0.93 


0.93 










PLACE1005756 


14.63 


7.31 


9.39 


22.2 


25.42 


27.72 


29.92 


35.68 


35.68 


•* 


+ 


mm 




PLACE1005760 


7.89 


3.72 


4.80 


10.59 


1Z05 


10.96 


9.45 


9.92 


9.92 


• 


+ 


* 


+ 


PLACE1005763 


3.86 


1.70 


3.26 


6.59 


6.36 


6.88 


4.43 


4.28 


4.28 


m + 


+ 






PIACE1005768 


6.14 


3.01 


5.24 


7.97 


7.90 


8.87 


6.22 


5.90 


5.9 


m 








PLACE1005771 


7.62 


3.12 


5.03 


7.4 


7.32 


9.76 


6.04 


6.48 


6.48 










PLACE1005783 


3.63 


1.45 


2.35 


2.79 


4.79 


2.04 


2.34 


3.07 


3.07 










PLACE1 005799 


6.45 


3.16 


3.38 


5.32 


4.64 


3.49 


5.15 


5.23 


5.23 










PLACE1005802 


5.01 


1.66 


1.63 


4.46 


8.45 


4.41 


2.49 


4.79 


4.79 










PLACE1005803 


11.48 


4.59 


6.77 


9.23 


10.65 


9.39 


6.53 


8.91 


8.91 










PLACE1005804 


1.62 


0.72 


0.84 


1.97 


2.36 


1.93 


2.21 


2.56 


2.56 




+ 


• 


+ 


PLACE 100581 3 


10.74 


3.23 


5.61 


11.66 


8.19 


9.55 


6.52 


6.57 


6.57 










PLACE 1005815 


5.12 


2.48 


3.85 


7.34 


9.35 


11.87 


4.89 


5.17 


5.17 


* 








PLACE 1005 828 


5.16 


3.37 


3.80 


8.35 


8.98 


9.59 


4.86 


6.29 


6.29 


*• 


•f 






PLACE1 005833 


3.06 


1.35 


1.59 


18.69 


21.23 


11.91 


28.00 


30.88 


30.88 


• * 


+ 


** 


+ 


PLACE 1005834 


1.93 


0.65 


0.55 


4 


6.43 


2.66 


1.50 


2.50 


2.5 


• 








PLACE 1005835 


5.07 


4.66 


2.88 


5.05 


7.51 


3.87 


4.83 


4.52 


4.52 










PLACE 1005836 


3.75 


1.63 


2.11 


2.62 


6.42 


3.23 


2.73 


2.06 


2.06 










PLACE1 005845 


4.98 


1.86 


2.24 


4.26 


4.56 


2.61 


2.60 


3.15 


3.15 










PLACE1 005850 


4.23 


2.74 


2.58 


5.55 


4.59 


5.10 


2.95 


3.19 


3.19 


• 








PLACE! 005851 


1.83 


0.96 


1.69 


2.54 


2.84 


4.11 


1.02 


0.85 


0.85 










PLACE1005856 


4.08 


1.29 


7.53 


4.1 


2.89 


3.39 


1.78 


2.05 


2.05 










PLACE! 005875 


3.56 


1.05 


0.65 


5.19 


5.82 


3.59 


3.48 


3.10 


3.1 










PLACE1 005876 


4.08 


3.91 


2.72 


2.79 


2.82 


2.10 


2.04 


2.27 


2.27 






• 




PLACE1005878 


5.27 


2.13 


2.19 


4.92 


3.53 


2.84 


3.83 


3.82 


3.82 










PLACE1005880 


3.44 


0.96 


1.32 


2.14 


2.64 


2.46 


2.97 


4,34 


4.34 










PLACE1005884 


1.76 


0.52 


0.55 


1.39 


1.77 


1.41 


2.43 


2.29 


2.29 










PLACE1005890 


2.04 


0.70 


0.65 


1.41 


1.86 


1.52 


1.88 


2.21 


2.21 










PLACE1005898 


2.99 


2.09 


1.71 


4.94 


3.42 


2.88 


2.46 


3.27 


3.27 










PLACE10O5913 


5.71 


2.57 


3.76 


7.83 


8.39 


8J1 


3.79 


4.62 


4.62 


» 


+ 






PLACE1005921 


10.98 


4J34 


4.34 


9.34 


8.32 


8.81 


6.16 


6.43 


6.43 










PLACE1005923 


57.96 


26.97 


25.39 


4.09 


4.25 


2.49 


3.95 


3.48 


3.48 




- 


* 


- 


PLACE1005925 


2.51 


0.91 


2,14 


3.11 


3.71 


2.82 


1.93 


2.80 


2.8 










PLACE1005927 


6.09 


2.70 


1.89 


3.69 


4.68 


4.01 


3.18 


5.73 


5.73 










PLACE1005932 


1.82 


0.71 


0.41 


1.33 


1.76 


1.08 


1.15 


1.54 


1.54 










PLACE1005934 


3.84 


2.41 


2.72 


6.26 


7.11 


6.43 


3.93 


5.30 


5.3 


*• 








PLACE1005936 


2.29 


0.78 


1.05 


1.64 


1.78 


1.51 


1.47 


1.36 


1.36 










PLACE1005939 


6.69 


4.35 


3.92 


5.44 


5.46 


3.73 


16.40 


25.30 


25.3 






mm 


+ 


PLACE1005951 


5.63 


2.39 


2.32 


4.86 


4.02 


3.74 


3.42 


3.43 


3.43 










PLACE 1005953 


2.92 


1.24 


0.96 


2.51 


1.78 


2.30 


1.15 


2.55 


2.55 










PLACE1005955 


3.7 


1.62 


1.62 


2.33 


3.61 


2.40 


3.03 


3.07 


3.0- 


f 








PLACE 1005966 


3.3fi 


0.65 


1.08 


1.86 


> 2.32 


2.12 


2.02 


2.80 


2i 


\ 








PLACE 1005968 


10.5* 


5.64 


5.72 


7.46 


\ 5.88 


6.36 


5.68 


7.85 


I 7.8f 










PLACE1005975 


10.44 


5.19 


8.44 


12.9i 


> 14.63 


15.64 


8.66 


16.92 


16.9: 




+ 






PLACE1005990 


3.15 


> 1.43 


1.58 


2.2* 


2.05 


1.79 


1.80 


3.26 


! 3.2< 










PLACE 1005997 


64.8] 


36.05 


40.42 


54.4 


53.64 


53.12 


27.58 


33.55 


33.5i 
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PLACE1006002 


8.53 


4.41 


5.77 


19.13 


16.78 


16.67 


8.23 


9.69 


9.69 ' 




f 






PLACE1006003 


6.88 


5.62 


5.05 


3.42 


5.00 


5.45 


4.05 


7.43 


7.43 










PLACE1006011 


4.72 


2.78 


3.04 


3.63 


3.41 


3,26 


2.90 


3.61 


3.61 










PLACE10O6O17 


4.17 


1.57 


1.37 


3.12 


3.78 


3.87 


3.13 


4.29 


4.29 










PLACE1006037 


8.36 


3.71 


4.44 


4.09 


4.76 


4.29 


2.99 


4.73 


4.73 










PLACE1006040 


13.34 


8.65 


10.10 


9.09 


7.82 


11.18 


9.13 


10.46 


10.46 










PLACE1006063 


4.18 


2,39 


2.46 


2.52 


3.00 


2.07 


2.59 


2.91 


2.91 










PLACE1006071 


3.1 


2.05 


2.07 


1.68 


2.75 


3.43 


1.83 


2.76 


2.76 










PLACE1006073 


3.97 


2.14 


1.81 


6.25 


6.16 


5.43 


3.65 


5.10 


5.1 


* 








PLACE1006074 


4.44 


2.36 


2.42 


6.36 


6.76 


5.83 


2.98 


4.13 


4.13 


• 


+ 






PLACEI006076 


1.24 


0.92 


1.14 


3.37 


4.38 


2.74 


216 


3.59 


3.59 






• 


f 


PLACE1006079 


4.64 


2.47 


2.65 


3.89 


4.84 


4.04 


438 


5.85 


5.85 










PLACE1006093 


1.06 


0.90 


1.72 


1.34 


1.63 


0.86 


Z10 


2.38 


2.38 






• 


f 


PLACE 10061 16 


2.79 


1.95 


1.97 


2.66 


2.53 


2.69 


3.38 


3.33 


3.33 








f 


PLACE1006119 


2.59 


2.94 


2.87 


5.28 


4.68 


6.57 


3.23 


3.84 


3.84 


** 


+ 


* 




PLACE10O6129 


2.82 


1.25 


0.50 


2.84 


Z73 


3.10 


3.07 


1.53 


1.53 










PLACE1006139 


7.84 


6.54 


4.25 


6.48 


5.34 


5.86 


6.94 


4.78 


4.78 










PLACE1006143 


2.36 


1.84 


1.60 


4.6 


3.86 


4.22 


1.68 


3.18 


3.18 


** 


+ 






PLACE10O6157 


2.84 


1.26 


1.64 


2.25 


2,35 


1.82 


1.52 


2.36 


2.36 










PLACE10O6159 


1.74 


1.38 


1.27 


2.48 


3.25 


2.76 


3.72 


4.63 


4.61 


♦ m 


+ 


** 


+ 


PLACE10O6164 


0.77 


0.31 


0.34 


1.19 


1.94 


1.20 


1.01 


0.99 


0.99 


m 








PLACE1006167 


6.97 


5.82 


7.53 


6.63 


9.38 


9.10 


8.80 


7.88 


7.88 










PLACE10O6370 


3.23 


2.05 


2.23 


3.8 


5.15 


4.56 


3.39 


4.89 


4.89 


* 


+ 


* 


+ 


PLACE1006181 


4.1 


2.72 


3.53 


6.41 


6.16 


6.21 


5.86 


6.48 


6.48 


• * 


+ 


** 




PLACE1006187 


0.5 


0.33 


0.10 


0.86 


0.82 


1.09 


0.66 


0.49 


0.49 










PLACE1006195 


3.24 


1.23 


1.17 


2.67 


2.87 


2.14 


2.62 


1.30 


1.3 










PLACE1006196 


8.03 


r 2,93 


2>.80 


5.31 


7.47 


6.96 


4.75 


3.79 


3.79 










PLACE1006197 


7.57 


3.83 


6.49 


6.35 


7.27 


5.99 


3.44 


4.86 


4.86 










PLACE 1006198 


2.55 


1.19 


1.79 


2.81 


2,56 


Z19 


0.91 


2.46 


2.46 










PLACE 1 006205 


0.84 


0.89 


J! .05 


0.57 


0.49 


1.57 


0.74 


1.36 


1.36 










PLACE 1006208 


2.39 


1.80 


35.16 


5 


4.18 


5.05 


7.99 


4.42 


4.42 


** 








PLACE1 006211 


24.46 


16.10 


17.64 


12.62 


6.69 


13.24 


6.25 


5.03 


5.01 






** 




PLACF1006219 


3.37 


2.25 


2».36 


4.14 


6.29 


3.89 


6.74 


5.53 


5.53 






»* 


4. 


PLACE 1006223 


1.64 


1.06 


2.11 


4.34 


4.03 


4.26 


2.35 


1.45 


1.45 


*• 








PLACE 1006225 


1.79 


1.20 


1:.26 


2 


1.95 


1.83 


1.23 


1.27 


1.27 










PLACE 1006236 


1.44 


1.01 


1.87 


3.01 


4.09 


1.96 


139 


2.02 


2.02 










PLACE1006239 


1.72 


1.00 


1.18 


2.46 


2:48 


2.60 


1.22 


3.24 


3.24 










PLACE1 006245 


( 3.4 


2.04 


2.24 


3.29 


3.77 


3.95 


2.39 


2.28 


2.28 










PLACE1006246 


i 2.78 


1.91 


2.09 


2.77 


4.35 


3.44 


2.43 


1.97 


1.97 










PLACE1 006248 


1.93 


1.11 


1.30 


3.09 


2.89 


3.27 


2.22 


1.63 


3.63 


* • 


+ 






PLACE1 006262 


3.84 


0.83 


:i.42 


2.66 


2.88 


1.75 


2.15 


1.21 


1.21 










PLACE1006269 


3,04 


1.04 


0.97 


1.76 


1.81 


1.87 


1.28 


1.88 


1.88 










PLACE10O6275 


7.22 


3.03 


3.50 


4.21 


3.01 


5.50 


3.90 


5.68 


5.68 










PLACE1 006277 


2.96 


1.17 


2.13 


3.73 


255 


262 


1.86 


2.11 


2.11 










PLACE1006288 


11.06 


5.08 


6.39 


7.42 


7.01 


7.05 


7.31 


9.33 


9.33 










PLACE1006290 


2.57 


0.88 


:».08 


1.76 


> 1.36 


2.22 


3.49 


3.56 


3.56 






• 


+ 


PLACE1006298 


4.8$ 


1.93 


2.02 


5.21 


' 5.25 


6.12 


2.74 


3.06 


3.06 










PLACE1006311 


0.92 


! 0.15 


0.41 


o.« 


! 0.31 


0.81 


2.11 


2.64 


Z64 








+ 


PLACE1006318 


4.74 


I 1.72 


2.33 


3.: 


> 4.07 


2.67 


3.29 


3.63 


3.63 










PLACE1006325 


9.2$ 


> 2.77 


3.97 


3.5: 


I 11.00 


5.12 


4.02 


5.45 


5.45 










PLACE1006331 


4.1 


2.50 


3.35 


6.: 


\ 7.84 


7.16 


3.59 


5.15 


5.15 


** 


+ 






PLACE1006335 


4.0' 


' 1.71 


1.37 


3.< 


I 2.75 


3.34 


2.92 


1.94 


1.94 










PLACE1006357 


1.1? 


) 0.25 


0.48 


o.6: 


J 0.90 


0.73 


0.68 


1.54 


L5< 


\ 








PLACE1006360 


5.4< 


> 2.85 


2.81 


3.8< 


* 5.35 


5.87 


2.18 


2.76 


Z7< 










PLACE1006364 


2.4< 


) 1.09 


1.52 


29< 


S 1.99 


3.19 


1.91 


2.29 


2.25 


) 








PLACE1006365 


0.4< 


? 0.34 


1.09 


1.1* 


? 1.22 


2.88 


0.94 


1.48 


1.41 


I 
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PLACE1006368 


8.01 


4.14 


3,31 


4.49 


6.87 


3.91 


2.14 


3,48 


3.48 










PLACE1006371 


3.39 


1.39 


1.67 


3.81 


5.96 


2.01 


3.24 


1.56 


1.56 










PLACE1006373 


3.53 


2.18 


2.19 


3.47 


4.18 


3.83 


2.92 


2.88 


2.88 










PLACE1006382 


0.97 


0.61 


1.44 


1.43 


2.65 


2.53 


1.94 


2.62 


2,62 










PLACE1006385 


4.48 


1.74 


2.64 


3.36 


3.37 


3.94 


3.78 


4.13 


4.13 










PLACE1006391 


2.37 


0.62 


1.55 


2.01 


1.29 


1.94 


1.72 


2.56 


2,56 










PLACE1006412 


4.8 


2.68 


3.85 


7.96 


8.66 


10.16 


7.60 


454 


4.54 


*• 


+ 






PLACE1006414 


1.25 


0.89 


0.94 


1.45 


2.86 


1.96 


0.92 


1.08 


1.08 










PLACE1006419 


17.56 


9.39 


8.08 


6.95 


7.32 


5.48 


8.27 


8.11 


8.11 










PLACE1006438 


8.55 


3.61 


3.22 


5.14 


6.25 


6.01 


5.43 


4.95 


4.95 










PLACE1006443 


13.27 


8.13 


8.94 


9.9 


11.09 


10.15 


9.09 


10.58 


10.58 










PLACE1006445 


4.37 


2.38 


3.95 


6.95 


9.30 


6.55 


3.68 


5.38 


5.38 




4 






PLACE1006447 


3.95 


1.73 


1.16 


4.37 


4.04 


4.18 


2.52 


2.55 


2.55 










PLACE1006466 


2.16 


1.21 


1.47 


2 


2.00 


2.12 


1.67 


2.19 


2.19 










PLACEI006469 


5.27 


2.73 


2.42 


5.93 


3.56 


4.11 


2.77 


4.56 


4.56 










PLACE 1006470 


5.43 


1.20 


2.14 


5.2 


5.53 


6.27 


4.08 


3.01 


3.01 










PLACE1006472 


11.56 


7.21 


5.05 


18.35 


19.64 


11.78 


13.72 


35.01 


15.01 


• 


4 


* 


4 


PLACE1006476 


5.69 


2.73 


2.21 


5.81 


8.49 


6.21 


4.48 


5.62 


5.62 










PLACE1006482 


2.17 


1.70 


2.74 


3.32 


3.51 


3.07 


2.54 


2.44 


2.44 


• 


4 






PLACE 1006438 


12.25 


5.32 


6.03 


9.43 


11.28 


10.04 


10.74 


9.34 


9.34 










PLACE1006492 


6.49 


3.62 


3.60 


9.32 


9.53 


11.55 


11.09 


11.09 


11.09 




+ 


• * 


4 


PLACE1006506 


4.02 


1.67 


1.46 


3.66 


1.98 


4.89 


2.21 


2.62 


2.62 










PLACE1006515 


1.42 


1.65 


2.04 


2.45 


1.89 


3.92 


0.81 


1.40 


1.4 










PLACE1006516 


2.44 


0.98 


I 1.54 


4.26 


3.82 


5.07 


3.64 


3.02 


3.02 




+ 


* 


4 


PLACE1006520 


3.63 


0.73 


1.91 


3.9 


6.61 


4.44 


1.81 


3.39 


3.39 










PLACE1006521 


6.56 


3.47 


2.11 


9.33 


11.45 


8.09 


6.98 


6.31 


6.31 


• 


4 






PLACE1006529 


8.21 


3.84 


3.76 


6.99 


8.95 


8.26 


5.00 


11.36 


11.36 










PLACE1006531 


4.94 


2.43 


2.89 


5.42 


4.81 


4.48 


4.13 


3.68 


3.68 










PLACE1006534 


5.02 


1.96 


2.25 


4.42 


4.01 


5.10 


4.71 


2.91 


2.91 










PLACE1006540 


7.85 


3.19 


3.56 


8.91 


8.99 


10.06 


5.53 


6.70 


6,7 


• 


4 






PLACE1006549 


6.58 


4.45 


4.11 


5.8 


5.03 


4.33 


3.92 


6.01 


6.01 










PLACE 1006550 


5.23 


2.28 


2.45 


4.69 


4.00 


3.88 


3.29 


3.49 


3.49 










PLACE 1006552 


6.12 


1.72 


2.67 


5.75 


4.74 


3.07 


2.71 


2.86 


2.86 










PLACE1006557 


5.34 


2.94 


3.14 


4.05 


3.81 


4.16 


3.41 


4.94 


4.94 










PLACE1006563 


9.2 


2.53 


5.98 


6.32 


8.19 


6.80 


4.10 


7.57 


7.57 










PLACE1006579 


2.63 


3.19 


1.62 


2.98 


3.80 


3.82 


2.66 


2.84 


Z84 


• 


4 






PLACE1006594 


2.07 


1.44 


0.90 


5.07 


5.06 


4,32 


1.36 


3.33 


3.33 


** 


4 






PLACE1006598 


1 1.81 


0.42 


0.76 


3.91 


2.22 


2.18 


1.31 


2.09 


2.09 










PLACE1006607 


3.34 


1.19 


1.08 


3.9 


3.89 


4.86 


2.07 


2.61 


2.61 


• 


4 






PLACE1006610 


8.31 


5.63 


5.00 


11.87 


9.53 


10.14 


8.32 


7.46 


7.46 




4 






PLACE1006615 


14.76 


9.42 


9.72 


14.75 


13.78 


11.87 


9.86 


12.58 


12.58 










PLACE10O6617 


3.05 


1.29 


1.68 


3.75 


3.86 


3.39 


2.76 


2.76 


2.76 


* 


4 






PLACE1006618 


6.92 


2.44 


3,52 


4.27 


4.86 


5.91 


4.69 


6.70 


6.7 










PLACE1 006626 


5.11 


2.06 


2.30 


4.94 


4.91 


4.81 


Z78 


5.05 


5.05 










PLACE1006629 


0.66 


0.42 


0.61 


1.08 


1.24 


1.75 


1.19 


2.37 


2.37 


* 


4 


* 


4 


PLACE1006637 


4.27 


1.61 


1.80 


4.69 


6.26 


5.06 


2.25 


2.76 


2.76 


* 


4 






PLACE 1006640 


0.61 


0.64 


0.44 


0.58 


J 0.66 


0.88 


0.53 


0.93 


0.93 










PLACE1 006644 


4.05 


2.79 


2.37 


3.98 


; 3.74 


4.39 


3.10 


4.40 


4.4 










PLACE 1006657 


2 


0.91 


0.90 


4.27 


' 3.82 


3.51 


2.62 


2.98 


2.98 


** 


4 


• 


4 


PLACE1006673 


4M 


2.75 


3.39 


6.61 


5.20 


7.30 


3.73 


3.71 


3.71 


• 


4 






PLACE1006678 


2.03 


0.79 


2.52 


1.93 


t 2.13 


1.51 


1.82 


3.83 


3.83 










PLAC El 006682 


12.6* 


6.71 


7.70 


9.11 


' 11.56 


9.08 


12.78 


10.93 


10.93 










PLACE1006684 


1 0.8! 


> 0.40 


0.58 


0.5] 


I 0.62 


0.80 


0.74 


0.98 


0.95 










PLACE1006698 


2.4S 


> 1.60 


2.01 


2.8: 


> 3.08 


3.05 


2.36 


3.97 


3.91 


r * 


4 






PLACE1006704 


2.61 


1.71 


2.74 


4.4: 


> 5.65 


7.34 


3.32 


3.83 


3.83 




4 


• 


4 


PLACE1006708 


5.73 


I 3.09 


2.56 


5.9- 


7 10.34 


7.12 


1.92 


5.99 


5.9S 


> 









635 



EP 1 130 094 A2 



Table 334 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



IPLACE1006711 



I PLACE1 006714 



IPLACE1006716 



IPLACE1006731 



[PLACE1006754 



I PLACE1 006760 



IPLACE1006779 



IPLACE1006782 



I PLACE1 006783 



IPLACE1006786 



1PLACE1006792 



1PLACE1006795 



1PLACE1 006800 



(PLACE1006805 



IPLACE1006809 



7.17 



3.92 



2.25 



2.78 



2.7 



3.' 



0.53 



3.05 



2.73 



2.68 



5.78 



0.68 



0.58 



1.33 



IPLACE1006815 



IPLACE1006819 



IPLACE1006820 



PLACE1006826 



I PLACE 1006829 



IPLACEl 006853 



PLACE100686O 



IPLACE1006867 



IPLACE1006875 



1 PLACE 1006878 



IPLACE1006883 



IPLACE1006898 



IPLACE1006901 



1PLACE10O69O4 



IPLACE1006917 



IPLACE1006932 



IPLACE100693S 



1PLACE1006956 



[PIACE1006958 



1PLACE1006959 



IPLACE1006961 



3.99 



2.42 



0.94 



2.48 I 3.66 



2.24 1 1.78 



1.27 I 1.41 



1.41 



l.H) 



1.40 I 1.42 



1.96 1 3.99 



0.60 ! 



0.34 



2.67 I 1.94 



1.09 I 1.46 



1.84 



3.42 



JLS2. 
3.75 



0.34 



0.21 



0.50 I 0-45 



0.93 1 2.03 



2.53 I 2.85 



2.62 1 2.14 



4.68 



5.96 



5.22, 



1.92, 



0.52 



3.61 



3.81 



2.74 



6.43 



2.65 



2.51 



2.19 



6.14 



2.14 



4.8 



3.3 



5.12 



IPLACE1006962 



1PLACE1006966 



1PLACE1006979 



1PLACE1006989 



IPLACE1007001 



IPLACE1007014 



IPLACE1007021 



IPLACE1007026 



IPLACE1007028 



6.24 



3.09 



3.67 



6.78 



0.46 0.6 2 
2.07 1 L78 



2.02 1 3.35 



3.72 I 3.02 



0.96 I 0.85 



0.28 



1.51 



0.19 

1.29 



2.86 I 3.2 0 
2.47 



2.03 



6.98 



5.56 



2.91 



2.51 



2.85 



17.24 



7.47 5.78 



4.95 



2.85 



3.81 



4.03 
3.00 



4.95 4.95 



4.91 



4.91 



2.05 



3.03 



4.59 4.59 



2.88 



1.89 



15.19 



1.36 0.57 



3.221 2.17 



2.191 2.99 



3.121 2.79 



8.621 10.09 



1.21 1.49 



1.01! 1.36 



1.991 1.23 



4.941 4.18 



3.14 



3.12 



3.70 



3.7 



2.31 



2.05 



2.80 



2.8 



18.35 



5.74 



7.75 



7.75 



1.21 



0.75 



1.01 



1.01 



3.97 



2.17 



3.27 



3.27 



2.41 



1.48 



1.96 



1.96 



4.30 



2.72 



2.69 



2.69 



8.98 



4.28 



5.86 



5.86 



1.27 



1.37 



1.67 



1.67 



1.09 



0.49 



1.98 



1.98 



2.62 



4.47 



8.37 



8.37 



4.26 



2.87 



3.81 



3.81 



3.21 3.02 



1.411 2.34 



6.121 5.69 



4.281 4.36 



4.21 5.82 



1.931 2.19 



0.7| 1.33 



3.021 3.99 



2.811 3.41 



2.64 



0.75 1 JP jSO 
0.97 



0.47 



1.14 



2.79 



3.06 



1.78 I 2.39 



0.74 I 0.92 



2.30 1 2.67 



0.68 1 0.97 



2.95 



3.14 



1.63 



_4j08 
2.08 



1.18 



0.97 



4.06 



4.54 



7.18 



1.97 



2.03 



3.59 



IPLACE1007038 



IPLACE1007040 



IPLACE1007045 



IPLACE1007048 



IPLACE1007053 



1PLACE1007068 



IPLACE1007070 



I PLACE 1007076 
|PLACE1007077 



IPLACE1007081 



IPLACE1007082 



9.6 



3.28 



2.23 



283.34 



5.82 



S.93 



1.79 



49.7 



2.93 



1.29 



8.76 



2.23 



3.58 



0.96 



0.23 



J.22. 
1.09 



4.71 



1.48 



3.28 



1.64 



0.95 



168.88 



1.54 



3.20 



1.14 



17.82 



1.23 



0.25 



4.12 



J.52 
_3.26 

■ill 
JX75 

2.53 



7.64 
Z20 
T52 
128.09 
2.58 



_Z64 

25.75 



J. 63 
0.75 



594 



2.441 3.93 



5.831 6.59 



1.141 1.52 



2.931 3.57 



Z39 



2.60 



2.42 



2.42 



1.11 



0.55 



1.74 



1.74 



5.61 



3.23 



3.27_ 



3.27 



3.41 



2.91 



3.64, 



3.64 



4.43 



2.98 



5.22 



5.22 



2.15 



1.79 



1.77 



1.77 



1.10 



0.18 



0.88 



0.88 



3.62 



1.66 



1.92 



1.92 



2.95 



2.46 



3.28 



3.28 



2.25 



1.87 



2.15 



2.15 



4.26 



4.67 



3.84 



3.84 



1.02 



0.75 



1.07 



1.07 



3.151 2.91 



4.321 4.29 



3.191 3.17 



1.511 0.93 



3.821 4.93 



1.151 233 



5.451 7.11 



8.871 11.45 



6.061 7.00 



1.851 1.83 



2.591 1.79 



5.851 5.19 



6.321 8.61 



4.661 5.59 



2.461 2.25 



2.471 2.67 



3.681 234 



12.571 9.19 



3.381 2.82 



6.731 6.04 



131.341214.44 



3.591 4.38 
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• 


*- 


• 




PLACE4000487 


Z64 


2.43 


131 


4.42 


5.20 


4.15 


3.23 


3.27 


3.27 




♦> 






PLACE4000489 


2.69 


2.22 


1.81 


2.33 


3.71 


4.57 


2.92 


1.40 


1.4 










PLACE4000494 


6.6 


3.79 


3.88 


6.95 


7.91 


8.87 


5.80 


5.92 


5.92 


* 








PLACE4000502 


21.16 


12.73 


11.94 


19.98 


23.69 


17.79 


12.36 


16.13 


16.13 










PLACE4000521 


6.7 


5.05 


4.78 


4.05 


6.11 


3.01 


4.55 


6.40 


6,4 










PLACE4000522 


4.91 


3.07 


3.08 


7.26 


9.24 


7.69 


9.03 


9.77 


9.77 


** 




mm 




PLACE4000537 


3.84 


2.38 


2.93 


3.81 


Z89 


3.42 


4.63 


4.21 


4.21 






* 


+ 


PLACE4000548 


2.58 


1.71 


3.60 


3.4 


Z67 


4.50 


1.35 


2.28 


2.28 










PLACE4O0O558 


0.39 


0.54 


0.56 


2.25 


2.45 


2.36 


1.46 


1.14 


1.14 


mm 


+ 


mm 


+ 


PLACE4O00581 


2.73 


1.45 


1.75 


4.5 


4.93 


4.59 


4.11 


3.03 


3.03 


mm 








PLACE4000590 


0.99 


1.06 


0.15 


1.04 


1.17 


1.32 


1.13 


0.97 


0.97 










PLACE4000593 


4.55 


1.55 


1.52 


5.49 


5.70 


3,50 


2.55 


3.08 


3.08 










PLACE4000612 


14.51 


9.28 


7.13 


10.09 


12.95 


7.67 


9.14 


12.79 


1Z79 










PLACE4000638 


3.93 


2.21 


3.37 


3.98 


5.06 


3.32 


3.69 


4.06 


4.06 










PLACE4O0O650 


1.03 


1,91 


1.53 


2.69 


2.70 


2.58 


3.71 


1.90 


1.9 


m 


+ 






PLACE4000651 


8.37 


7.37 


5.41 


16.13 


16.91 


20.29 


11.75 


11.67 


11.67 


mm 


+ 


mm 




PLACE4000654 


0.46 


0.63 


0.26 


1.79 


1.98 


0.98 


1.21 


0.58 


058 


m 


+ 






PLACE4O00670 


1.04 


0,70 


1.13 


2.04 


2.89 


1.47 


0.74 


0.43 


0.43 










PLACE4O00685 


23.26 


12.26 


10.49 


28.55 


27.61 


40.89 


20.42 


24.20 


24.2 


m 








PLACE4000687 


0.45 


0.07 


0.48 


0.48 


0.65 


1.00 


0.21 


0.78 


0.78 










PLACES 000003 


Z7 


1.36 


1.81 


2.51 


Z87 


Z69 


2.63 


1.48 


1.48 










PLACE5 000005 


2.1 


1.91 


0.92 


1.98 


1.29 


2.16 


2.69 


3.30 


3.3 






m 




PLACE5O00019 


1.64 


0.35 


0.54 


1.85 


0.86 


1.29 


Z04 


156 


156 










PLACE5000021 


0.69 


0.31 


0.38 


1.1 


1.33 


1.32 


0.87 


051 


0.51 


mm 








PLACE5O00022 


3.43 


2.14 


1.68 


2.67 


2.24 


2.05 


1.88 


2.93 


2.93 










PLACE5O00024 


4.4 


3.23 


1,21 


2.46 


4.37 


2.88 


251 


2.40 


2.4 










PLACE5000036 


3.16 


1.92 


0.93 


2.51 


3.73 


2.77 


158 


2.61 


2.61 










PLACE5 000059 


21.39 


11.50 


13.49 


18.98 


12.58 


17.80 


1552 


22.91 


22.91 










PLACE5000076 


1.04 


0.14 


0,59 


0.44 


1.09 


3.27 


1.13 


0.58 


058 










PLACE5000117 


i 6.61 


3.04 


3.55 


6.57 


7.00 


653 


6.39 


6.85 


6.85 










PLACE5000143 


6.9 


3.66 


5.74 


7.55 


3.91 


6.50 


6.13 


5.78 


5.78 










PLACE5000152 


1.01 


0.83 


0.51 


1.68 


1.63 


158 


1.45 


0.95 


0.95 


mm 


■+ 






PLACE5000154 


2.82 


2.00 


1.84 


2.88 


1.96 


2.91 


1.39 


2.76 


2.76 










PLACE5000155 


24.77 


17.51 


14.25 


20.28 


21.63 


23.82 


15.99 


20.71 


20.71 










PLACE5000165 


32.82 


17.87 


18.74 


27.86 


24.93 


2531 


22.84 


2Z39 


22.39 










SKNMC1000004 


6.53 


6.43 


3.51 


11.48 


11.51 


13.01 


5.92 


10.64 


10.64 


•* 


+ 






SKNMClOOOOl 1 


4.21 


2.51 


3.U© 


A TO 

4.72 


4.77 






2-oJ 


2,OJ 










SKNMC1000013 


2.24 


1.08 


1.20 


1.57 


0.87 


2.15 


1.79 


Z08 


2.08 


; 








SKNMC1000014 


2.7* 


2.14 


1.24 


4.71 


2.24 


437 


3.92 


1.88 


1.8* 










SKNMC1000018 


3.2 


2.08 


1.94 


2.72 


3.17 


4,77 


4.12 


2.92 


1 2.92 


■ 








SKNMC 1000020 


456 


> 2.73 


1.89 


3.6* 


1.77 


4.25 


2.81 


2.80 


2.f 


i 








SKNMC1000046 


2.2 


I 1.75 


1.00 


2.53 


\ 2.58 


2.02 


1.58 


2.04 


2.0^ 










SKNMC1000050 


Z32 


\ 0.87 


1.04 


1.5" 


' 3.28 


2.53 


3.94 


4.06 


4.(k 






mm 


+ 


SKNMC1000062 


23.1! 


> 15.32 


13.39 


21. 7i 


> 19.79 


22.30 


21.79 


25.10 


25J 


t 








SKNMC1O00075 


! 3.2: 


I 1.19 


1.16 


1.7! 


> 2.09 


2.04 


1.59 


1.71 


1.7] 


L 








SKNMC1000082 


5.2< 


1 2.03 


1.78 


3.1 


i 2.07 


2.24 


2.55 


1.68 


1.61 










SKNMC1000091 


10.1' 


7 5.98 


5.10 


6.8! 


i 6.21 


8.67 


4.99 


6.41 


6.4 
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10 



15 



20 



25 



30 



35 



40 



45 



50 



SKNM CI 000099 


4.27 


1.82 


4.32 


2.68 


2.85 


4.25 


4.90 


231 


2.31 










SKNMC1000104 


2.88 


1.34 


1.64 


2.26 


2.75 


3.25 


1.82 


2.06 


2.06 










SKNMC1000113 


2.91 


1.98 


1.70 


2.53 


3.12 


2.50 


2.17 


2.08 


2.08 










SKNMC1000119 


4.61 


2.84 


2.09 


3.6 


4.44 


4.19 


3.90 


335 


335 










SKNMC1000142 


2.86 


0.96 


0.73 


2.73 


1.96 


231 


239 


2.51 


2.51 










SKNMC1000170 


4.02 


1.58 


1.54 


3.23 


3.13 


3.75 


2.53 


3.66 


3.66 










SKNMC1000178 


5.92 


3.14 


3.92 


5.65 


4.47 


6.23 


4.68 


4.57 


4.57 










SKNMC1000194 


3.57 


2.37 


1.14 


2.02 


1.84 


1.46 


1.82 


1.68 


1.68 










SKNMC1000198 


4.86 


3.19 


3.66 


3.95 


Z35 


530 


3.50 


3.61 


3.61 










SKNMC1000225 


3.86 


1.48 


1.25 


3.04 


2.83 


3.41 


1.69 


130 


1.5 










SKNMC1000249 


2.6 


1.16 


0.14 


2.11 


0.98 


1.05 


0.97 


1.03 


1.03 










SPLEN 1000007 


3.1 


1.45 


1.01 


2.61 


2.77 


3.19 


1.50 


2.71 


2.71 










SPLEN1000012 


4.58 


1.70 


1.35 


3.53 


2.59 


2.41 


3.41 


4.25 


4,25 










SPLEN1000014 


6.11 


2.53 


3.00 


5.55 


7.51 


4.48 


3.02 


3.02 


3.02 










SPLEN 1000036 


2.67 


1.59 


1.60 


2.81 


3.21 


2.90 


330 


2.69 


2.69 










SPLEN1000059 


0.04 


0.28 


0.35 


0.37 


0.20 


0.93 


0.51 


0.65 


0.65 






* 


4 


SPLEN100006* 


2.47 


1.01 


1.48 


3.14 


3.20 


4.62 


4.16 


2.46 


2.46 


m 


+ 






SPLEN 1000072 


3.94 


2.95 


2.34 


4.26 


4.36 


3.28 


3.61 


3.41 


3.41 










SPLEN1000101 


41.57 


16.82 


24.85 


23.9 


21.81 


9.24 


15.06 


12.84 


12.84 










SPLEN1000108 


3.06 


1.50 


1.01 


2.01 


2.01 


131 


1.57 


2.16 


2.16 










SPLEN1000113 


435 


2.46 


2.67 


4.83 


2.55 


2.28 


3.11 


3.66 


3.66 










SPLEN1000114 


2.42 


2.37 


1.43 


3.43 


2.78 


236 


2.74 


3.97 


3.97 






* 


+ 


SPLEN 1000132 


4.91 


2.27 


3.07 


3.65 


233 


4.08 


4.07 


4.65 


4.65 










SPLEN1000135 


4.83 


1.59 


3.15 


4.45 


238 


2.83 


5.59 


5.94 


5.94 






* 




SPLEN1000136 


4.48 


3.01 


2.79 


7.59 


5.71 


8.15 


9.03 


12.90 


12.9 


* 


+ 


• ft 


+ 


SPLEN1000141 


2.18 


1.15 


1.72 


Z22 


2.60 


2.27 


235 


1.59 


1.59 










SPLEN 1000164 


4.46 


1.47 i 


1.76 


5.13 


433 


4.86 


3.29 


538 


5.58 










SPLEN1000166 


2.49 


0.67 


1.05 


2,36 


3.89 


2.42 


Z08 


3.68 


3.68 










SPLEN 1000175 


5.45 


3.05 


4.54 


4.81 


4.46 


4.23 


332 


5.47 


5.47 










SPLEN 1000182 


2.6 


0.65 


0.61 


1.52 


1.41 


2.22 


131 


1.69 


1.69 










SPLEN 1000185 


3.66 


1.87 


1.77 


5.3 


4.71 


435 


5.29 


7.02 


7.02 


* 








THYMU1 000004 


14.86 


7.77 


9.02 


24.57 


18.18 


21.23 


10.89 


18.76 


18.76 










THYMIJ 10OOOO9 

A Mm k\ atM K/ A WWV^r 


8.45 


5.32 


5.87 


7.04 


5.33 


4.60 


633 


5.23 


5.23 










THYMU 1000015 

A Mm M ATM %J A Wvv A *J 


26.6 


19.78 


21.97 


16.29 


13.38 


16.01 


9.72 


8.42 


8.42 


* 




• ft 




THYMU 1000016 


8.26 


4.04 


3.89 


15.26 


18.83 


11.55 


939 


7.02 


7.02 










THYMU1000023 


3.89 


134 


1.23 


2.77 


2.08 


3.06 


239 


239 


239 










THYMU1000034 


2.61 


1.47 


0.66 


2.74 


1.63 


1.39 


131 


3.64 


3.64 










THYMU1000035 


1.07 


0.61 


0.61 


0.44 


0.64 


0.76 


1.85 


Z01 


Z01 






mm 


4 • 


THYMU1000037 


1 1.82 


1.82 


1.19 


2.22 


235 


0.98 


2.22 


2.11 


2.11 










THYMU1000042 


10.49 


6.31 


8.55 


6.35 


4.98 


6.18 


8.88 


536 


536 










THYMU10O0O47 


! 4.11 


2.46 


3.11 


10.3 


9.57 


31.11 


4.37 


4.74 


4.74 


«• 


+ 


• 


4 


THYMU 1000080 


3.32 


3.11 


1.09 


3.11 


4.52 


4.74 


2.28 


1.83 


1.83 










THYMU1000094 


32.63 


25.01 


18.12 


54.59 


42.21 


15.66 


23.80 


19.03 


19.03 










THYMU1000109 


8.44 


4.34 


3.79 


6.74 


8.15 


5.93 


7.23 


6.42 


6.42 










THYMU1000127 


6.78 


3.40 


3.18 


8.92 


8.62 


7.88 


6.21 


6.83 


6.83 


* 


+ 






THYMU1000130 


4.13 


1.20 


1.02 


4.32 


4.36 


332 


2.41 


3.21 


3.21 










THYMU1000137 


4.62 


2.65 


2.71 


3.35 


> 5.77 


3.60 


4.29 


4.56 


4.56 










THYMU1000146 


4.71 


3.58 


4.49 


7.3 


t 4.71 


630 


5.63 


4.56 


436 










THYMU1 000159 


26.83 


22.19 


24.81 


10.3' 


' 8.83 


13.56 


14.02 


11.77 


11.7" 


mm 




mm 




THYMU1 000163 


6.9S 


> 6.16 


7.74 


93$ 


) 10.76 


10.43 


5.92 


8.13 


8.13 


mm 








THYMU1000167 


2.3-4 


\ 1.29 


1.70 


2.92 


J 3.51 


2.43 


1.61 


1.52 


1.52 


> 








THYMU1000186 


5.0' 


' 2.17 


2.10 


3.i; 


I 3.14 


2.53 


2.77 


2.94 


2.94 


\ 








THYRO 1000017 


5.55 


I 2.12 


2.08 


4.9: 


t 6.19 


6.15 


438 


334 


33^ 


I 








THYRO 1000026 


3.5* 


I 2.32 


1.61 


2.8: 


* 7.78 


2.86 


6.59 


2.67 


2.6' 


r 








THYRO1000034 


3.1' 


7 3.08 


1.76 


3.9T 


J 4.73 


4.25 


3.60 


4.07 


4.0- 


f • 


4 






THYRO1000035 


2.41 


0.66 


0.72 


1.5: 


5 1.40 


2.82 


0.67 


232 


23: 


1 
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THYROl 000036 


1.47 


2.88 


1.52 


4.59 


3.60 


4.55 


3.37 


2.09 


2.09^ 


• 








THVROl 000040 


3.94 


3.60 


4.34 


8.08 


4.14 


6.42 


4.83 


5.15 


I 5.15 






• 




THYRO1000061 


5.94 


3.66 


2.97 


4.84 


6.31 


5.19 


4.68 


3.52 


3.52 










THYRO1000067 


15.2 


9.77 


9.78 


10.78 


13.27 


13.10 


11.70 


12.59 


12.59 










THYRO100007D 


6 


3.76 


5.68 


6.21 


9.32 


7.75 


5.43 


6.34 


6.34 










THYRO1000072 


2.94 


1.82 


1.84 


5.83 


8.39 


3.32 


2.14 


2.54 


7 S4 










THYRO1000084 


4.5 


1.85 


2.58 


3.76 


4.67 


3.19 




A\. ID 


7 1A 
Z.JO 










THYRO1000085 


10.88 


13.54 


13.23 


14.79 


17.02 


16.91 


12.99 


15.14 


IS 14 










THYRO1000086 


0.12 


1.27 


1.00 


1.39 


0.92 


1 17 


n ai 

U.Dl 


1 1A 

1.1U 


1 t 
1.1 










THYROl 000087 


0.56 


0.67 


0.91 




1 00 


n os 


1 47 


n ci 

U.51 


A C1 

U.51 










THYRO1000092 


6 


2.56 


1.98 


8.27 


O.JO 


7 47 


1 4ft 

j.**o 


1 AK. 
3.43 


1 AC 

3.45 










THYRO1000093 


1.44 


1.12 


0.93 


2.32 


0 88 


7 11 


1 71 


1 41 
1.4 J 


1.43 










THYROl 000099 


5.17 


1.21 


1J0 


4.31 


3.36 


S *K 


7 17 


1 1A 

j. jO 


1 1 
3.3 










THYROl 000107 


2.2 


0.53 


1.13 


1 SO 

OZ 


7 Rft 


4 70 


7 1 C 

Z.15 


2.47 


2.47 










THYRO1000111 


1.83 


0.33 


0.78 


7 11 


1 1Q 


1 fiA 


l.oo 


1 CO 

1 .Jo 


1 CO 

1.58 




+ 






THYRO1000121 


3.44 


1.10 


1 01 


1 A7 


1 AA 


A. <7 
D.52 


^ IO 


1.76 


1.76 










THYRO1000124 


2.37 


0.51 


0.78 


1 OA 


7 SI 


7 *1« 


U.o9 


1.60 


1.6 








THYROl 0001 29 


3.3 


0.82 




1 7A 


1 S7 




n 4A 


1.U2 


1.02 










THYRO1000130 


3.62 


2.11 


7 4Q 


S 04 


1 A At 


5.75 


7.54 


2.92. 


2.92 










THYRO1000132 


8.41 


1.76 


1 74 


4 4C 


O.Ol 


7 fll 


2.o7 


3.11 


3.11 










THYROl 000134 


3.55 


1.81 


7 OS 


A A4 


/! A7 


A Af\ 


1 CO 

m 3.58. 


4.01 


4.01 










THYROl 0001 44 


13.82 


< i« 
j.->o 


1 04 


ft m 
o.Ui 


7 AA 


7 CW 


4.U7 


4.00 


4 










THYROl OOfll S S 


7 S 

z.j 


U.J J 


U.5o 


1.49 


1.11 


0.97 


0.55 


1.08 


1.08 










THYROl 0001 5& 


1 ftQ 


i 44 
1.44 


n ft7 


7 *1 

z.61 


2.67 


3.19 


1.97 


1.97 


1.97 




+ 






THYROlOOOlAi 

A Km A XV V/ A \7\nj A1J+J 


1 Oft 

J.70 


i 47 
1.4 / 


J. 15 


O 1 

9.1 


7.23 


11.51 


7.86 


4.19 


4.19 




4 






THYROl 0001 73 

* AM A. XK \S A \nnJM / j 1 


1 9 

Z.7 


7 77 
Z. /Z 


J.Oo 


A AA 

4.44 


4.Z7 


4.08 


1.67 


3.61 


3.61 










THTVH oi noni Jtf 

A Am A Al^lVUUlOO 


O 1 




VI 7A 
4.ZU 


10.2 


15^51 


9,61 


7.74 


7.44 


7.44 










1 n I Iy\J RVUVlo f 


s ai 


7 ai 


1 7A 

3.2U 


6.21 


7.01 


6.32 


5.05 


3.18 


3.18 










i n ■ auiuuuitU 


z.ey 


1.46 


2.17 


5.4 


4.76 


5.31 


4.40 


2.66 


2.66 


** 








TV1 VII C\ 1 AAA1 AX 


ft (V) 


u.oU 


1.33 


2.19 


1.72 


1.35 


0.94 


1.18 


1.18 










tu YD OI 07 


J.Jo 


7 n 

2.33 


2.51 


5.88 


3.71 


6.16 


4.77 


4.51 


4.51 


• 


+ 


• * 






3.U3 


1 AO 

3.48 


1.85 


Z3 


1.87 


3.05 


239 


2.56 


236 










in* i\V/ivwaI/o 


14 ^7 
J4.0Z 


< << 


4.65 


11.65 


9.64 


12.12 


6.54 


6.11 


6.11 












^ ni 

J.XJX 


1 OA 
J.VU 


7 ft< 


5.6 


6.77 


734 


2.67 


3.86 


3.86 




+ 






TWVWm f|AA777 
in i auxuuvm* 


7 71 


7 7y< 

Z.Z4 


J. 94 


3.18 


4.68 


4.24 


4.78 


2.83 


2.83 










TMYROl 0002 M 


1 77 




A Oi 

u.yj 


< SLA 


A AQ 

4.49 


4.50 


3.42 


4.40 


4.4 












1 7A 


1 SA 


7 OO 


J.^y 


< 7ft 

5.7o 


•7 1C 

7.35 


4.01 


435 


435 




+ 






TH YRO 1 000242 


6.01 


7 4Q 


7 ftl 


ft 74 
o. /4 


in 47 


< CO 

5.5o 


3.38 


6.54 


634 








THYRO1000246 


2.49 


fl 94 


1 11 

J. J-J 


7 44 


7 


7 77 


/ill 

4. 13 


4.49 


4.49 










THYRO1000253 


3.03 


2.39 


2.12 


4 


1 ^A 




7 K 


1 7"7 
O.LI 


1 IT 

3.27 










THYROl 000270 


0.85 


0.93 


0.64 






n oft 


fl « 
U.5D 


0.45 


0.45 










THYRO1000279 


2.19 


0.22 


0.27 


0.43 


1.67 


1 01 


n 4A 


fl 4A 


ft AH 










THYRO1000285 


6.19 


3.69 


1.88 


4.45 


4.41 


6.07 


ft Q7 


4 ftl 


4 ftl 
4.03 










THYROl 000288 


7.58 


2.67 


2.64 


4.38 


5.78 


3.82 


4 Al 


A 7S 


A 7< 










THYRO1000296 


3.95 


2.07 


1.83 


3.07 


4.49 


3.23 


1 Aft 


1 S4 
J.5*t 


1 C4 
3.54 










THYROl 000320 


4.13 


0.95 


0.96 


3.75 


3.95 


6.99 


3.33 


5.20 


5.2 










THYRO1000322 


38.05 


21.86 


30.50 


21.36 


20.13 


23.75 


18.89 


19.42 


19.42 










THYRO100G327 


1.02 


0.47 , 


0.74 


3.44 


1.87 


3.51 


2.40 


2.03 


2.03 


* 






+ 


THYRO1000343 


3.18 


0.96 


1.50 


2.27 


1.34 


2.27 


1.96 


1.19 


1.19 










THYRO1000345 


4.6 


2.12 


2.05 


3.98 


5.40 


3.79 


133 


1.91 


1.91 










THYRO10003S8 


7,71 


5.28 


3.61 


7.26 


4.42 


4.45 


5.44 


7.71 


7,71 










THYRO1000368 


11.25 


3.81 


3.69 


7.91 


6.70 


6.11 


5.37 


4.82 


4.82 










THYROl 000375 


6.52 


5.33 


3.32 


11.74 


11.72 


9.07 


7.23 


1334 


13.34 


* 


+ 


* 


♦ 


THYRO1000381 


1.08 


0.73 


0.85 


2.03 


1.76 


1.73 


1.91 


1.07 


1.07 


** 








THYRO1000387 


2.85 


2.46 


2.45 


4.71 


4.58 


5.18 


3.81 


2.92 


2.92 


** 








THYRO1000394 


\ 3.11 


2.36 


2.61 


4.86 


4.51 


5.33 


6.21 


6.15 


6.15 


** 


•f 
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THYRO1000395 


4.25 


2.93 


1.91 


4.03 


3.11 


3.93 


4.17 


2.18 


2.18 






THYRO1000400 


4.41 


1.20 


1.12 


2.44 


2.11 


3.30 


1.51 


2.67 


2.67 






THYRO1000401 


5.78 


2.72 


2.22 


4.86 


5.69 


4.69 


3.46 


3.98 


3.98 






THYRO1000407 


Z85 


1.30 


0.87 


2.33 


1.72 


1.87 


2.55 


3.06 


3.06 






THYRO1000420 


6.84 


3.72 


3.92 


6.3 


4.99 


6.57 


4.27 


4.92 


4.92 






THYRO 1000438 


3.47 


2.61 


5.10 


3.55 


4.73 


5.14 


3.74 


2.32 


2.32 






THYRO1000452 


3.79 


2.27 


3.32 


4.32 


3.39 


3.80 


3.50 


2.68 


2.68 






THYRO1000455 


0.86 


0.19 


0.08 


0.98 


0.97 


1.02 


0.43 


0.69 


0.69 






THYRO1000471 


3.13 


0.99 


1.71 


4.82 


2.11 


3.45 


2.03 


2.21 


2.21 






THYRO1000481 


3.05 


2.09 


1.78 


2.49 


2.59 


3.24 


2.75 


3.65 


3.65 






THYRO 1000484 


7.3 


2.87 


2.29 


10.67 


15.51 


6.38 


4.46 


3.81 


3.81 






THYRO1000488 


1.1 


0.92 


1.15 


1.45 


1.81 


1.35 


2.24 


2.38 


2.38 




** + 


THYROI000501 


2.42 


1.63 


1.50 


2.59 


2.38 


2.19 


2.65 


3.01 


3.01 




• 4 


THYRO1000502 


1.72 


1.26 


1.14 


1.06 


1.74 


2.09 


1.25 


1.88 


1.88 






THYRO1000505 


1.86 


1.15 


0.80 


1 


1.66 


1.13 


1.93 


1.49 


1,49 






THYRO1000535 


3.34 


1.94 


2.04 


4.99 


3.71 


3.63 


10.07 


9.11 


9.11 






THYRO1000556 


3.48 


3.02 


2.08 


3.02 


2.21 


3.79 


3.38 


3.27 


3.27 






THYRO1000558 


2.31 


1.23 


1.10 


1.93 


1.95 


2.49 


2.30 


1.39 


1.39 






THYRO1000569 


37.42 


23.06 


26.88 


28.52 


31.17 


30.05 


27,41 


43.25 


43.25 






THYRO1000570 


3.86 


2.04 


1.70 


Z58 


2.40 


4.33 


Z86 


3.78 


3.78 






THYRO1000572 


2.15 


0.94 


1.24 


2.2 


1.78 


1.73 


2.48 


3.26 


3.26 




• + 


THYRO1000573 


2.15 


0.40 


1.11 


1.23 


2.42 


1.75 


1.79 


2.04 


Z04 






THYRO1000577 


1.28 


1.14 


0.64 


1.15 


1.13 


1.55 


1.85 


1.41 


1.41 






THYRO1000580 


5.42 


3.17 


3.10 


6.46 


6.34 


9.14 


4.00 


4.26 


4.26 


* + 




THYRO1000584 


2.72 


2.07 


1.38 


2.78 


3.98 


3.94 


2.67 


3.22 


3.22 






THYRO1000S85 


2.25 


1.51 


1.61 


5.52 


5.02 


4.69 


3.92 


4.40 


4.4 


•* + 


*♦ + 


THYRO 1000596 


0.84 


0.25 


0.33 


0.85 


1.98 


1.44 


1.19 


1.17 


1.17 




* 4 


THYRO1000602 


5.45 


3.58 


2.07 


8.38 


7.15 


5.61 


4.80 


5.98 


5.98 






THYROl 000605 


3.06 


1.73 


1.76 


2.38 


1.83 


1.39 


2.18 


2.05 


2.05 






THYRO1000615 


1.88 


0.80 


0.63 


1.19 


1.72 


1.17 


1.04 


2.25 


2.25 






THYRO1000625 


3.03 


2.54 


i 1.58 


4.59 


3.95 


5.93 


3.48 


4.60 


4.6 


♦ 4 


* + 


THYRO1000636 


2.66 


2.57 


1 2.75 


6.51 


3.94 


8.33 


4.69 


4.10 


4.1 


* 4 


•* 4 


THYRO1000637 


1.23 


0.82 


1 0.65 


1.88 


1.42 


1.92 


2.10 


1.39 


1.39 


4 




THYRO1000641 


1.4 


0.60 


! 1.08 


0.89 


1.31 


1.56 


1.11 


0.84 


0.84 






THYRO1000657 


3.65 


3.07 


i 3.41 


3.91 


3.79 


3.12 


1.96 


2.62 


2.62 




• 


THYRO100065S 


7.81 


3.42 


3.03 


11.25 


11.55 


11.93 


5.08 


5.90 


5.9 






THYRO1000662 


2.88 


1.16 


0.83 


1 2.17 


1.76 


1.90 


1.97 


1.81 


1.81 






THYRO1000666 


2.42 


0.88 


1.16 


3.25 


2.79 


4.33 


1.98 


2.43 


Z43 


* H 


h 


THYRO1000676 


2.32 


1.10 


0.52 


2.88 


3.21 


3.68 


3.68 


2.15 


2.15 


* H 




THYRO1000678 


-0.O9 


0.33 


0.95 


0.54 


0.74 


1.28 


1.19 


2.92 


2.92 




* + 


THYRO1000684 


1.03 


2.45 


1.63 


3.34 


3.15 


3.52 


4.80 


2.39 


Z39 


* 




THYRO1000694 


2.71 


3.51 


4.23 


| 5.53 


5.34 


4.52 


4.35 


3.80 


3.8 


* 


► 


THYRO1000699 


15.82 


15.18 


11.44 


15.15 


15.90 


16.09 


15.44 


10.86 


10.86 






THYRO1000712 


3.39 


2.96 


2.14 


8.58 


5.42 


7.84 


3.11 


4.20 


4.2 


* * 


4 


THYRO1000715 


1 4.02 


2.34 


2.31 


2.8* 


4.26 


2.85 


3.39 


Z68 


2.68 






THYRO1000716 


2.32 


. 0.65 


1.04 


2.91 


f 4.44 


2.89 


2.03 


1.56 


i.5e 


> * 


4 r 


THYRO1000717 


2.U 


> 0.84 


1.30 


4.23 


* 5.94 


4.84 


1.47 


3.93 


3.93 




4 


THYRO1000723 


0.8^ 


I 0.47 


0.25 


0.7( 


> 1.49 


1.41 


0.88 


0.44 


0.* 


i" ! 




THYRO1000734 


0.7* 


* 0.54 


0.33 


1.3< 


5 1.43 


0.84 


0.50 


0.83 


0.£ 




4 


THYRO1000748 


0.5< 


) 2.46 


1.89 


4.51 


L 7.18 


3.35 


2.76 


2.25 


2.2i 






THYRO1000755 


6.8< 


* 4.25 


3.30 


14.* 


I 19.03 


9.44 


6.39 


7.81 


7.8 


i * 


4- 


THYRO1000756 


3.4' 


t 1.39 


1.44 


2.12 


I 2.71 


3.18 


1.98 


2.77 


2.7 


7 




THYRO1O00776 


1.3 


I 1.08 


1.00 


2.4 


L 2.21 


1.88 


2.52 


1.74 


1.7 


X *• 


+ * 4 


THYRO 1000777 


2.8- 


4 1.43 


1.39 


4.0. 


5 2.36 


3.89 


2.12 


2.28 


ZZ 


8 




THYRO1000779 


0.6 


7 0.56 


0.16 


1.0 


5 0.79 


0.60 


0.44 


0.25 


0.2 


5 




THYRO1000782 


3.1 


7 1.32 


2.4 


4.6- 


4 3.68 


4.39 


4.70 


5.63 


5.6 


3 * 


4**4 
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THYRO 1000783 


1.63 


0.89 


1.30 


3.1 


2.26 


133 


1.80 


1.30 


1.3 










THYRO 1000786 


4.89 


2.61 


2.30 


6.28 


3.05 


5.87 


4.15 


4.10 


4.1 










THYR 01000787 ! 


10.6 


5.80 


4.42 


7.07 


6.40 


5.00 


7.52 


6.30 


6.3 










THYRO1000792 


6.58 


1.87 


1.67 


2.34 


3.23 


1.91 


2.22 


2.34 


2.34 










THYRO1000793 


2.04 


0.81 


0.90 


2.24 


3.46 


2.95 


1.63 


1.90 


1.9 




+ 






THYRO1000795 


2.76 


1.16 


1.46 


2.99 


2.52 


3.49 


2.58 


3.17 


3.17 










THYRO1000796 


2.38 


0.64 


1.44 


4.8 


3.84 


4.16 


2.52 


2.59 


2.59 




+ 






THYROl 000798 


3.16 


1.83 


2.57 


4.6 


3.74 


3.94 


2.76 


3.06 


3.06 


♦ 


+ 






THYRO1000800 


7.44 


4.89 


4.90 


15.05 


11.25 


16.69 


6.56 


6.96 


6.96 


** 


+ 






THYRO1000805 


0.7 


1.04 


0.84 


1.39 


1.41 


1.19 


3.16 


1.27 


1.27 




+ 


* 




THYRO1000815 


7 


4.02 


3.01 


10.69 


12.71 


10.92 


7.46 


5.49 


5.49 




+ 






THYRO1000829 


4.85 


1.50 


0.99 


3.49 


4.27 


2.08 


2.62 


2.36 


2.36 










THYRO1000835 


2.11 


1.21 


1.15 


2.86 


3.23 


3.63 


230 


4.32 


4.32 


• 




* 


+ 


THYROl 000843 


5.05 


2.38 


2.97 


4.77 


5.02 


6.46 


4.36 


3.37 


3.37 










THYROl 000846 


231 


1.06 


0.98 


2.34 


1.74 


1.56 


2.17 


1.43 


1.43 










THYRO1000852 


2.42 


0.77 


2.13 


2.03 


3.40 


2.69 


3.08 


3.10 


3.1 










THYRO1000855 


4.5 


4.43 


3.85 


5.88 


4.56 


7.12 


5.76 


3.18 


3.18 










THYRO1000865 


3.16 


2.10 


3.34 


4.86 


6.09 


6.43 


5.14 


2.65 


2.65 




+ 






THYRO1000866 


11.62 


9.40 


6.30 


9.67 


9.65 


5.08 


11.39 


9.54 


9.54 










THYRO1000881 


36.03 


38.32 


15.54 


24.61 


23.19 


29.23 


22.14 


28.98 


28.98 










THYRO1000894 


3.99 


1.72 


1.92 


2.01 


2,07 


2.23 


2.83 


2.03 


2.03 










THYROl 000895 


2.03 


0.86 


1.43 


1.55 


2.22 


2.83 


1.11 


1.40 


1.4 










THYRO1000916 


3.35 


1.86 


1.68 


6.43 


4.60 


5.32 


3.15 


2.84 


2.84 


• 








THYRO1000917 


19.78 


13.58 


15.27 


18.14 


13.63 


19.91 


15.55 


24.10 


24.1 










THYROl 000926 


3.79 


1.84 


2.71 


4.53 


2.38 


2.98 


3.39 


2.18 


2.18 










THYRO1000934 


0.9 


1.09 


0.59 


2.64 


2.45 


2.04 


2.64 


2.12 


2.12 


** 


+ 


** 




THYROl 000951 


4.53 


2.89 


1.88 


3.09 


4.97 


2.59 


3.91 


3.92 


3.92 










THYRO1000952 1 


3.27 


1.18 


1.32 


2.44 


2.17 


2.23 


1.41 


2,31 


2.31 










THYROl 000956 


2.11 


1.50 


1.47 


2.05 


2.05 


1.60 


2.11 


2.25 


2.25 










THYRO1000960 


5.02 


0.63 


1.57 


3.83 


4.64 


3.41 


3.77 


4.16 


4.16 










THYRO1000961 


1.21 


1.05 


0.73 


2.4 


1.40 


1.52 


2.97 


2.62 


2.62 






*• 




THYRO1000964 


2.36 


2.00 


1.45 


3.05 


2.41 


3.11 


3.20 


2.63 


2.63 










THYROl 000971 


6.39 


3.74 


2.87 


7.64 


6.60 


7.93 


4.97 


5.58 


5.58 










THYROl 000974 


8.5 


6.07 


6.15 


9.83 


9.20 


11.43 


9.21 


8.90 


8.9 


• 


+ 






THYROl 000975 


6.08 


2.45 


2.54 


7.25 


6.73 


7.67 


5.66 


3.65 


3.65 


• 








THYRO1000983 


6.75 


2.78 


2.84 


5.03 


3.45 


3.63 


5.16 


7.50 


7.5 










THYROl 000984 


4.73 


2.02 


2.56 


6.84 


6.78 


4.19 


3.85 


4.94 


4.94 










THYRO1000988 


5.73 


4.61 


2.66 


9.09 


5.83 


6.82 


5.38 


4.73 


4.73 










THYRO1000991 


5.53 


2.99 


3.68 


7.73 


4.24 


7.53 


5.28 


4.92 


4.92 










THYRO1000999 


1.49 


2.18 


1.52 


3.22 


3,15 


4.39 


2.64 


2.87 


2.87 




+ 


* 




THYRO1001003 


3.32 


1.87 


1.67 


2.91 


2.45 


1.95 


2.38 


1.98 


1.98 










THYRO1001015 


6.07 


3.22 


4.17 


6.03 


3.39 


4.75 


4.51 


4.29 


4.29 










THYRO1001016 


5.47 


1.00 


0.49 


0.81 


2.15 


1.07 


3.41 


1.14 


1.14 










THYRO1001022 


4.57 


1.75 


1.46 


2.49 


2.37 


2.27 


3.16 


2.69 


2.69 










THYRO1001031 


; 7 


3.67 


3.54 


7.94 


8.10 


9.10 


7.42 


6.69 


6.69 


• 








THYRO1001033 


2.8 


0.57 


1.23 


2.39 


2.37 


1.06 


1.41 


2.32 


\ 2.32 










THYRO1001062 


3.82 


2.25 


- 2.08 


5.76 


5.14 


5.15 


3.45 


3.99 


3.99 


• 








THYRO 1001063 


Z69 


1.60 


1 2.09 


4.12 


3.33 


4.17 


2.95 


231 


2.51 


• 


+ 






THYRO1001071 


0.69 


1.53 


1 1.22 


0.98 


1.08 


0.43 


1.16 


1.21 


1.21 










THYRO1001080 


5.05 


2.34 


1 2.74 


5.3 


3.96 


5.08 


3.55 


4.04 


4.04 










THYRO1001093 


3.71 


2.05 


1 1.76 


6.8 


6.51 


4.95 


3.07 


3.82 


3.82 


• 


+ 






THYRO1001100 


2.75 


1.59 


1.28 


2.23 


2.44 


2.67 


1.71 


3.71 


3.71 










THYROl 001 102 


4.5* 


2.46 


2.61 


2.98 


3.38 


2.67 


4.62 


4.11 


4.11 










THYRO1001104 


7.2* 


6.54 


1 6.58 


7.94 


7.41 


6.48 


4.57 


5.35 


5.35 






*• 




THYRO 1001 109 


2.63 


2.02 


1.30 


2.32 


2.09 


1.60 


2.52 


1.80 


1.8 










THYRO1001113 


1.0! 


; o.7i 


0.52 


0.95 


1.64 


0.74 


2.24 


3.05 


3.05 






** 


+ 
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THYROl 001 121 


A £.0 

4.68 


3.13 


2.03 


5.64 


A AT 




2.7U 


A ft< 
4. ID 


A flC 






THYRO 1001 128 


6.11 


5.32 


3.34 


12.06 


12.42 


in ci 

10.51 


C 1/L 


o.jy 


£ 1ft 4 

0.3 y 


4 
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1.92 


1.74 


1.49 


1.64 


2.77 


1.35 


1.35 










Y79AA1 002482 


13.92 


8.55 


11.10 


23.82 


23.90 


29.62 


10.40 


14.99 


14.99 










Y79AA1002487 


1.72 
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Table 366 

Expression of each cDNA in synovial cells or in the synovial cells in the presence of TNF 
5 (This table also contains clones without description in Examples) 

In the table, Synoviocyte and SynoviocyteJTNF represent synovial cells and TNF-treated 
synovial cells, respectively. The assay was performed in triplicate (n=3), and each result is 
shown in the column of exp.l, exp.2, or exp.3. ]n addition, 4t t-test vs TNF' represents a result of 
test for significance of difference between the untreated synovial cells and the TNF-treated 
10 synovial cells. The increase and decrease in the expression level of a particular gene in response 
to TNF are represented by + and respectively. The results of test for significance of difference 
are shown in the columns of *:p<0.05 and **:p<0.01. 

is Clone Synoviocyte SynoviocuteJINF t test Inc. 

vs and 

exp.l exp.2 exp.3 exp.l exp.2 exp.3 TNF Dec. 



GAPDH(Crl) 0.4 0.8 0.89 0.9 1 1.15 
Pactin(Cr2) 385.94 262.23 582.98 443.28 422.61 573.47 
ADRGL1000005 2.72 2.97 4.46 7.27 7.45 3.51 
ADRGL1000007 4.36 5.19 9.58 20.78 19.59 18.29 ** + 
ADRGL1 000009 0.99 1.25 1.64 2.16 4.08 2.02 
ADRGL 100001 1 1.98 3.56 5.24 22.22 23.49 19.81 ** + 
ADRGL1000027 0.79 1.22 1.66 2.82 4.99 1.9 
ADRGL1000058 4.12 7.08 26.9 62.55 67.32 49.15 ** + 
ADRGL1000069 1.91 1.68 2.47 14.19 14.54 13.74 ** + 
ADRGL1000077 1.98 2 2.54 5.5 2.9 4.16 
ADRGL1000092 2.99 4.79 12.53 21.46 22.09 26.19 ** + 
ADRGL1000099 2.77 4.79 12.85 23.61 24.02 25.56 ** + 
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ADRGL1000136 20.49 27.18 31.85 62.44 40.69 48.29 * + 
ADRGL1000147 2.09 2.58 5.47 5.69 7.52 3.85 
ADRGL1000159 1.51 1.77 3.07 3.4 4.71 2.59 

5 ADRGL1000160 2.42 4.34 6.89 8.08 7.24 7.06 

ADRGL1000171 0.95 1.11 1.64 1.89 2.69 1.87 
ADRGL1000181 0.64 1.37 1.74 3.99 4.27 3.89 ** + 
BGGI11000015 2.13 3.89 5.02 10.49 11.35 9.14 ** + 
BGGI1 1000016 27.77 35.71 52.17 57.18 48.51 63.57 

10 BGGI1 1000017 1.29 3.19 3.14 3.24 3.65 2.34 

BGGI1 1000022 4.72 4.45 6.75 10.71 5.56 8.27 
BGGI1 1000031 4.47 6.58 8.77 14.79 11.63 10.04 * + 
BGGI1 1000042 9.55 11.29 20.54 23.39 18.75 20.23 
BGGI1 1000046 8.56 9.77 17.04 34.24 30.76 25.79 ** + 
BNGH41000020 246.16 211.77 380.83 658.32 647.37 559.16 ** + 
BNGH41000025 4.31 3.12 6.92 11.4 13.1 15.01 ** + 
BNGH41000026 2.71 4.77 7.53 4.45 7.17 6.23 
BNGH41000027 11.52 13.5 12.69 20.62 12.48 24.91 

20 BNGH41000035 23.02 25.91 36.46 51.05 31.83 41.67 

BNGH41000037 2.7 5.21 6.72 12.95 8.98 8.59 * + 
BNGH41000042 14.55 16.06 22.84 49.62 37.57 36.25 ** + 
BNGH41000048 3.92 6.27 25.63 66.19 74.4 66.21 ** + 
BNGH41000056 0.74 1.75 3.26 5.28 7.34 3.75 * + 

25 BNGH4 1000087 3.36 4.08 5.19 5.59 8.15 3.01 

BNGH4 1000091 0.18 1.45 2.47 2.72 3.4 2.14 
BNGH41000157 6.93 7.99 6.23 13.37 10.28 9.98 * + 
BNGH4 10001 69 1.09 1.53 2.99 2.77 4.23 2.59 
BNGH41000181 3.5 4.06 7.5 5.71 6.81 6.09 

so BNGH41000198 1.32 2.3 4.35 2.06 2.55 2.22 

BNGH41000219 2.29 3.91 5.61 12.4 13.73 10.76 ** + 
BNGH41000229 9.65 9.99 12.99 18.34 18.92 18.94 ** + 
BNGH4 1000237 8.4 12.99 12.61 27.63 11.26 13.45 
BNGH41000238 1.56 2.59 6.77 3.45 4.55 3.32 

35 BNGH41000243 5.56 8.95 6.71 15.03 12.55 16.36 ** + 

BNGH41000270 2.94 2.77 2.88 3.67 3.99 3.74 ** + 
BRAWH 1000004 1 2.19 6.99 6.45 8.36 6 
BRAWH 100001 8 1.8 2.24 5.05 4.43 6.95 5.24 
BRAWH1000021 1.33 2.73 4.81 4.16 5.85 5.21 

40 BRAWH1000027 0.58 1.7 1.62 2.39 3.65 2.63 * + 

BRAWH1OO0O29 2.32 3.63 6.21 6.03 6.73 4.81 
BRAWH1000040 4.68 4.98 8.01 7.28 7.2 8.67 
BRAWH1000050 11.04 10.47 43.79 51.7 73.7 60.92 * + 
BRAWH1000051 2.14 0.63 2.71 2.25 4.43 1.04 

45 BRAWH1000060 7.84 8.07 48.26 59.16 66.12 63.86 * + 

BRAWH1000075 1.85 1.86 2.98 2.07 4.4 2.34 
BRAWH 1000081 1.88 2.78 7.19 5.9 10.82 7.4 
BRAWH1000084 30.23 30.57 65.21 235.81 180.86 211.35 ** + 

50 BRAWH1000095 1.38 2.47 4.51 3 4.78 2.67 

BRAWH1000096 1.37 2.89 4.71 3.7 4.8 5.17 
BRAWH1000097 3.32 3.27 10.74 9.24 10.62 7.75 
BRAWH1000100 4.77 5.19 7.69 6.98 7.06 7.28 
BRAWH1000101 12 12.04 36.52 46.19 41.09 50.21 * + 

55 BRAWH1000104 1.37 0.92 4.33 1.47 4.47 2.41 
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BRAWH1000107 0.62 1.88 2.48 2.43 5.03 3.15 
BRAWH1000110 4.4 4.06 16.81 13.87 11.1 15.74 
BRAWH1000111 3.98 6.14 6.05 8.85 8.95 10.64 * + 
s BRAWH1000135 4.95 4.91 7.7 7.37 9.42 9.98 

BRAWH1000190 2.22 3.84 5.07 4.66 7.16 4.99 
HEMBA1000005 5.91 6.44 11.97 17.55 22.88 18.65 * + 
HEMBA1000006 2.61 3.17 4.64 3.08 8.49 4.75 
HEMBA1000012 10.97 11.75 51.07 71.4 106.82 74.8 * + 
10 HEMBA1000020 50.65 49.12 113.3 197.41 293.79 216.89 * + 

HEMBA1000030 1.93 3.08 4.67 5.72 3.62 6.43 
HEMBA1000034 3.27 3.21 5.35 4.62 10.29 6.85 
HEMBA 1000042 1.64 3.17 6 4.72 6.92 8.12 
HEMBA1000045 7.13 9.44 11.07 9.55 14.43 10.44 
HEMBA1000046 1.14 2.24 2.77 3.73 5.3 4.34 * + 
HEMBA1000047 1.17 1.99 3.83 2.98 4.47 3.78 
HEMBA1000048 3.76 4.75 3.64 8.73 12.38 5.48 
HEMBA1000050 0.48 1.77 1.78 1.4 3.39 1.46 
20 HEMBA1 000053 1.64 1.28 2.57 4.68 4.03 3.99 ** + 

HEMBA1000060 1.88 2.71 4.51 7.29 7.94 9.74 ** + 
HEMBA1000072 52.79 53.46 135.73 165.97 221.75 230.97 * + 
HEMBA1000073 16.54 11.43 27.32 22.4 36.09 33.78 
HEMBA1000076 5.06 5.33 9.77 12.16 10.46 11.15 * + 
25 HEMBA1000084 4.75 4.46 20.71 30.15 43.67 33.92 * + 

HEMBA1000087 0.51 1 3.32 0.65 2.82 1.61 
HEMBA1000088 1.98 2.97 4.6 6.2 9.87 8.46 * + 
HEMBA1000091 6.36 5.4 17.56 30.15 44.04 35.43 ** + 
HEMBA1000111 1.52 1.77 3.63 5.29 6.65 6.4 ** + 
30 HEMBA1000121 0.86 1.17 3.58 3.52 4.47 5.83 

HEMBA1000128 1.52 2.99 6.04 4.28 6.05 5.93 
HEMBA1000129 2.04 1.81 3.95 2.66 3.26 3.32 
HEMBA1000141 2.31 3.45 5.98 3.56 6.67 5.6 
HEMBA1000146 0.84 1.29 2.96 1.93 4.98 3.52 
35 HEMBA1000150 3.34 3.29 10.65 8.27 11.97 9.46 

HEMBA1000154 25.17 29.21 82.33 128.3 134.42 139.59 ** + 
HEMBA1000156 3.28 4 5.87 8.69 6.19 6.13 
HEMBA1000158 7.98 10.04 12.52 16.99 15.47 12.88 
HEMBA1000168 1.21 2.2 4.11 5.7 7.3 5.21 * + 
HEMBA 1000 180 0.4 2.04 2.87 2.86 4.06 2.05 
HEMBA1000185 1.65 3.84 4.88 7.5 9.46 9.07 ** + 
HEMBA1000188 1.37 1.64 3.31 4.94 4.19 3.35 
HEMBA1000193 1.53 0.66 3.16 2.68 4.33 2.5 
HEMBA1000194 2.18 2.95 5.68 9.11 8.74 8.83 ** + 
HEMBA1000201 2.6 4.47 9.74 13.45 14.8 14.65 * + 
HEMBA1000213 1.33 1.95 2.76 2.08 4.49 3.7 
HEMBA1000216 1.26 1.82 3.27 2.92 5.2 3.47 
HEMBA1000227 0.99 2.27 2.38 3.28 4.21 1.83 
so HEMBA1000231 1.5 1.97 5 7.56 7.19 6.16 * + 

HEMBA1000237 4.5 6.13 9.14 14.79 18.3 14.71 ** + 
HEMBA1000243 0.6 1.89 3.01 4.3 4.34 3.67 * + 
HEMBA1000244 1.54 2.45 3.78 6.08 5.58 3.36 
HEMBA1000251 1.15 1.92 2.97 2.26 4.59 3.22 
55 HEMBA1000254 0.69 1.8 4.81 3.57 4.97 3.58 
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HEMBA1000264 0.84 2.28 3.01 2.84 3.23 3.12 
HEMBA1000269 1.9 2.34 3.69 4.41 4.09 2.51 
HEMBA1000275 5.31 4.29 8.03 7.96 12.04 8.54 
HEMBA1000280 1.43 0.83 2.19 3.3 4.08 4 ** + 
HEMBA1000282 1.15 1.01 4.23 6.29 7.01 5.46 * + 
HEMBA1000287 2.86 3.19 4.45 5.81 6.04 6.37 ** + 
HEMBA1000288 1.37 2.23 6.13 3.51 6.02 3.85 
HEMBA1000290 1.01 2.17 4.11 2.46 3.26 2.73 
HEMBA1000296 2.4 3.66 5.49 6.15 6.55 5.84 
HEMBA1 000300 1.22 2.73 6.6 7.64 8.88 7.23 
HEMBA10O03O2 0.93 2.17 2.86 3.04 3.74 1.97 
HEMBA1000303 1.36 2.15 3.57 4.13 4.43 3 
15 HEMBA 1000304 1.06 1.99 4.26 5.51 7.28 4.87 * + 

HEMBA1000307 1.21 1.73 2.65 4.4 5.64 2.99 * + 
HEMBA1000312 6 8.7 10.77 13.2 9.18 9.65 
HEMBA1000318 1.5 4.22 3.25 5.39 6.05 4.49 
HEMBA1000327 2.18 3.7 3.34 10.58 6.06 6.02 * + 
20 HEMBA10O0333 0.68 2.75 4.33 3.12 4.74 2.98 

HEMBA1000338 1.61 2.84 5.33 5.8 5.78 4.32 
HEMBA1000343 1.79 3.5 3.69 5.55 6.7 3.99 
HEMBA1000349 0.97 1.52 3.24 3.9 5.37 4.09 * + 
HEMBA1000351 1.6 2.06 5.75 4.8 6.22 5.24 
» HEMBA1000355 1.52 3.09 4.09 3.78 5.14 3.59 

HEMBA1000356 9.3 10.42 14.39 26.93 22.26 24.97 ** 
HEMBA1000357 1.88 2.11 4.76 3.81 5.7 4.62 
HEMBA1000366 1.67 1.94 3.83 3.14 4.75 3.28 
HEMBA1 000369 1.87 2.94 5.17 2.82 5.2 4.56 
HEMBA1000370 2.45 3.4 4.63 3.75 5.34 3.6 
HEMBA1000376 3.64 4.55 14.48 26.69 29.98 28.36 ** 
HEMBA1000387 2.95 3.19 6.2 7.85 7.62 8.15 * + 
HEMBA1000389 2.88 3.74 8.83 14.4 10.9 13.61 * + 
HEMBA1000390 1.86 2.27 3.5 4.28 4.98 3.95 * + 
HEMBA1000392 1.49 1.4 3.06 2.58 3.78 1.94 
HEMBA1000396 1.82 2.16 3.45 3.43 4.93 3.34 
HEMBA1000411 1.01 1.41 4.49 1.94 4.41 2.21 
HEMBA1000418 2.85 3.21 4.41 7.75 6.81 5.17 * + 
HEMBA1000422 0.99 1.89 2.14 2.64 4.03 2.89 
HEMBAI000428 0.36 2.43 3.09 2.58 3.31 2.75 
HEMBA1000434 0.54 2.19 2.93 2.11 3.6 2.69 
HEMBA1000442 0.82 2.2 3.37 2.13 3.8 2.28 
HEMBA1000443 1.19 1.9 3.12 2.99 6.28 3.59 
45 HEMBA1000446 38.48 43.56 75.05 56.34 60.86 69.87 

HEMBA1000456 5.19 4.41 6.5 7.45 5.62 8.77 
HEMBA1000459 1.95 2.11 4.24 3.46 6.17 5.55 
HEMBA1000460 7.46 7.84 8.87 13.59 12.54 18.45 * h 
HEMBA1000462 2.11 3.51 5.04 6.05 5.16 7.49 
so HEMBA1000464 1.33 0.96 1.73 1.69 2.74 2.53 

HEMBA1000468 1.25 1.44 2.43 1.69 3.48 2.22 
HEMBA1000469 2.89 3.37 8.1 5.42 8.81 8.01 
HEMBA1000477 2.87 3.03 7.4 5.41 9.68 6.83 
HEMBA1000481 29.67 31.97 31.95 42.76 52.75 25.82 
55 HEMBA1000488 1.75 2.43 2.96 3.11 5.9 3 
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HEMBA1000713 3.31 5.6 6.12 6.94 5.86 5.47 

HEMBA1000718 2.14 2.7 5.25 6.11 5.09 5.95 

HEMBA1000719 9.64 12.27 17.77 16.64 15.52 15.64 

HEMBA1000722 1.97 1.7 3.6 6.55 6.45 5.02 ** 

HEMBA1000726 2.2 2.23 5.12 9.4 8.77 9.36 ** 

HEMBA1000727 4.09 5.35 6.41 5.13 9.08 8.37 

HEMBA1 000732 1.22 2.74 4.21 4.93 5.58 4.42 

HEMBA1000736 1.56 2.15 3.24 4.11 5.19 4.62 * 

HEMBA1000743 1.25 2.72 3.41 5.05 4.88 4.16 * 

HEMBA1000745 1.59 2.47 3.64 4.88 5.33 3.49 

HEMBA 1000747 1.19 1.59 2.56 2.35 3.12 1.49 

HEMBA1000748 1.67 1.51 4.85 5.11 6.08 4.81 

HEMBA1000749 1.14 2.04 5.69 5.98 5.91 5.96 

HEMBA1000752 1.4 2.3 4.38 3.69 4.53 3.85 

HEMBA1 000753 2.56 4.21 6.53 7.98 8.59 4.93 

HEMBA1000757 1.95 2.95 3.27 6.33 6.68 5.94 ** 

HEMBA1 000760 3.71 3.81 6.62 6.96 7.03 6.89 

HEMBA1000769 1.99 2.36 5.17 3.48 5.87 2.85 
HEMBA1000773 1 2.32 3.07 2.17 3.18 1.4 

HEMBA1000774 2.69 2.76 6.37 6.29 7.77 5.22 

HEMBA1000780 1.12 2.33 3.66 2.7 4.78 3.29 

HEMBA1000783 1.32 2.39 4.1 2.78 7.73 2.57 

HEMBA1000791 2.07 2.4 6.39 4.97 10.17 7.84 

HEMBA1000793 12.73 12.73 17.88 19.93 17.49 16.69 

HEMBA1000802 1.57 1.65 2.59 2.07 4.41 1.1 

HEMBA1000813 38.24 35.83 34.83 54.63 42.38 53.94 

HEMBA1000817 2.63 3.82 5.44 5.12 7.02 5.49 

HEMBA1 000822 1.83 2.89 4.1 4.42 5.76 3.91 

HEMBA1000827 2.26 2.74 6.45 9.31 7.75 6.94 * 

HEMBA1000833 3.1 4.46 7.31 8.06 4.49 4.85 

HEMBA1000835 12.53 15.55 75.61 94.51 110.02 86.95 

HEMBA1000843 1.21 2.2 4.6 3.32 5.63 4.93 

HEMBA1000851 2.13 1.26 3.5 2.7 5.61 2.74 

HEMBA1O00852 1.95 1.83 5.5 3.52 5.49 3.83 

HEMBA1000867 0.85 2.79 4.72 2.77 5.39 3.07 

HEMBA1000869 0.58 1.29 2.51 2.84 3.97 2.38 

HEMBA1000870 2.56 2.97 2.59 3.39 5.16 5.49 * 

HEMBA1000872 1.44 2.87 4.01 4.31 4.14 4.34 

HEMBA 1000875 1.89 3.09 5 3.8 4.38 3.77 

HEMBA1000876 1.75 3.36 4.64 3.9 6.21 4.9 

HEMBA1000907 1.99 2.47 3.8 1 3.21 7.15 5.53 

HEMBA1000908 0.81 2.06 3.85 2 5.43 1.98 

HEMBA 10009 10 1.97 1.61 3.71 3.35 5.25 2.98 

HEMBA 10009 18 0.76 1.34 4.37 4.93 6.54 6.95 * 

HEMBA1000919 0.86 1.97 2.19 2.49 3.07 3.07 
HEMBA1000934 2.5 2.56 1.15 2.14 3.51 2.5 

HEMBA10O0935 1.46 1.62 4.21 2.08 5.15 3.64 
HEMBA1000940 1.98 3.08 3.1 2.52 9.96 5.72 

HEMBA1000942 2.31 2.27 4.77 4.81 7.75 6.69 

HEMBA1000943 0.58 1.25 2.28 1.83 3.38 2.18 

HEMBA1000946 3.63 4.04 4.54 6.87 14.9 8.4 
HEMBA1000960 2.63 3.48 9.97 10.24 12.79 10.7 
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HEMBA1000962 1.99 2.18 2.01 4.43 3.83 4.56 ** 

HEMBA1000968 1.73 1.86 4.7 4.1 4.83 4.66 

HEMBA1000971 1.75 2.51 2.9 4.18 5.27 5.71 ** 

HEMBA1000972 1.45 1.57 3.83 2.63 4.44 3.49 

HEMBA1 000974 1.69 2.69 6.33 7.39 9.35 8.82 * 

HEMBA1000975 0.9 1.83 4.17 3.31 5.54 5.12 

HEMBA1000979 1.45 1.69 3.98 2.55 6.12 3.93 

HEMBA1 000981 4.21 6.9 9.5 11.75 13.27 14.72 * 

HEMBA1000983 1.94 1.45 3.01 3.89 4.53 4.15 * 

HEMBA 1000985 1.58 0.92 2.75 1.73 3.28 2.79 

HEMBA1 000986 1.2 1.48 2.47 3.61 4.91 4.26 ** 

HEMBA1 000991 1.56 1.86 3.8 3.11 5.05 5.96 

HEMBA1001007 0.89 1.08 4.08 1.84 3.89 2.71 

HEMBA1001008 3.64 3.41 5.86 3.89 7.89 4.95 

HEMBA1001009 0.89 1.3 3.07 1.58 3.83 1.81 

HEMBA1 001014 3.54 4.39 9.91 11.82 15.38 14.12 * 

HEMBA1001017 4.21 2.82 5.6 6.04 5.41 8.55 

HEMBA1001019 1.92 2.81 3.97 8.71 7.74 8.29 ** 

HEMBA1001020 1.23 2.71 2.3 2.84 5.05 3.6 

HEMBA1001021 1.07 1.62 2.89 3.13 5.24 2.63 

HEMBA1001022 2.29 2.25 4.35 6.33 8.57 3.81 

HEMBA1001024 0.31 1.14 2.16 2.87 3.97 1.26 

HEMBA1001026 0.42 1.52 1.86 2 3.22 2 

HEMBA1001043 1.43 2.46 2.38 4.63 5.28 4.25 ** 

HEMBA1001051 3.36 2.79 11.52 13.26 18.17 18.47 * 

HEMBA1001052 0.86 2.15 2.18 1.75 3.58 2.48 

HEMBA1001059 5.62 9.28 26.25 40.62 56.12 43.49 * 

HEMBA100106O 2.66 3.67 6.45 10.78 8.35 9.62 * 

HEMBA1001064 2.12 2.87 3.3 6.04 6.48 4.69 ** 

HEMBA1001071 29.39 41.54 55.57 143.9 102.43 121.71 

HEMBA1001077 2.37 1.77 5.21 5.36 6.66 3.96 

HEMBA1001078 2.18 2.6 5.91 13.3 13.21 11.09 ** 

HEMBA1001080 4.03 3.46 11.86 24.15 26.66 26.65 * 

HEMBA1001084 1.27 2.37 2.9 5.07 5.88 5.13 ** 

HEMBA1001085 1.24 2.87 4.04 4.34 5.41 4.56 

HEMBA1001088 6.62 6 8.04 3.79 4.34 5.81 

HEMBA1001093 0.61 1.76 2.72 3.09 3.02 2.99 

HEMBA1001094 0.64 0.78 2.07 2.08 2.99 1-99 

HEMBA1001099 1.01 1.72 3 2.5 2.95 2.26 

HEMBA1001104 1.2 1.75 2.63 3.64 8.04 3.3 

HEMBA1001109 4.87 3.77 8.57 11.32 14.48 11.73 * 

HEMBA1001114 44.68 41.2 93.35 141.87 145.19 167.76 

HEMBA1001121 2.14 2.03 3.87 2.41 6 3.25 

HEMBA1001122 9.79 10 14.12 7.73 11.5 22.69 

HEMBA 1001 123 2.79 3.28 5.2 5.81 6.02 4.95 

HEMBA1001133 0.97 1.69 2.54 2.78 3.84 1.21 

HEMBA1001137 0.82 1.73 3.65 3.74 3.36 2.54 

HEMBA1001140 1.23 2.75 2.98 3.62 5.18 4.34 * 

HEMBA1001144 4.12 3.41 9.06 14.13 14.12 13.96 * 

HEMBA10O1145 47.87 43.87 65.7 98.4 75.15 81.3 * 

HEMBA10O1158 7.55 9.5 11.62 13.02 7.58 12.5 

HEMBA1001172 1.44 2.85 4.37 5.32 5.77 5.17 * 



674 



EP1 130 094 A2 



HEMBA1001174 0.95 2.06 2.83 3.88 6.31 3.25 
HEMBA1001175 6.93 8.56 10.73 14.17 14.5 10.18 
HEMBA1001182 16.93 19.89 82.44 135.93 145.36 122.22 * + 

5 HEMBA1001184 1.41 1.24 2.45 1.85 3.03 1.47 

HEMBA1001192 1.72 1.75 4.01 5.65 5.17 3.98 
HEMBA1001196 2.31 3.63 7.61 9.43 10.51 8.97 * + 
HEMBA1001197 31.18 35.89 86.14 95.35 83.09 93.59 
HEMBA1001208 1.83 2.59 3 2.67 5.3 2.61 

10 HEMBA1001213 12.99 16.12 69.9 102.88 119.96 113.72 * + 

HEMBA1001214 1.39 3.11 4.36 5.14 7.04 4.62 
HEMBA1001221 1.63 1.62 3.66 2.06 4.19 1.89 
HEMBA1001225 1.06 2.66 3.53 1.44 3.43 1.52 

, 5 HEMBA1001226 4.76 4.65 11.94 13.58 15.58 14.92 * + 

HEMBA1001228 72.4 75.3 102.4 38.23 64.63 78.89 
HEMBA1001229 18 21.39 82.05 115.91 145.39 128.91 * + 
HEMBA1001235 3.58 4.11 6.48 7.31 6.7 10.2 
HEMBA1001238 2.46 2.49 7.23 4.6 6.94 4.74 

20 HEMBA1001242 15.36 14.03 91.45 92.81 94.02 90.34 

HEMBA1001247 4.41 4.36 12.46 12.48 14.07 15.62 
HEMBA1001253 8.79 11.4 61.56 77.17 102.24 94.81 * + 
HEMBA1001257 1.98 2.71 3.78 3.52 4.29 3.17 
HEMBA1001261 3.01 3.18 4.56 4.54 3.75 5.59 

25 HEMBA1001262 1.48 3.79 2.81 2.42 4.34 4.59 

HEMBA1001265 2.76 3.21 6.85 5.5 7.32 5.1 
HEMBA1O01266 3.97 3.17 6.3 1 7.8 10.5 8.38 * + 
HEMBA1001269 15.98 10.36 12.79 22.69 24.71 25.21 ** + 
HEMBA1001272 1.31 2.04 4.3 1.62 5.12 2.07 

30 HEMBA1001279 2.54 3.52 13.6 18.68 23.45 18.99 * + 

HEMBA1001281 16.58 20.99 40.84 47.71 59.04 45.72 * + 
HEMBA1001286 3.25 4.71 10.71 11.24 10.65 12.38 
HEMBA1001289 0.41 1.57 1.64 1.3 3.57 2.41 
HEMBA1001291 3.52 4.58 9.53 10.91 18.3 18.8 * + 

35 HEMBA1001294 2.01 1.81 4.6 4.04 7.73 5.12 

HEMBA1001296 3.4 3.52 4.37 3.77 5.94 5.22 
HEMBA1001297 2.88 3.61 5.51 4.81 6.88 5.38 
HEMBA1001299 2.49 2.9 6.21 6.45 8.84 7.74 * + 

40 HEMBA1001302 9.42 11.94 15.5 23.25 35.12 25.74 * + 

HEMBA1001303 1.8 1.99 2.6i 3.57 3.8 3.3 ** + 
HEMBA1001306 1.4 1.15 2.85 5.01 4.46 4.82 ** + 
HEMBA1001308 3.43 4.37 16.7 16.31 18.28 21.75 
HEMBA1001310 1.93 1.71 4.17 2.38 6.26 3.28 

45 HEMBA1001312 10.09 10.35 17.42 20.51 24.71 21.67 * + 

HEMBA1001319 1.23 1.41 3.85 2.23 4.27 4.01 
HEMBA1001322 1.81 2.29 4.17 2.83 4.74 3.78 
HEMBA 100 1323 4.04 3.65 8.44 14.68 23.44 18.68 * + 
HEMBA1001326 8.79 7.35 10.15 12.24 13.62 15.04 * + 

so HEMBA1001327 0.94 1.65 3.18 3.55 5.18 4.56 * + 

HEMBA1001330 1.59 2.22 6.96 7.36 9.28 9.64 * + 
HEMBA1001348 1.68 3.99 3.89 6.33 9.84 7.47 * + 
HEMBA1001350 5.28 4.16 6.34 7.24 13.17 10.12 
HEMBA1001351 15.37 14.99 17.64 37.37 49.52 25.96 * + 

55 HEMBA1001352 3.25 3.62 5.97 8.16 13.65 5.75 



BNSDOCID: <EP 1 1 30094A2_I_> 



675 



EP 1 130 094 A2 



HEMBA1001353 30.24 37.73 49.4 76.74 96.09 96.34 ** 
HEMBA1001358 13.98 9.73 17.96 30.89 27.69 30.6 ** 
HEMBA1001361 1.7 3.24 4.96 4.18 6.08 6,06 
HEMBA1001364 0.8 1.71 2.4 1.47 4.11 2.95 
HEMBA1001375 3.45 2.77 5.75 5.71 5.83 6.32 
HEMBA1001377 2.81 3.16 7.36 5.37 7.98 7.89 
HEMBA1001383 0.25 1.64 2.61 1.26 2.47 1.84 
HEMBA1O01387 1.81 2.15 3.66 1.94 5.14 2.47 
HEMBA1001388 1.52 1.78 5.07 2.01 4.61 3.49 
HEMBA1001390 34.61 34.52 66.57 67.03 50 56.4 
HEMBA1001391 1.65 2.77 4.83 4.32 7.98 3.82 
HEMBA1001398 1.98 2.87 7.47 7.24 10.42 8.29 
HEMBA1001405 1.17 2 3.87 2.99 5.3 2.61 
HEMBA1001406 2.01 3.27 3.75 5.35 6.62 4.33 * 
HEMBA1001407 1.13 1.78 3.73 6.39 6.64 4.44 * 
HEMBA1001411 1.44 2.81 4.47 7.2 6.35 6.04 * 
HEMBA1001413 1.84 1.53 3.31 3.61 3.75 3.76 
HEMBA1001414 1.47 2.34 5.3 5.33 7.22 5.47 
HEMBA1001415 1.91 2.36 4.97 4.4 5.86 4.29 
HEMBA1001416 4.73 4.85 9.54 8.87 11.06 9.4 
HEMBA1001432 1.23 1.27 4.43 4.27 6.64 3.59 
HEMBA1001433 1.96 2.93 4.5:5 4.33 8.66 3.64 
HEMBA1001435 2.17 2.27 6.39 7.02 10.35 5.88 
HEMBA1001442 0.99 0.68 2.02 2.36 3.12 1.81 
HEMBA1001446 1.87 1.84 5.82 9.71 8.93 11.01 ** 
HEMBA1001450 2.35 2.32 11.22 8.61 10.08 6.34 
HEMBA1 001454 3.08 4.25 9.69 13.64 10.73 11.82 * 
HEMBA1001455 2.28 2.7 3.11 2.69 5.54 2.8 
HEMBA1001459 2.74 3.37 6.03 5.07 7.38 5.52 
HEMBA1001461 3.34 4.47 6.96 6.8 9.85 7.47 
HEMBA1001462 1.07 1.47 2.79 2.67 4.5 2.54 
HEMBA1001463 1.38 1.61 5.25 4.95 5.46 5.51 
HEMBA1001469 3.9 4.51 7.32 10.63 9.83 7.76 * 
HEMBA1001473 4.56 3.49 8.25 7.52 10.34 6.53 
HEMBA1001477 2.14 1.59 4.64 3.41 5.75 2.59 
HEMBA1001478 2.46 2.8 3.77 2.95 3.73 2.55 
HEMBA1001480 4.15 6.8 8.96 11.64 11.87 8.48 
HEMBA1001483 1.9 1.64 5.71 6.6 8.22 7.23 * 
HEMBA1001490 1.45 2.09 3,76 5.16 4.52 4.65 * 
HEMBA1001495 56.8 53.41 123,27 193.11 133.65 132.04 
HEMBA1001497 2.06 1.98 7.47 4.81 8.45 5.85 
HEMBA1001510 3.99 4.23 15.22 11.46 13.7 14.56 
HEMBA1001515 1.45 2.33 4.02 3.73 6.11 3.04 
HEMBA1001517 1.6 2.21 4.6 5.26 5.4 4.6 
HEMBA1001522 1.56 2.72 3.77 3.61 6.37 2.43 
HEMBA1001526 2.19 2.97 4.97 4.05 4.38 3.59 
HEMBA1001533 3.19 2.86 6.23 6.83 7.76 4.64 
HEMBA1001547 7.26 5.37 13.69 5 7.96 6.19 
HEMBA1001552 7.12 4.72 17.79 16.12 16.3 16.05 
HEMBA1001553 41.67 45.48 66.23 57.2 47.01 79.81 
HEMBA1001557 2.24 2.93 5.15 5.81 8.33 4.59 
HEMBA1001563 1.69 2.4 4.56 3.66 6.99 4.76 



676 



EP1 130 094 A2 



HEMBA1001566 1.42 3.27 8.29 5.94 9.04 5.84 

HEMBA1001569 11.15 11.91 26.6 30.2 31.14 32.61 * 

HEMBA1001570 3.25 4.61 10.2 9.19 10.25 9.53 

HEMBA 1001 579 3.63 4.4 7.77 9.26 7.4 9.93 

HEMBA1001581 2.79 3.33 10.9:5 8.81 12.09 9.08 

HEMBA1001582 3.22 3.18 6.68 6.35 6.84 4.03 

HEMBA1001585 2.7 3.07 4.52 4.4 5.6 3.5 

HEMBA1001589 1.82 2.31 3.63 4.39 6.19 3.78 
HEMBA1001595 13.06 15.57 19.7 13.25 13.29 14.02 

HEMBA1001604 1.96 2.67 3.64 3.76 6.53 2.82 

HEMBA1001608 5.58 7.09 16.17 14.14 16.46 14.43 
HEMBA1001615 113.28 90.33 205.41 240.97 118.65 165.59 

HEMBA1001620 3.71 5.56 10.54 12.22 12.24 11.46 

HEMBA1001621 0.76 2.13 3.42 1.76 3.44 2.97 

HEMBA1001635 2.32 2.13 3.41 3.55 4.9 2.85 

HEMBA1001636 1.9 1.93 4.01 3.34 5.33 2.97 

HEMBA1001640 3.07 3.31 13.65 10.96 15.01 10.74 

HEMBA1001647 8.92 8.44 57.38 88.92 112.42 87.46 * 

HEMBA1001651 2.53 3.54 7.85 6.62 9.07 8.73 

HEMBA1001655 2.09 2.66 4.78 3.35 6.75 4.09 

HEMBA1001658 4.33 4.5 9.27 7.26 11.15 8.6 

HEMBA1001661 0.75 1.78 2.8 1.98 3.22 1.77 

HEMBA1001665 1.52 1.85 3.47 2.63 6.63 1.73 

HEMBA1001670 5.32 6.54 8.82 12.45 15.21 12.42 ** 

HEMBA1001672 2.49 3.06 5.9 4.28 7.62 3.39 

HEMBA1001673 8.23 10.76 13.22 20.04 19.39 15.65 * 

HEMBA1001675 2.4 2.01 2.53 3.21 5.79 3.36 
HEMBA1001676 54.19 46.09 107.65 245.72 212.81 275.65 

HEMBA1001678 9.46 10.2 21.87 23.65 19.51 27.88 

HEMBA1001680 4.58 4.89 12.32 9.39 10.95 11.65 

HEMBA1001681 1.71 2.44 5.75 6.25 9.11 6.36 

HEMBA1001684 1.89 2.74 6.26 4.32 7.57 6.98 

HEMBA1001695 1.48 2.08 3.42 2.3 4.76 3.15 

HEMBA1001702 1.54 2.96 3.55 2.36 7.57 3.09 
HEMBA1001709 1.23 1.8 3.51 3.21 4.87 3.5 

HEMBA1001711 1.29 1.98 2.83 2.99 2.45 3.18 

HEMBA1001712 0.92 1.55 2.56 2.13 3.02 2.24 
HEMBA1001714 10.37 10.82 19.06 23.54 22 23.8 * 

HEMBA1001717 79.4 71.16 124.25 152.62 195.81 173.65 

HEMBA 1001 71 8 1.95 2.12 7.32 5.99 6.59 5.26 
HEMBA1001723 3.43 3 10.19 9.09 12.53 9.64 

HEMBA1001731 1.3 1.36 3.27 1.58 4.8 2.29 

HEMBA 1001 734 2.37 2.38 4.28 4.78 6.06 4.27 

HEMBA1001736 2.3 2.12 2.87 3.5 4.69 5.33 * + 

HEMBA1001741 1.69 2.19 3.5 4.02 4.74 2.9 

HEMBA1001744 0.86 0.94 2.81 2 3.64 2.64 

HEMBA1001745 0.95 1.56 2.3 2.53 5.28 2.58 

HEMBA1001746 4.02 3.91 8.66 9.21 12.06 7.01 

HEMBA1001761 2.2 2.01 4.69 2.58 3.95 3.37 
HEMBA1001762 1.41 1.6 3.57 1.93 4.38 2.03 
HEMBA1001781 1.56 1.5 4.17 2.15 5.87 3.25 

HEMBA1001784 1.36 1.39 4.5 4.02 3.58 3.75 



677 



EP 1 130 094 A2 



HEMBA1001791 2.16 1.74 6.97 6.04 7.62 5.68 
HEMBA1001794 2.15 4.31 12.57 13.54 13.65 12.96 
HEMBA1001800 5.61 9.63 60.44 84.85 100.03 76.26 * 
HEMBA1001803 2.84 4.25 5.36 4.27 7.02 3.67 
HEMBA1001804 6.2 8.13 20.95 29.84 26.86 24.39 * 
HEMBA1001808 1.61 1.6 3.87 3.71 3.67 2.89 
HEMBA1001809 8.07 6.27 10.64 14.33 20.56 16.63 * 
HEMBA1001811 8.32 7.83 16.8 22.75 21.75 17.6 * 
HEMBA1001815 1.75 2.67 6.56 5.58 6.33 5.03 
HEMBA1001816 1.96 2.67 4.47 3.09 4.6 3.04 
HEMBA1 001819 0.98 3.09 6.16 6.19 8.53 6.3 
HEMBA1001820 0.93 1.32 2.22 2.36 3.32 1.21 
HEMBA1001822 1.87 2.06 5.43 6.02 7.7 4.44 
HEMBA1001824 3.21 4.62 14.88 12.81 16.29 12.34 
HEMBA1001835 1.04 1.05 3.05 3.72 5.21 3.14 
HEMBA1001844 7.88 6.55 18.04 17.77 21.36 13.19 
HEMBA1001847 0.93 1.8 5.21 1.96 5.18 3.06 
HEMBA1001849 2.32 2.77 7.58 6.65 8.19 7.62 
HEMBA1001850 2.51 2.71 8.43 8.76 8.88 7.89 
HEMBA1001861 0.95 2.04 1.73 2.64 3.93 2.01 
HEMBA1001862 138.58 133.42 191.61 266.65 221.43 227.58 
HEMBA1001864 1.31 1.16 2.44 4.79 2.88 2.59 
HEMBA1001866 1.49 2.39 7.45 7.67 7.07 4.61 
HEMBA1001869 7.55 6.84 10.82 10.31 7.69 9.02 
HEMBA 100 1871 29.48 30.98 54.77 63.07 62.43 66.59 * 
HEMBA1001876 0.96 1.27 4.42 2.08 4.57 2.26 
HEMBA1001878 2.23 3.34 5.7 6.83 8.18 5.5 
HEMBA1001879 1.89 2.57 5.58 5.99 7.24 5.72 
HEMBA1O01884 6.21 6.49 17.14 11.31 12.71 10.87 
HEMBA1001886 2.12 2.21 4.38 4.57 5.67 4.23 
HEMBA1001888 2 2.12 6.6 7.41 10.17 9.46 * + 
HEMBA1001890 4.03 3.67 7.6 6.8 7.01 4.4 
HEMBA1001896 1.34 1.61 2.62 2.27 4.12 3.01 
HEMBA1001899 33.43 39.48 61.77 106.52 41.01 101.91 
HEMBA1001904 76.64 122.45 233.99 299.33 174.47 322.82 
HEMBA1001910 1.4 1.93 3.23 2.53 6.35 2.97 
HEMBA10019U 8.36 8.75 10.86 21.15 16.9 13.23 * 
HEMBA1 001912 8.92 7.97 33.97 57 51.9 48.59 * 
HEMBA1001913 4.89 6.19 17.29 18.56 14.16 16.85 
HEMBA1001915 1.35 2.61 4.49 3.3 5.63 2.46 
HEMBA1001918 15.23 13.29 21.07 17.07 14.31 12.13 
HEMBA1001921 4 3.5 4.38 5.2 5.35 4.86 * + 
HEMBA1001931 1.19 1.95 2.53 2.14 5.17 2.19 
HEMBA1001939 1.92 1.77 4.72 1.97 5.21 2.57 
HEMBA1001940 2.61 2.99 7.14 3.51 5.86 3.24 
HEMBA1001942 1.18 1.88 3.71 2.33 5.14 1.56 
HEMBA1001944 4.35 5.83 42.16 51.42 66.43 59.75 * 
HEMBA1001945 0.98 2.3 2.95 2.98 3.4 2.21 
HEMBA1001950 2.56 2.84 7.87 5.72 5.23 3.68 
HEMBA1001951 10.37 11.26 15.33 24.16 18.26 22.94 * 
HEMBA1001958 1.04 1.28 2.58 3.1 4.83 2.54 
HEMBA1001960 6.87 6.28 13.93 10.02 12.99 12.47 
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EP 1 130 094 A2 



10 



15 



HEMBA1001962 1.01 1.08 4.19 1.58 4.24 1.67 

HEMBA1001964 1.39 3.45 4.13 2.54 4.45 3.39 

HEMBA1001967 6.06 5.65 9.33 L4.45 10.5 13.18 * + 

HEMBA1001979 0.7 2.67 3.31 2.04 3.46 2.4 

HEMBA1001987 1.96 3.92 7.99 6.19 8.35 7.22 

HEMBA1001991 1.61 3.59 9.06 5.06 8.7 7.44 

HEMBA1002003 4.86 4.71 14.56 15.86 16.03 22.9 

HEMBA1002005 2.62 3.39 7.82 4.16 7.48 4.76 

HEMBA1002008 2.64 3.51 7.78' 6.07 10.15 6.37 

HEMBA1002018 1.86 2.37 4.23 3.32 5.47 3.87 

HEMBA1002022 0.52 2.3 2.5 2.83 3.53 2.82 

HEMBA1002029 43.82 40.22 73.75 89.27 96.12 122.81 * - 

HEMBA1002030 2.23 2.88 4.32 3.88 4.26 4.67 

HEMBA1002035 1.69 1.75 3.82 5.43 5.14 3.75 

HEMBA1002037 4.47 4.34 6.69 4.5 6.47 7.94 

HEMBA1002038 4.12 3.13 7.74 6.36 8.8 5.42 

HEMBA1002039 2.46 3.43 7.03 6.74 8.99 6.37 

20 HEMBA1002042 5.52 5.55 9.8 10.55 13.01 9.94 

HEMBA1002043 3.81 3.79 11.32 12.53 12.64 13.95 

HEMBA 1002048 2.76 2.31 3.81 2.03 4.32 3.44 

HEMBA1002049 1.72 2.35 5.55 4.43 5.2 5.2 

HEMBA1002053 7.33 6.91 14.52 11.09 15.25 13.63 

25 HEMBA1O02055 9.81 8.76 10.65 18.44 13.58 17.78 * + 

HEMBA1002056 2.24 2.62 4.26 5.46 8.06 5.67 * + 

HEMBA1002061 2.24 2.51 4.58 4.17 5.34 4,58 

HEMBA1002080 46.55 49.5 54.6 91.78 122.41 83.23 * + 

HEMBA1002084 0.71 1.43 2.36 3.25 3.66 2.64 * + 

30 HEMBA1002085 0.97 1.47 2.87 3.45 4.52 3.74 * + 

HEMBA1002092 1.79 1.56 3.94 4.01 5.53 4.15 

HEMBA1002098 1.51 1.82 4.12 3.2 5.11 2.83 

HEMBA1002100 9.07 8.18 22.37 25.95 23.04 29.67 

HEMBA1002101 18.26 17.64 27.49 23.44 27.16 23.74 

HEMBA1002102 2.65 1.98 5.99 4.58 7.06 6.99 

HEMBA1002105 6.79 6.2 22.13 24.47 40.8 25.31 

HEMBA1002107 57.97 37.86 84.35 155.21 136.27 136.87 ** 

HEMBA1002113 6.77 4.75 17.24 12.05 12.83 14.78 

HEMBA1002119 3.85 3.28 24.05 24.29 30.66 27.04 

HEMBA1002125 7.03 6.73 10.43 11.38 7.34 11.85 

HEMBA1002131 9.71 9.72 20.58 14.97 19.12 13.71 

HEMBA1002133 3.67 3.52 6.32 6.97 9.51 9.46 * + 

HEMBA1002139 0.75 1.07 3.35 1.52 4.37 1.47 

45 HEMBA1002141 1.67 1.36 3.23 2.99 3.92 2.14 

HEMBA1002144 2.33 2.44 6.11 5.28 5.68 6.57 

HEMBA1002147 8.84 9.55 17.93 36.22 21.92 21.88 

HEMBA1002150 38.34 38.68 51.42 19.74 26.62 15.85 * - 

HEMBA1002151 3.76 3.36 9.95 11.15 14.23 9.84 

so HEMBA1002153 0.57 1.74 3.36 3.39 5.64 2.96 

HEMBA1002156 0.8 1.74 2.33 1.94 4.28 1.26 

HEMBA1002160 2.16 3.17 5.7 6.08 7.26 6.18 

HEMBA1002161 2.13 2.9 6.99 13.53 11.79 9.76 * + 

HEMBA1002162 2.65 2.17 7.76 5.61 6.27 7.81 

55 HEMBA1002163 12.02 12.04 19.93 34.48 19.96 27.11 



35 



40 



BNSDOCID: <EP 1 1 30094 A2_l_> 
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EP 1 130 094 A2 



HEMBA1002164 6.58 10.55 59.92 71.46 78.61 67.82 
HEMBA1002166 21.88 18.32 39.58 57.35 49.05 46.09 * 
HEMBA1O02167 0.89 2.89 3.89 4.96 5.45 3.98 
HEMBA1002173 3.24 3.83 6.22 7.97 7.11 6.28 
HEMBA 1002 177 1.31 1.78 3.31 5.68 4.97 2.98 
HEMBA1002178 6.91 10.17 14.77 23.33 23.58 17.49 * 
HEMBA1002179 53.56 46.86 94.4 58.33 85.22 54.47 
HEMBA1002185 2.75 4.07 13.4 11.73 16.23 14.56 
HEMBA1002188 5.76 7.57 10.27 11.86 12.9 9.8 
HEMBA1002189 1.98 2.85 4.96 5.23 4.63 4.71 
HEMBA1002191 0.67 2.16 4.96 3.47 5.44 2.81 
HEMBA1002192 2.98 2.83 4.91 7.53 8.35 4.57 
HEMBA1002195 2.96 3.27 6.6 10.35 10.11 7.27 *. + 
HEMBA1002196 3.34 4.33 8.55 8.62 8.85 8.39 
HEMBA1O02199 1.33 1.86 4.9 4.62 5.71 3.52 
HEMBA1002204 1.31 1.97 4.08 5.48 11.37 3.73 
HEMBA1002208 24.58 26.61 45.85 49.77 25.48 39.6 
HEMBA1002212 3.73 5.95 9.01 8.9 11.85 17.18 
HEMBA1002215 1.95 2.63 4.27 5.1 3.54 3.78 
HEMBA1002217 15.61 16.71 59.91 78.46 82.88 80.94 * 
HEMBA1002220 1.11 2.07 4.1 3.58 3.39 2.33 
HEMBA1002226 2.17 3.13 9.18 10.47 12.61 9.58 
HEMBA1002227 39.9 47.13 92.5 109.42 65.74 71.79 
HEMBA1002229 4.5 4.77 13.39 11.16 13.55 12.49 
HEMBA1002237 1.73 3.22 4.08 3.71 5.64 3.41 
HEMBA1002239 9.36 13.83 72.18 100.62 109.3 113.84 * 
HEMBA1002241 7 7.54 38.36 64.27 68.93 68.72 ** 
HEMBA1002253 1.11 2.44 3.33 2.3 4.42 2.68 
HEMBA1002257 1.83 2.65 4.11 3.18 3.6 1.74 
HEMBA1002259 1.12 2.17 2.69 3.12 3.6 2.67 
HEMBA1002262 6.95 7.37 19.16 14.43 14.78 17.04 
HEMBA1 002265 1.35 1.63 3.7 3.75 6.23 2.43 
HEMBA1002267 16.87 20.81 22.76 32.99 16.96 27.5 
HEMBA1002270 3.73 4.79 7.49 8.18 13.43 8.7 
HEMBA1002286 1.03 1.86 5.42 2.85 5.53 0.98 
HEMBA1002290 4.73 3.7 7.52 5.16 8.88 4.38 
HEMBA1002302 6.12 9.63 45.04 45.66 49.69 45.23 
HEMBA1 002304 3.28 3.42 6.88 5.57 6.97 4.34 
HEMBA1002307 45.71 53.69 92.31 71.87 55.79 61.03 
HEMBA1002316 2.16 3.29 4.63 3.04 5.32 2.41 
HEMBA1002319 1.97 2.96 4.46 8.32 9.58 8 ** + 
HEMBA1002320 1.99 1.76 3.22 2.51 4.45 1.76 
HEMBA1002321 1.22 2.04 2.84 2.71 4.44 2.77 
HEMBA1002328 2.44 3.04 4.89 2.43 5.73 2.94 
HEMBA1002333 3.88 4.27 7.14 7.37 10.84 7.5 
HEMBA1002337 3.02 3.62 5.5 5.98 7.49 7.48 * + 
HEMBA1002339 15.86 13.92 111.66 135.44 169.95 156.76 
HEMBA1002341 0.8 2.08 3.22 2.71 4.34 2.35 
HEMBA1002348 2.84 2.78 7.14 3.69 6.73 4.49 
HEMBA1002349 1.28 1.44 3.59 2.24 4.64 2.59 
HEMBA10O2353 1.83 3.04 4.03 4.61 7.72 5.68 
HEMBA1002356 6.05 6.96 17.53 14.27 16.02 16.1 
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HEMBA1002357 114.85 156.08 306.32 300.67 286.5 328.19 

HEMBA1002360 7.18 8.32 8.29 14.57 14.46 13.78 ** 

HEMBA1002363 2.79 3.35 4.84 7.02 8.02 8.72 ** + 

HEMBA1002365 1.7 2.7 2.7 1.63 3.12 2.67 

HEMBA1 002370 1.43 1.78 2.37 1.53 4.2 1.9 

HEMBA1 002374 4.55 4.53 7.79 8.33 10.27 9.11 * + 

HEMBA1002376 46.59 33.18 118.8 101.1 189.18 114.36 

HEMBA1002377 18.02 20.98 25.61 32.58 34.44 32.19 ** 

HEMBA1002380 5.68 6.36 16.28 17.43 21.85 18.83 

HEMBA1002381 1.52 1.8 4.16 4.12 7.16 4.94 

HEMBA1002384 1.79 3.09 3.69 5.67 4.27 5.71 * + 

HEMBA1O02389 1.93 2.93 2.88 3.63 5.31 4.7 * + 

HEMBA1O02396 21.16 20.01 36.93 14.29 14.94 19.1 

HEMBA1002402 125.09 124.52 168.42 100.85 107.79 164.62 

HEMBA1002417 1.41 1.07 4.27 2.17 3.19 2.6 

HEMBA1002419 1.42 2.38 3.8 1.81 4.59 2.41 

HEMBAI002420 9.55 11.97 14.il 16.34 18.28 16.16 * 

HEMBA1O02421 7.47 10.35 12.5 8.97 10.24 9.6 

HEMBA1002423 2.89 1.3 4.28 3.35 4.29 3.82 

HEMBA1002424 11.91 10.05 25.13 9.11 9.2 10.43 

HEMBA1002426 3.42 3.69 5.56 7.57 8.24 5.6 * + 

HEMBA1002430 0.39 1.41 2.51 1.7 4.19 2.85 

HEMBA1002439 1.59 1.94 4.17 2.69 4.46 6.8 

HEMBA1002441 31.85 29.77 27.79 48.74 52.7 34.64 

HEMBA1002454 0.62 1.48 2.27 1.76 2.43 1.55 
HEMBA1002458 3.17 5 8.09 10.24 10.55 11.71 * + 

HEMBA1002460 2.14 1.59 3.89 5.16 4.63 5.01 * + 

HEMBA1002462 5.18 3.83 9.52 11.92 9.29 8.58 

HEMBA1002465 0.93 1.96 2.26 1.46 3.13 1.27 

HEMBA1002469 6.88 7.27 45.87 49.02 75.59 67.74 * 

HEMBA1002475 1.54 2.35 8.01 4.88 7.87 7.66 

HEMBA1002477 1.75 1.59 5.25 3.19 6.99 3.55 

HEMBA1002480 4.46 3.98 8.49 8.76 13 10.54 

HEMBA1002481 1.9 2.02 4.22 2.71 6.25 4.7 

HEMBA1002486 3.62 3.98 10.08 9.98 8.04 9.75 

HEMBA1002490 2.02 3.08 5.7 8.76 9.64 7.65 * + 

HEMBA1002495 2.37 2.29 3.78 3.92 4.79 4.08 

HEMBA1002498 0.95 2.14 2.97 1.83 5.09 2.14 

HEMBA1002501 2.96 4.73 14.13 19.98 23.55 17.54 * 

HEMBA1002503 1.7 2.52 5.11 4.68 7.06 2.97 

HEMBA1002504 1.95 2.19 5.99 6.68 7.09 4.65 

HEMBA1002508 1.48 2.59 5.99 7.8 7.47 5.65 

HEMBA1002513 1.31 1.7 4.85 3.91 7.67 3.02 

HEMBA1002515 1.17 1.82 3.04 2.67 5.1 2.89 

HEMBA1002524 1.67 2.09 2.53 4.44 4.49 3.82 ** + 

HEMBA1002538 4.68 4.14 7.39 9.31 8.91 7.86 * + 

HEMBA1002542 3.31 3.27 6.77 10.11 9.3 7.74 * + 

HEMBA1002544 1.42 2.24 3.33 2.69 6.59 3.24 

HEMBA1002546 31.01 31.64 56.69 95.52 83.15 72.77 * 

HEMBA 1002547 3.13 3.22 8.44 20.11 20.37 17.21 ** 

HEMBA1002550 5.46 3.86 10.87 10.85 11.2 10.23 

HEMBA1002551 2.15 3.09 5.8 3.7 5.08 3.08 
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HEMBA1002552 2.21 2.06 8.39 5.66 6.55 5.68 
HEMBA1002555 1.54 1.78 4.56 2.27 4.4 2.97 
HEMBA1 002558 2.74 3.26 7.02 8.08 7.47 8.27 
HEMBA1002561 1.01 1.58 5.26 4.42 5.08 3.87 
HEMBA1002562 0.59 0.83 2.34 3.29 3.29 2.36 
HEMBA 1002568 1.71 1.16 3.09' 3.06 3.26 3.6 
HEMBA1 002569 3.8 4.67 10.32 7.29 8.59 5.14 
HEMBA1 002570 5.22 4.72 9.84 6.07 10.29 12.99 
HEMBA1002574 24.62 22.75 26.01 44.47 30.74 40.85 
HEMBA1 002583 4.07 4.52 8.07 6.64 6.43 8.47 
HEMBA1002587 9.78 10.9 19.23 24.67 18.08 20.4 
HEMBA1 002590 2.51 2.58 7.47 5.35 5.6 4.05 
HEMBA1002592 2.51 3.03 6.4 6.34 7.84 5.1 
HEMBA1002595 1.66 2.13 3.1 4.12 4.25 2.68 
HEMBA1002609 4.47 6.27 51 68.51 85.44 66.33 * 
HEMBA1002617 6.31 4.76 7.99 7.25 6.84 6.48 
HEMBA10026I9 3.33 4.8 5.99 7.86 6.14 7.27 
HEMBA1002621 1.21 2.94 3.09 3.24 4.17 2.03 
HEMBA1002624 4.6 5.19 19.48 22.04 24.39 26.87 * 
HEMBA1002628 3.37 3.64 6.4:1 6.08 6.11 4.1 
HEMBA1002629 2.71 2.24 4.66 3.77 7.98 4.48 
HEMBA1002632 1.39 2.23 5.16 4.29 5.49 4.58 
HEMBA1002645 1.77 1.98 6.43 4.68 6.91 5.37 
HEMBA1002651 1.87 2.73 4.73 4.68 4.83 3.74 
HEMBA1002652 3.38 5.27 6.21 6.09 8.66 7.92 
HEMBA1002659 2.84 3.86 4.8 6.32 8.18 9.6 * 
HEMBA1002661 3 2.71 6.19 4.41 6.93 4.93 
HEMBA1002666 1.74 2.47 4.21 2.95 4.25 1.41 
HEMBA1002667 1.39 2.25 3.91 2.79 5.24 1.94 
HEMBA1002673 16.08 19.36 30.31 32.54 35.18 29.96 
HEMBA1002678 2.11 2.33 7.44 5.39 5.98 4.22 
HEMBA1002679 1.23 2.33 5.25 3.7 7.48 3.81 
HEMBA1002688 1.74 2.98 8.3 8.33 11.41 7.86 
HEMBA1002696 1.7 2.79 2.92 3.48 6.13 3.32 
HEMBA1002703 2.95 3.88 10.15 8.35 9.73 9.21 
HEMBA1 002706 4.97 4.24 8.99 5.07 7.16 5.54 
HEMBA1002712 2.39 3.94 8.67 8.4 10.9 10.57 
HEMBA1002715 7.92 9.81 49.65 79.65 93.63 79.61 
HEMBA1002716 3.93 4.26 5.53 4.63 5.02 4.53 
HEMBA1002718 11.79 12.87 17.77 24.16 18.07 24.3 
HEMBA1002728 2.37 3.1 5.01 5.52 5.94 4.42 
HEMBA1002730 1.13 2.48 5.86 3.71 6.19 4.61 
HEMBA10O2734 2.89 3.54 8.82 8.6 10.7 10.59 
HEMBA 1002742 1.94 2.06 3.96 1.86 4.27 2.74 
HEMBA 1002746 1.2 2.86 4.61 2.83 4.43 2.94 
HEMBA1002748 2.19 1.75 4.01 5.36 5.98 3.92 
HEMBA10O275O 1.99 2.46 3.45 6.74 6.39 6.27 ** 
HEMBA1002755 1.85 3.1 5.31 5.96 6.62 5.16 
HEMBA1002759 1.93 3.12 7.98 4.65 7.92 7.08 
HEMBA1002763 9.62 12.05 74.52 68.84 88.82 77.22 
HEMBA1002767 4.48 5.85 5.8 8.88 6 6.13 
HEMBA1002768 2.99 3.76 6.2 3.46 8.3 3.04 
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HEMBA 1002769 1.47 2.35 2.82 3.46 5.21 3.49 
HEMBA1002770 5.89 5.83 12.41 14.24 22.53 15.53 * + 
HEMBA1002777 1.6 1.9 2.58 2.29 4.74 3.76 
s HEMBA1002779 10.92 7.6 16 17.39 19.81 19.36 * + 

HEMBA1002780 2.6 2.77 6.82 6.43 6.89 6.35 
HEMBA1002790 3.14 2.52 10.6 7.26 8.67 9.25 
HEMBA1002794 1.52 2.28 5.49 3.68 6.8 4.45 
HEMBA1002798 1.33 1.59 3.61 2.77 5.12 4 
10 HEMBA1O028O1 2.13 2.25 3.64 3.12 6.93 5.24 

HEMBA1002810 4.56 3.99 7.85 10.27 17.31 11.1 * + 
HEMBA1002816 2.24 1.97 2.88 5.34 5.05 4.8 ** + 
HEMBA1002818 24.6 23.26 95.11 130.84 121.74 135.78 * + 
HEMBA1O02820 1.95 2.63 6.41 6.96 6.99 6.04 
15 HEMBA1002826 1.96 1.48 2.99 3.21 4.84 3.59 

HEMBA1002833 8.71 7.46 19.84 20.18 21.16 20.04 
HEMBA1002850 1.16 1.94 3.67 3.87 4.96 5.11 * + 
HEMBA1002862 9.06 9.31 17.9 20.11 25.3 13.43 
20 HEMBA1 002863 2.47 2.93 5.23 6.16 8.44 6.52 * + 

HEMBA1002867 1.51 1.17 2.4 2.3 3.28 1.87 
HEMBA1 002876 3.9 3.54 5.48 5.61 5.78 6.48 
HEMBA1002886 1.28 1.56 2.45 1.83 3.13 2.71 
HEMBA1002896 5.82 3.82 9.33 7.22 11.23 8.51 
25 HEMBA1002913 2.37 2.22 4.56 4.19 4.28 3.11 

HEMBA1O02921 0.97 0.81 2.36 1.82 2.41 1.41 
HEMBA1002924 1.07 1.2 2.86 2.11 4.41 3.27 
HEMBA1002934 6.01 5.17 10.48 9.93 15.27 13.16 
HEMBA1002935 4.27 2.55 6.59 7.1 5.34 7.14 
so HEMBA1002937 4.61 5.71 9.4 10.82 8.36 7.36 

HEMBA1002939 2.21 2.92 5.39 5.51 5.7 3.26 
HEMBA1002944 1.45 1.97 4.66 3.1 5.68 3.21 
HEMBA1002951 5.88 7.88 10.99 6.04 12.17 5.67 
HEMBA1002954 2.4 4.57 6.12 6.09 7.78 4.78 
35 HEMBA1002962 3.93 6.02 9.14 13.42 15.92 12.44 * + 

HEMBA1002968 1.22 1.71 4.32 5.34 4.07 5.3 
HEMBA1002970 1.13 1.13 3.14 2.5 3.72 3.13 
HEMBA1002971 0.96 2.02 2.75 2.02 3.71 2.43 
HEMBA 1002973 1.68 3.36 7.84 6.19 10.81 6.31 
HEMBA1002978 2.09 3.81 4.35 5.49 5.3 4.22 
HEMBA1002981 1.82 2.51 4.01 9.33 7.48 6.53 ** + 
HEMBA1002985 0.83 1.92 4.91 4.74 5.59 4.13 
HEMBA1002986 2.72 4.88 6.67 14.7 14.62 13 ** + 
45 HEMBA1002988 1.77 2.36 4.25 4.2 5.67 3.46 

HEMBA1002992 8.73 11.38 68.65 83.81 96.4 94.02 * + 
HEMBA1O02995 6.13 6.97 11.94 8.64 11.47 14.09 
HEMBA1002997 5.77 6.33 9.6 12.88 10.65 8.75 
HEMBA1002999 1.36 2.77 2.84 2.48 3.92 3.31 
so HEMBA1003004 0.78 1.39 1.96 1.86 3.32 1.37 

HEMBA1003006 2.03 1.84 4.26 5.44 8.08 5.87 * + 
HEMBA1003008 1.58 1.26 2.83 3.4 5.4 2.28 
HEMBA1003021 1.72 2.09 5.98 8.49 8.58 6.67 * + 
HEMBA1003027 1.79 1.7 3 4.47 2.11 6.17 3.72 
55 HEMBA1003029 16.39 17.36 46.06 37.07 42.91 45.58 
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HEMBA1003031 33.04 32.41 50.08 48.18 24.56 40.3 
HEMBA1003032 3.42 6.52 7.98 8.81 6.53 9.45 
HEMBA1003033 2.36 4.11 6.85 7.85 8.94 9 * + 
HEMBA1003034 2.43 3.17 7.63 8.24 7.47 8.23 
HEMBA1003035 1.24 2 2.59 2.88 3.46 1.93 
HEMBA1003037 1.74 2.09 6.21 4.13 7.36 3.43 
HEMBA1003041 3.4 4.14 8.51 10.28 10.48 9 
HEMB A 1003046 11.44 11.53 28.31 33.77 21.19 36.32 
HEMBA1003047 2.02 2.35 5.11 4.57 5.41 4.03 
HEMBA1003048 1.8 2.96 3.76 7.97 7.47 9.3 ** + 
HEMBA1003064 3.7 4.12 15.74 15.78 25.09 19.36 
HEMBA1 003067 1.92 2.31 7.09 4.56 7.96 3.23 
HEMBA1003071 5.24 5 8.74 11.32 10.02 8.7 
HEMBA1003072 2.81 3.22 5.7 4.43 3.65 5.17 
HEMBA1003076 20.6 21.34 31.5 41.86 28.3 32.74 
HEMBA1 003077 1.41 1.58 4.37 1.68 4.03 2.27 
HEMBA 1003078 2.02 1.92 2.4 3.14 4.9 3.38 * + 
HEMBA1003O79 2.72 2.66 6.42 5.88 7.13 4.48 
HEMBA1003083 1.56 2.11 3.94 4.42 6.23 4.59 
HEMBA1 003086 2.5 2.72 5.27 4.09 5.78 4.68 
HEMBA1003090 5.14 4.79 13.3 11.57 12.88 12.73 
HEMBA1003094 0.82 1.67 2.94 2.51 3.22 2.14 
HEMBA1003096 8.6 8.76 15.55 10.1 13.7 10.97 
HEMBA1003098 3.88 5.66 7.38 9.42 7.11 8.4 
HEMBA1003101 4.73 5.48 7.29 9.04 6.59 6.36 
HEMBA1003109 2.88 3.42 4.72 5.73 6.93 7.22 * + 
HEMBA1003114 2.87 4.67 5.67 6.47 7.94 5.69 
HEMBA1003117 2.1 3.41 4.4 3.36 4.99 2.44 
HEMB A1003 120 3.02 2.65 5.55 3.23 7.38 4.29 
HEMB A 1003 129 2.47 2.6 6.66 10.28 6.19 7.28 
HEMBA1003133 2.05 4.74 7.61 7.74 7.59 5.59 
HEMBA1003136 2.64 3.59 5.25 5.37 5.88 4.49 
HEMBA1003142 2.01 2.27 6.15 6.62 6.35 5.34 
HEMBA1003148 1.3 1.4 2.82 1.49 4.26 1.6 
HEMBA1003151 1.91 2.08 4.23 2.9 5.34 4.24 
HEMBA1003152 3.27 1.98 5.84 4.74 5.71 2.58 
HEMBA1003157 1.23 1.88 2.58 4.2 5.38 3.21 * + 
HEMBA1003166 6.14 6.06 14.06 22.98 18.03 21.74 * 
HEMBA1003171 1.3 2.28 2.23 2.62 3.09 2.53 
HEMBA1003175 1.54 2.63 4.2 3.54 4.52 4.11 
HEMBA1003179 4.66 5.95 37.4 36.91 43.86 45.13 
HEMBA1003186 2.58 3.17 7.13 6.71 6.71 5.78 
HEMBA1003196 3.04 3.79 7.33 6.95 8.31 5.18 
HEMBA1003197 0.46 1.51 2.86 1.85 3.97 1.09 
HEMBA1003199 1.26 1 2.32 1.66 3.22 2.47 
HEMBA1003202 2.86 3.49 5.69 9.44 10.48 11.14 ** 
HEMBA1003204 1.67 2.46 3.35 4.99 4.72 4.81 ** 
HEMBA1003210 6.48 7.36 11.66 12.02 12.1 14.78 
HEMBA1003212 1.4 2.87 5.52 7.58 8 5.7 
HEMBA1003218 1.2 1.26 1.71 1.24 4.35 1.36 
HEMBA1003220 34.65 32.6 73.43 78.35 79.82 83.89 
HEMBA1003222 2.37 3.03 3.41 3.04 6.13 4.29 
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10 



15 



20 



2.07 3.34 1.59 3.45 2.05 
1.91 2.4 5.62 5.1 4.9 ** + 
7.14 12.08 11.08 11.44 10.09 
1.33 4.32 4.98 5.25 5.44 * + 

5.43 10.62 11.5 15.4 13.97 * + 

1.4 2.68 1.76 2.98 2.42 

7.17 16.59 17.06 18.68 14.37 
3.33 7.33 8.25 8.83 6.78 
0.44 1.92 1.92 3.36 1.81 
1.38 2.96 2.5 3.37 5.1 
1.99 3.18 4.21 4.42 3.98 * + 
0.83 1.85 0.56 1.63 1.34 

1.18 3.49 1 4.56 2.32 
2.6 4.59 3.08 4.91 4.2 
1.29 3.53 1.79 3.85 2.48 
1.91 3.43 3.03 5.05 3.32 
6.73 34.23 45.25 71.61 51.97 * 4 

1.91 4.84 3.21 3.32 3.25 

3.5 7.47 4.86 5.7 5.62 
8.32 46.61 63.82 70.23 54.45 * -t 

1.44 2.88 2.91 5.37 1.87 
6.3 10.28 15.7 17.76 11.56 * + 

25 HEMBA1003309 0.91 1.9 2.85 2.87 4 2.3 

2.26 3.82 4.48 3.52 4.02 
4.38 10.14 15.2 16.23 17.88 ** h 

5.92 10.9 8.46 10.83 8.07 
3.97 5.55 2.93 7.4 3.68 

30 HEMBA1003327 0.81 1.61 3.63 2.36 4.3 2.28 

2.43 5.38 4.25 5.51 5.06 
2.81 4.84 4.66 5.83 6.94 

2.45 11.3 11.28 13.98 16.37 

2.6 7 9.64 8.65 5.33 
35 HEMBA100337O 3.14 3.6 8.85 12.54 10.83 13.98 * + 

1.3 3.4 2.14 5.05 2.94 
2.83 7.71 9.83 12.46 10.39 * + 

2.3 3.63 2.25 3.9 2.57 
1.71 2.91 2.11 4.78 2.14 
1.24 2.14 1.83 3.24 1.98 
2.28 3.43 5.21 5.91 4.44 * + 
1.45 2.84 4.06 4.29 2.18 

1.4 3.27 3.21 3.26 2.19 
2.22 4.64 3.23 7.19 5.22 
1.74 3.29 2.32 4.22 2.59 
9.32 50.9 66.1 66.81 77.49 * + 

4.5 7.27 6.02 5.77 7.71 
6.79 8.35 10.96 8.79 9.75 

so HEMBA1003417 5.71 6.5 10.15 8.18 8.86 7.36 

5.12 6.53 7.37 11.45 9.3 * + 
17.91 35.46 33.32 34.37 32.89 
1.65 3.06 2.33 3.58 2.21 
2.43 3.34 4.88 4.54 4.09 * + 
55 HEMBA1003440 11.39 12.08 19.86 24.13 13.99 24.26 
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HEMBA 1003442 4.37 4.67 4.94 3.54 6.73 5.96 
HEMBA1003447 7.55 9.08 49.72 65.41 63.46 65.15 * + 
HEMBA1O03453 21.03 22.03 42.15 27.85 29.02 27.64 
s HEMBA1003461 1.5 2.13 3.49 2.6 3.63 2.2 

HEMBA1003463 2.82 3.68 6.02 5.97 3.84 6.41 
HEMBA1003465 1.77 2.21 6.31 4.75 5.02 3.82 
HEMBA1003480 2.58 3.91 8.62 9.63 9.6 9.42 
HEMBA1 003485 7.06 4.84 5.29 6.13 7.26 5.52 
10 HEMBA1003487 1.8 1.85 3.4 7.12 6.39 6.79 ** + 

HEMBA1003492 1.42 1.95 4.11 2.41 5.87 2.1 
HEMBA1003494 9.36 8.61 12.16 18.24 18.69 17.83 ** + 
HEMBA1003497 2.19 2.16 3.29 3.35 6.06 2.97 
HEMBA1003503 0.98 1.74 3.37 5.04 3.18 2.13 
15 HEMBA1003511 0.99 2.19 3.7 2.3 4.42 2.5 

HEMBA1003528 3.33 4 6.51 5.77 5.04 4.46 
HEMBA1003530 1.33 0.85 3.62 1.97 3.15 2.45 
HEMBA1003531 1.14 1.72 5.39 4.74 7.24 4.51 
20 HEMBA1003532 12.97 14.66 34.3 28.69 25.31 31.26 

HEMBA1O03538 2.54 2.4 17.88 14.54 21.58 16.83 
HEMBA1003545 0.68 2.08 3.17 1.85 3.6 2.17 
HEMBA1003546 1.27 2.03 1.68 1.98 2.15 2.42 
HEMBA1003548 1.4 3.18 3.6 1.41 4.15 2.23 
25 HEMBA1003553 31.29 31.45 47.99 54.36 41.34 45.65 

HEMBA1003555 1.39 2.73 4.81 3.53 4.48 5.19 
HEMBA1003556 1.24 1.76 2.96 3.14 5.75 3.31 
HEMBA1 003560 1.89 2.66 7.87 10.08 13.24 9.9 * + 
HEMBA1003565 54.27 66.88 96.28 121.29 139.88 148.68 * + 
30 HEMBA1003568 1.86 2.27 3.24 2.36 7.41 2.78 

HEMBA1003569 2.93 2.61 2.96 5.07 3.95 4.53 ** + 
HEMBA1003571 3.53 2.33 3.8 5.19 5.3 5.83 * + 
HEMBA1003579 3.51 4.29 4.83 3.79 5.68 5.91 
HEMBA1003580 3.82 4.09 4.96 3.11 4.41 3.53 
35 HEMBA1003581 0.82 2.62 2.07 1.63 3.19 2.4 

HEMBA1003591 10.8 11.44 30.24 33.74 35.7 36.88 * + 
HEMBA1003595 0.93 1.16 2.46 2.98 4.02 2.01 
HEMBA1003597 3.15 3.18 8.74 10.82 11.39 11.59 * + 
HEMBA1003598 0.58 0.93 1.33 2.62 1.83 1.61 * + 
40 HEMBA1003600 3.71 4.19 13.35 14.77 13.86 16.69 

HEMBA1003602 2.84 2.64 4.89 5.89 6.97 9.14 * + 
HEMBA1003604 2.3 3.35 5.67 6.63 8.29 8.16 * + 
HEMBA1003610 2.33 3.2 4.48 6.12 5.64 6.81 * + 
45 HEMBA1003615 1.76 2.61 5.23 4.95 5.21 4.96 

HEMBA1003617 3.59 3.54 8.59 6.92 11.37 8.5 
HEMBA100362O 5.76 6.01 4.98 13.48 17.69 12.58 ** + 
HEMBA1003621 1.6 1.66 3.19 4.52 5.42 5.08 ** + 
HEMBA1003622 0.96 0.69 1.38 1.47 3.17 2.25 
so HEMBA1003630 0.78 1.02 1.95 1.68 2.97 1.55 

HEMBA1003637 0.66 1.93 2.59 2.11 3.11 2.63 
HEMBA1003640 2.33 2.1 5.27 4.16 5.68 5.5 
HEMBA1003645 1.12 1.2 4.41 2.3 3.82 3.06 
HEMBA 1003646 0.94 1.21 1.76 1.25 3.25 1.8 
55 HEMBA1003647 0.49 2.15 3.27 2.46 3.79 2.21 
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HEMBA1003656 3.32 3.77 6.96 17.01 10.45 13.78 * + 

HEMBA1003662 1.37 2.08 1.54 5.2 3.81 4.91 ** + 
HEMBA1O03666 23.84 17.7 51.57 21.97 21.85 24.71 

5 HEMBA1003667 4.74 3.63 6.03 4.61 6.22 7.09 

HEMBA1O03670 0.83 0.65 1.94 1.18 2.61 1.51 

HEMBA1003674 32.16 29.41 63.99 118.95 138.25 123.17 ** + 

HEMBA1003677 1.84 2.06 4.28 2.32 5.31 3.78 

HEMBA1003679 1.2 1.68 3.72 2.22 6.19 3.23 

10 HEMBA1003680 4.55 4.68 20.52 27.26 28.13 28.07 * + 

HEMBA1003684 1.57 1.9 3.98 4 3.65 4.47 

HEMBA1003690 6.22 7.41 8.65 7.94 9.93 7.33 

HEMBA1003692 2.41 3.82 7.23 8 8.28 7.7 

HEMBA1003702 2.64 3.82 4.83 7.11 6.86 6.07 * + 

15 HEMBA1003711 1.06 1.21 3.39 2.93 3.88 2.37 

HEMBA1003714 1.31 1.26 2.13 1.61 2.45 1.42 

HEMBA1003715 1.46 2.7 6.58 10.21 9.15 6.87 * + 

HEMBA1003717 1.91 2.31 3.91 3.03 3.66 4.38 

20 HEMBA1003720 0.81 2.6 5.07 4.16 4.16 4.21 

HEMBA1003725 0.83 1.57 2.47 3.22 4.91 3.17 * + 

HEMBA1003728 1.28 2.48 3.4 2.65 4.36 2.72 

HEMBA1003729 0.98 2.35 2.85 3.6 4.36 3.52 * + 

HEMBA1003732 1.11 1.52 3.49 3.01 2.75 1.88 

25 HEMBA1003733 1.18 1.9 2.94 3.7 4.95 3.92 * + 

HEMBA1003742 5.15 7.3 5.95 21.53 22.58 19.56 ** + 

HEMBA1 003743 1.37 1.76 3.21 4.13 4.36 3.68 * + 

HEMBA1003758 3.26 3.29 11.72 10.07 16.03 12.24 

HEMB A 1003760 0.82 2.43 3.09 1.92 4.19 3.16 

so HEMBA1003764 0.88 2.06 4.9 1.86 4.36 4.24 

HEMBA1003769 6.61 8.95 15.57 22.58 17.05 20.77 * + 

HEMBA1003773 2.16 3.5 4.48 5.8 6.7 5.98 * + 

HEMBA1003783 3.12 3.11 4.95 8.58 8.64 8.27 ** + 

HEMBA1003784 0.46 1.37 2.89 2.37 2.45 1.77 

35 HEMBA1003794 3.48 3.61 13.64 11.98 11.61 15.55 

HEMBA1003799 1.09 1.05 4.29 2.44 5.06 3.76 

HEMBA1003803 7.58 6.67 12.05 11.68 7.64 8.41 

HEMBA1003804 1.08 2.53 4.45 1.86 3.35 2.05 

HEMBA1003805 6.41 7.87 10.45 15.74 7.09 11.93 

40 HEMBA 1003807 1.52 1.53 3.21 2.71 6.32 2.37 

HEMBA1003810 1.72 3.29 6.06 5.98 4.85 4.55 

HEMBA1003827 2.71 4.55 12.08 13.28 10.48 15.35 

HEMBA1003836 3.42 4.84 10.27 11.16 12.81 9.96 

45 HEMBA1003838 16.58 16.15 31.32 34.24 33.25 35.46 

HEMBA1003843 4.6 6.54 7.01 13.61 6.48 11.42 

HEMBA1003846 19.54 21.94 61.32 72.86 70.58 83.4 * + 

HEMBA1003856 1.41 1.66 2.85 2.07 4.03 2.51 

HEMBA1003857 2.89 3.1 5.8:5 5.89 8.29 6.88 

so HEMBA1003864 1.56 2.61 4.04 3.32 4.03 2.75 

HEMBA1003866 0.89 0.75 2.21 1.66 2.23 0.73 

HEMBA1003868 10.92 10.88 18.59 13.26 7.59 15.72 

HEMBA1003879 0.95 1.33 3.16 3.49 4.42 3.09 

HEMBA1003880 1.81 2.35 2.78 3.53 4.78 2.3 

55 HEMBA1003884 10.97 11.37 39.03 54.69 62.46 57.8 * + 
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HEMBA1003885 4.59 4.82 7.14 9.19 6.32 8.41 
HEMBA1003887 3.58 4.93 7.7 8.65 7.93 8.18 
HEMBA1O0389O 4.2 4.48 7.18 7.53 9.1 6.26 
HEMBA1003893 4.38 6.39 9.53 8.75 13.24 9.94 
HEMBA1003896 4.15 4.15 10.62 7.4 9.12 6.43 
HEMBA1003902 1.39 3.78 5.09 4.91 6.42 5.1 
HEMBA1003904 0.87 2.16 2.46 2.82 4.32 2.11 
HEMBA1003908 1.18 1.3 2.89 2.12 5.25 1.43 
HEMBA1003926 14.46 12.2 39.79 45.5 34.97 55.56 
HEMBA1003937 2.75 3.31 5.38 4.3 6.85 4.57 
HEMBA1003939 2.43 2.48 6.56 8.3 13.32 8.04 
HEMBA1003940 2.45 3.08 5.01 4.29 6.22 5.55 
HEMBA1003941 1.4 2.26 2.48 3.37 4.57 4.42 * + 
HEMBA1003942 1.63 2.88 3.13 2.01 3.85 2.22 
HEMBA1003945 12.57 13.75 22.75 20.99 14.77 19.74 
HEMBA1003949 1.4 1.9 3.53 3.29 6.22 4.14 
HEMBA1003950 3.46 4.86 6.49 14.69 17.53 13.02 ** 
HEMBA1003953 1.91 1.6 5.14 0.72 3.97 1.44 
HEMBA1003958 5.16 3.6 7.47 7.54 9.45 6.64 
HEMBA1003959 2.42 2.72 5.72 5.5 5.5 9.02 
HEMBA1003960 3.25 5.81 34.7 24.04 26.4 28.28 
HEMBA1 003966 9.63 8.28 16.73 16.75 17.67 19.84 
HEMBA1003967 1.75 3.06 3.47 3.48 3.6 3.27 
HEMBA1003968 0.97 2.14 2.55 2.49 4.56 1.82 
HEMBA1003974 634.2 699.64 821.36 986.231340.97 1248.21 
HEMBA1003976 1.05 1.84 3.36 1.21 3.27 2.04 
HEMBA1003977 1.48 2.07 1.99 1.41 3.49 2.15 
HEMBA1003978 2.91 3.72 3.54 3.77 6.18 3.53 
HEMBA1003981 9.01 6.77 14.06 12.05 11.49 18.27 
HEMBA1003982 102.64 103.61 302.15 380.08 375.9 466.69 
HEMBA1003985 1.18 1.9 2.43 3.21 3.79 2.18 
HEMBA 1003987 3.04 2.23 3.1 2.56 4.34 5.53 
KEMBA1003989 1.62 1.77 4.56 3.79 5.12 3.31 
HEMBA1004000 1.63 2.35 5.05 3.46 5.35 4.18 
HEMBA1004006 2.79 2.88 12.86 16.29 22.13 19.73 * 
HEMBA1004007 0.7 1.92 5.28 3.03 5.18 4.72 
HEMBA1004010 67.4 61.25 98.24 112.56 96.78 136.86 
HEMBA1004011 0.48 1.74 2.18 2.58 3.29 1.62 
HEMBA1004012 0.79 1.84 2.3 3.11 4.8 3.53 * + 
HEMBA1004015 2.68 4.15 5.38 8.68 10.65 9.21 ** 
HEMBA1004024 1.47 2.73 5.65 5.68 8.26 8.07 
HEMBA1004029 1.93 3.1 3.03 4.6 8.38 13.11 
HEMBA1004038 1.04 1.24 1.55 1.18 3.38 1.59 
HEMBA1 004042 0.89 1.42 2.22 1.58 4 2.48 
HEMBA1004045 0.28 0.94 2.42 3.07 3.32 2.53 
HEMBA1004048 4.16 4.16 12.1 19.93 14.84 22.3 * 
HEMBA1004049 3.56 3.18 4.87 4.92 6.83 5.48 
HEMBA1004051 136.19 118.77 205.49 243.62 283.22 223.29 
HEMBA1004053 5.11 4.64 8.92 25.25 27.24 21 ** 
HEMBA1004055 2.28 3.2 4.24 2.15 5.51 2.86 
HEMBA1004056 3.78 3.07 6.73 5.3 10.99 9.56 
HEMBA10O4060 0.86 1 1.7 0.78 3.94 1.65 
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HEMBA1004061 4.76 3.94 6.44 7.37 12.64 8.57 
HEMBA1004067 10.12 14.76 90.67 108.89 125.21 128.6 * - 
HEMBA1004071 7.51 7.77 16.52 17.31 12.23 13.37 
5 HEMBA1 004074 0.78 1.93 3.97 4.48 7.06 5.69 * + 

HEMBA1004078 3.87 2.95 5.22 6.52 6.2 6.87 * + 
HEMBA1004085 1.05 1.19 2.83 3.57 4.57 2.45 
HEMBA 1004086 3.38 4.95 6 8.92 8.09 6.51 * + 
HEMBA1004097 1.18 1.13 2.97 3.66 3.28 2.97 
10 HEMBA1004100 3.85 4.81 8.96 6.9 9.64 9.55 

HEMBA1004103 2 2.91 6.25 6.25 7.24 7.38 
HEMBA1004110 3 3.77 5.43 4.18 4.23 5.02 
HEMBA1004111 3.96 7.64 44.2 53.81 60.1 57.3 * + 
HEMBA1004124 7.14 10.51 60.12 83.27 97.96 83.59 * + 
HEMBA1004130 3.12 3.46 10.29 9.45 6.84 8.43 
HEMBA1004131 2.14 2.12 3.06 4.08 3.73 3.21 * + 
HEMBA1004132 0.77 2.22 4.84 3.94 6.31 4.2 
HEMBA1004133 0.69 1.77 2.56 3.28 5.17 3.22 
HEMBA1004138 0.89 1.19 3.05 2.21 4.11 1.83 
HEMBA1004143 7.1 7.48 17.43 18.83 15 17.6 
HEMBA1004146 0.89 2.03 3.01 2.96 4.21 2.69 
HEMBA1004148 1.85 1.57 2.13 2.25 3.38 1.99 
HEMBA1004149 1.54 1.44 2.77 2.83 2.59 3.32 
25 HEMBA1004150 0.49 1.06 2.15 2.31 1.58 1.08 

HEMBA1004154 2.24 1.64 5.28 6.28 7.07 4.61 
HEMBA1004164 1.84 2.23 5.63 6.89 7.13 5.81 
HEMBA1004168 2.16 2.24 4.69 3.9 5.32 7.84 
HEMBA1004199 1.37 1.92 2.34 3.17 3.66 1.8 
30 HEMBA1004200 0.84 1.98 3 1.5 4.05 1.78 

HEMBA1004201 4.87 5.68 17.64 26.94 32.17 25.65 * + 
HEMBA1004202 7.7 10.5 9.9 18.08 16.29 15.77 ** + 
HEMBA 1004203 1.63 2.31 3.66 4.5 5.3 4.44 * + 
HEMBA1004207 1.9 3.24 3.62 5.73 6.23 6.2 ** + 
35 HEMBA1004210 1.13 1.72 2.67 1.95 4.14 1.87 

HEMBA1004225 1.1 2.47 5.23 5.96 7.12 5.4 
HEMBA1004227 2.17 4.44 3.86 5.14 5.71 5.16 
HEMBA1004235 2.68 2.91 3.74 5.79 5.78 4.44 * + 
HEMBA1004237 3 3.31 5.23 5.95 4.67 5.47 
HEMBA1004238 2.06 3.24 5.93 5.84 7.64 6.52 
HEMBA1004241 2.32 3.09 3.87 2.74 3.74 3.35 
HEMBA1004242 8.66 13.05 20.15 26.83 32.28 26.48 * + 
HEMBA 1004243 1.8 2.09 3.58 2.8 3.03 2.76 
HEMBA1004246 1.6 2.68 5.65 6.18 6.24 6.15 
HEMBA1004247 0.89 2.73 3.74 3.69 4.23 3.37 
. HEMBA1004248 4.01 3.54 3.85 5.91 8.31 7.47 ** + 
HEMBA1004250 1.55 2.16 2.87 1.91 5.22 1.47 
HEMBA1004252 3.57 3.27 4.8 4.64 5.79 4.28 
50 HEMBA1004260 2.56 3.08 6.87 7.32 8.16 7.61 

HEMBA1004264 L26 2.11 2.59 2.16 2.86 1.37 
HEMBA1004267 5.5 5.81 14.29 14.22 12.19 11.57 
HEMBA1004272 1.75 2.31 3.31 2.26 3.84 2.04 
HEMBA1004274 5.83 8.13 58.69 77.19 87.61 76.22 * -f 
55 HEMBA1004275 1 5.4 3.34 1.49 4.49 2.42 
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HEMBA1004276 2.27 2.2 3.42 3.45 4.2 3.06 
HEMBA1004279 2.13 2.33 4.37 3.29 5.2 3.88 
HEMB A 1004284 1.78 2.56 6.03 4.16 4.9 5.23 
5 HEMBA1004286 1.41 1.35 2.44 1.65 3.55 2.1 

HEMBA1004289 2.58 4.17 5.59 5.16 7.18 8.44 
HEMBA1004293 20.24 18.64 51.03 77.3 52.39 74.25 * + 
HEMBA1004295 1.08 2.65 3.08 2.73 4.02 2.05 
HEMBA1004302 0.72 1.84 2.29 1.21 3.39 1.49 
10 HEMBA1004306 2.11 3.01 5.96 3.99 5.74 6.01 

HEMBA1004312 1.3 1.58 4.98 3.57 3.56 3.56 
HEMBA1004314 1.78 1.86 4.1 3.35 6.23 4.38 
HEMBA1004321 0.88 1.66 2.56 4.05 4.15 4.82 ** + 
15 HEMBA1004323 2.4 3.16 4.7 4.77 5.29 5.1 

HEMBA1004327 1.18 1.78 3.23 3.51 4.46 3.1 
HEMBA1004329 5.57 6.73 15.22 16.29 15.33 15.14 
HEMBA1004330 3.93 3.54 4.06 5.87 7.54 5.36 * + 
HEMBA1004334 2.92 3.63 4.69 4.18 4.74 6.06 
20 HEMBA1004335 1.15 1.77 5.1 3.04 4.75 3.14 

HEMBA1004341 1.01 1.1 1.25 1.13 3.34 1.14 
HEMBA1004344 29.93 34.05 68.18 74.25 94.77 82.54 * + 
HEMBA1 004347 0.67 1.65 2.21 2.31 2.25 2.78 
HEMBA1004349 12.07 11.55 22.26 19.39 22.71 24.41 
25 HEMBA1 004352 2.06 2.56 6.96 6.05 6.92 6.58 

HEMBA1004353 10.21 14.95 25.3 19.64 26.63 25.83 
HEMBA1004354 1.9 2.56 6.29 5.42 6.94 5.83 
HEMBA1 004356 5.75 6.89 9.43 20.06 19.7 20.1 ** + 
HEMBA1004360 1.35 1.16 2.73 1.23 4.23 2.26 
30 HEMBA1 004366 1.97 1.91 3.57 4.53 6.9 4.73 * + 

HEMB Al 004372 0.3 0.67 1.03 2.04 1.85 0.96 
HEMBA1004377 6.57 5.58 10.48 16.45 11.58 13.72 * + 
HEMBA1 004389 8.39 7.87 13.69 16.87 19.3 11.15 
HEMBA1004391 1-18 0.88 1.37 1.27 4.23 2.34 
35 HEMBA1004393 65.85 84.9 114.17 77.61 53.19 85.8 

HEMBA1004394 0.84 1.14 1.83 1.68 3.9 2.59 
HEMBA1 004396 1.62 0.82 3.24 2.43 5.44 2.15 
HEMBA1004401 4.33 4.37 5.25 8.95 14.42 11.05 * + 
40 HEMBA1004405 3.86 2.57 5.7 7.45 7.46 9.38 * + 

HEMBA1 004408 4.27 2.66 5.34 7.19 8.8 9.85 * + 
HEMBA1004414 1.72 1.74 5.93 9.48 8.98 13.19 * + 
HEMBA1004429 2.95 3.96 4.23 4.68 6.9 6.8 * + 
HEMBA1004433 1.27 1.43 2.98 2.55 2.65 3.47 
45 HEMBA1004440 1.33 1.33 2.62 2.3 2.63 1.79 

HEMBA1004444 2.73 1.9 4.47 4.64 5.38 4.66 
HEMBA1004446 1.37 0.95 2.26 1.84 2.94 3.19 
HEMBA1004451 3.79 7.37 7.66 12.15 9.81 9.87 * + 
HEMBA1004452 0.71 1.96 2.89 3.53 8.91 2.36 
so HEMBA1004454 1.56 1.71 3.06 2.81 4.83 4.1 

HEMBA1004460 1.91 3.49 7.49 4.39 6.91 5.19 
HEMB A 1004461 1 1.87 1.43 1.09 3.95 1.99 
HEMBA1004468 3.22 4.71 7.36 9.92 12.73 8.79 * + 
HEMBA1004479 1.02 1.38 2.44 2.59 5.99 3.42 
55 HEMBA1004482 2.77 1.93 5.5 5.62 5.83 5.6 
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HEMBA1004491 6.18 5.55 13 12.32 15.5 15.72 

HEMBA 1004499 9.09 12.56 65.85 86.22 91.62 102.95 * + 

HEMBA1 004502 1.81 1.9 4.82 3.14 4.83 2.49 

s HEMBA1004505 1.57 2.42 4.6 4.78 7.66 4.09 

HEMBA1004506 0.96 2.32 3.48 3.28 5.58 2.73 

HEMBA1004507 29.33 30.94 74.36 85.26 112.08 83.25 * + 

HEMBA1004509 1.62 2.92 3.8 5.09 5.19 4.5 * + 

HEMBA1004523 1.04 1.68 1.65 1.82 3.64 3.02 

10 HEMBA1004528 9.41 10.46 59.94 86.06 89.35 98.27 * + 

HEMBA1004534 6.43 9.06 20.99 14.78 16.24 20.46 

HEMBA1004536 1.91 1.91 4.04 2.58 5.65 4.53 

HEMBA1004538 10.84 12.11 16.22 14.06 12.69 14.98 

HEMBA1004542 4.37 3.88 23.08 31.45 41.94 35.14 * + 

HEMBA1004552 2.98 1.35 4.27 9.89 9.44 7.1 ** + 

HEMBA1 004554 1.21 1.05 2.53 1.91 7.29 2.16 

HEMBA1004558 2.98 4.6 12.99 21.19 21.7 23.66 ** + 

HEMBA1 004560 1.74 2.06 4.16 3.47 6.18 4.25 

20 HEMBA1004564 4.31 3.3 8.73 7.27 9.96 8.65 

HEMBA1004566 50.51 49.26 83.43 126.94 55.59 138.13 

HEMBA1 004573 1.07 1.97 3.91 2.91 4.11 2.3 

HEMBA1004576 3.68 3.22 10.49 4.73 5.64 3.11 

HEMBA1004577 6.11 7.2 14 11.74 13.04 10.71 

25 HEMBA1004586 1.56 1.32 5.09 5.01 6.65 4.67 

HEMBA1004596 3.97 3.19 19.1 27.4 39.04 32.16 * + 

HEMBA1004604 9.04 8.14 40.08 64.86 69.99 62.02 * + 

HEMBA1004607 0.96 1.97 4.17 3.02 4.39 3.96 

HEMBA1004610 1.16 1.89 3.19 2.91 4.8 2.64 

30 HEMBA1004617 0.78 0.89 3.29 2.77 4.53 2.51 

HEMBA1004622 1.05 2.39 5.1 4.07 5.84 5.04 

HEMBA1004626 1.56 2.36 4.75 4.06 4.93 2.33 
HEMBA 1 004629 1.5 1.34 3.95 3.17 4.58 2.74 

HEMBA1004631 1.57 1.73 4.41 3.3 5.73 4.97 

35 HEMBA1004632 1.02 1.3 3.43 2.38 3.64 2.36 

HEMBA1004633 3.2 3.98 8.84 9.3 9.04 10.74 

HEMBA1004636 1.29 2.07 3.22 3.23 3.61 6.58 

HEMBA1004637 1.57 2.12 4.19 3.97 4.85 2.39 

40 HEMBA1004638 1.31 1.67 3.26 1.8 4.24 1.52 

HEMBA1004645 3.04 2.88 6.5 5.07 6.21 5.08 

HEMBA1004656 4.38 2.76 4.96 4.13 4.58 3.39 

HEMBA1004657 16.78 17.12 35.48 31.85 17.55 22.74 

HEMBA1004666 1.27 2.2 3.32 2.78 4.52 1.44 

45 HEMBA1004669 2.49 3.6 6.16 7.32 8.34 5.55 

HEMBA1004670 3.1 2.74 6.27 5.11 6.96 3.3 

HEMBA1004672 1.29 2.33 4.85 2.58 7.25 3.63 

HEMBA1004689 23.54 21.34 82.29 90.21 98.37 106.84 

HEMBA1004690 4.74 5.24 15.26 19.89 22.39 20.76 * + 

so HEMBA1004693 3.16 5.98 25.39 24.92 35.74 32.68 

HEMBA1004697 1.64 1.96 4.88 7.14 9.69 4.03 

HEMBA1004702 8.73 11.47 19-57 19.47 14.63 11.2 
HEMBA1004704 1.9 3.35 9.01 3.41 5.17 5.36 

HEMBA1004705 1.13 1.93 3.32 1.8 4.34 1.54 

55 HEMBA1004706 1.34 2.4 3.89 4.31 6.23 4.7 



BNSOOCID: <EP 1130094A2J_> 



691 



EP 1 130 094 A2 



HEMBA1004709 2.96 2.9 10.14 6.81 8.65 6.93 
HEMBA1004711 1.22 1.44 5.01 1.19 3.14 3.28 
HEMBA1004723 4.91 5.18 lO.Qtf 11.37 16.92 12.96 * + 
5 HEMBA1004725 4.14 4.9 7.68 5.67 8.62 8.54 

HEMBA1OO4730 3.57 2.83 4.74 3.64 8.59 4.41 
HEMBA1004733 1.07 2.64 2.62 1.06 3.54 2.45 
HEMBA1004734 2.57 3.22 4.46 2.68 5.28 5.32 
HEMBA1004736 1.1 1.89 7.12 3.87 12.1 5.09 
10 HEMBA1004748 2.24 0.94 5.6 3.02 5.22 2.83 

HEMBA1004749 6.88 8.33 19.68 16.49 19.03 23.29 
HEMBA1 004751 1.96 1.76 5.55 3.99 9.86 5.04 
HEMBA1004752 1.51 1.6 4.23 4.56 4.11 3.32 
15 HEMBA1004753 29.15 25.19 85.53 59.89 62.5 95.58 

HEMBA1004755 7.02 6.32 12.37 9.73 12.72 14.63 
HEMBA1 004756 1.45 1.76 3.86 2.34 5.21 2.17 
HEMBA1 004758 1.18 1.64 4.53 3.92 5.65 3.17 
HEMBA1 004763 1.79 2.39 5.56 5.45 6.53 6.09 
20 HEMBA1 004768 0.83 1.64 2.89 1.69 4.26 1.38 

HEMBA1 004770 1.09 1.36 2.43 1.47 3.53 1.94 
HEMBA1004771 0.99 1.02 2.44 2.18 3.26 2.57 
HEMBA1004775 4.07 3.84 7.29 8.61 9.62 13.74 * + 
HEMBA1004776 1.86 3.21 3.33 3.95 6.83 6.04 * + 
25 HEMBA1004778 1.75 2.24 6.11 3.21 7.64 5.74 

HEMBA1004784 1.51 1.59 3.11 2.36 4.18 3.62 
HEMBA1 004785 1 1.78 4.15 2.18 6.54 4.48 
HEMBA1004789 2.34 2.07 4.42 1.87 5.64 2.87 
HEMBA1004795 0.62 1.89 3.13 2.45 4.23 1.42 
30 HEMBA1004797 1.06 0.84 1.85 2.31 2.85 2.76 * + 

HEMBA1004803 4.98 1.72 5.31 4.62 9.79 4.82 
HEMBA1004806 1.23 1.78 3.22 2.36 3.83 2.33 
HEMBA1004807 3.05 1.95 3.86 5.58 7.44 4.14 
HEMBA1004816 4.73 2.61 3.59 3.78 7,97 9.34 
HEMBA 1004820 1.73 2.33 4.6 2.97 8.74 3.71 
HEMBA1004833 1.22 1.23 5.54 2.71 6.95 4.37 
HEMBA1004847 4.73 2.8 9.84 8 11.83 9.15 
HEMBA1O04850 1.01 1.78 6.15 6.56 13.54 6.38 
40 HEMBA1004863 1.75 2.3 4.92 3.34 4.45 5.17 

HEMBA1004864 2.66 3.91 6.68 4.19 9.03 6.51 
HEMBA1004865 1.13 2.61 4.06 3.86 6.64 3.38 
HEMBA1004880 2.22 3.32 9.22 9.9 10.38 9.48 
HEMBA1004882 5.8 7.1 10.16 15.5 15.77 12.03 * + 
45 HEMBA1004885 2.34 6 8.67 8.58 8.67 9.27 

HEMBA1004889 3.25 3.24 6.5 7.67 10.74 9.8 * + 
HEMBA1004900 1.51 1.59 3.71 3.21 5.14 2.84 
HEMBA1004909 0.71 1.96 3.59 3.21 4.47 4.97 
HEMBA1004918 1.46 1.7 4.93 4.03 7.19 5.77 
50 HEMBA1004923 1.1 1.83 3.72 3.98 7.3 4.27 

HEMBA1004929 1.01 1.7 2.68 1.66 3.59 1.38 
HEMBA1004930 1.4 2.06 4.31 3.91 5.87 4.72 
HEMBA1004933 2.41 1.5 5.32 5.59 5.43 3.38 
HEMBA1004934 8.61 8.61 17.67 26.2 27.77 26.83 ** + 
55 HEMBA1004937 1.36 2.42 3.57 2.79 7.51 2.54 



BNSDOCID: <EP 11 30094 A2_L> 



692 



EP 1 130 094 A2 



HEMBA1004943 1.11 1.75 3.63 2.56 4.88 3.68 

HEMBA 1004944 0.95 2.51 4.73 3.85 4.79 3.58 

HEMBA1004946 4.78 4.38 12.5 12.69 14.08 12.8 

HEMBA 1004952 0.9 1.83 4.04 2.76 4.41 2 

HEMBA1004954 3.55 3.21 7.92 6.02 6.4 6.12 

HEMBA1004956 1.37 1.11 2.78 2.12 3.66 1.81 

HEMBA1004960 0.86 0.75 3.27 4.17 6.72 3.06 

HEMBA1004971 2.41 2.49 6.81 6.45 8.05 6.92 

HEMBA1004972 2.57 2.31 3.63 2.07 5.66 5.84 

HEMBA1O04973 1.16 1.78 3.46 2.53 3.27 3.18 

HEMBA1004977 3.04 3.08 5.36 5.34 6.29 6.36 

HEMBA1004978 4.53 5.08 14.93 21.43 19.01 25.37 * 

HEMBA1004980 1.92 2.36 7.92 6.55 6.55 7.29 

HEMBA1004982 0.83 1.36 2.92 2.8 4.45 2.65 

HEMBA1O04983 1.73 1.88 4.29 3.92 5.5 4.21 

HEMBA1 004995 2.76 3.99 6.53 7.5 7.46 7.41 

HEMBA1005004 1.63 3.57 5.12 3.45 5.72 4.07 

HEMBA1005008 1.61 3.52 4.9 4.61 6.42 5.97 

HEMBA1005O09 4.55 3.9 8.37 11.95 6.96 9.22 

HEMBA1005019 3.1 2.57 5.78 6.6 8.07 7.19 * + 

HEMBA1005021 16.12 17.89 30.-14 29.81 23.38 23.26 

HEMBA1005029 3.13 3.42 7.98 7.23 8.66 6.52 

HEMBA1005035 6.53 6.29 19.38 18.59 17.77 20.38 

HEMBA1005036 19.87 20.39 37.72 23.12 19.26 26.98 

HEMBA1005039 1.7 3.19 4.59 4.36 6.81 3.69 

HEMBA1005047 4.31 4.06 5.6 7.01 8.54 7.83 ** + 
HEMBA 1005050 2 2.93 5.07 4.33 6.76 4.39 

HEMBA1O05062 2.48 3.06 5.62 2.85 5.13 2.03 

HEMBA1005066 2.28 2.55 5.72 4.81 8.94 6.89 

HEMBA1005067 5.81 10.37 17.44 25.77 30.77 26.84 * 

HEMBA1005070 3.33 3.01 8.9 8.51 8.13 6.59 

HEMBA1 005075 1.29 2.45 6.51 3.97 5.38 4.49 

HEMBA1005078 7.47 6.74 14.34 14.89 9.95 11.01 

HEMBA1005079 5.52 5.68 13.65 14.98 16.02 21.42 

HEMBA1O05083 0.94 0.97 2.69 2.17 4.96 1.25 

HEMBA1OO5084 5.36 4.49 8.84 7.48 10.38 9.99 

HEMBA1005088 1.63 1.64 7.16 3.48 6.18 4.54 

HEMBA1005089 3.12 3.47 5.53 5.04 9 5.52 

HEMBA1005090 5.92 5.56 11.7 17.14 12.91 21.06 * 

HEMBA1005096 0.88 2.47 3.98 3.35 3.94 2.88 

HEMBA 1005 101 2.29 2.08 4.54 3.23 5.6 4.54 

HEMBA1005107 1.2 1.92 3.2 2.25 4.48 2.3 

HEMBA1005113 0.96 2.18 3.35 2.12 5.53 2.72 

HEMBA1005123 3.35 3.46 10.83 9.05 10.41 8.28 

HEMBA10O5133 2.6 2.26 7.59 5.11 4.58 7.09 

HEMBA10O5135 1.19 2.77 3.35 1.47 5.28 3.69 

HEMBA1005145 5.84 6.38 12.56 13.06 14.71 17.84 
HEMBA1005149 4.21 3.2 7.92 6.51 8.54 8.47 

HEMBA 1005 152 1.81 3.06 3.59 3.3! 5.05 3.39 
HEMBA1005159 1.76 1.96 3.62 2.2 8.12 2.2 
HEMBA1005172 120.6 1 13.48 240.76 174.65 194.57 222.24 

HEMBA1005185 3.16 2.05 4.47 3.54 6.7 4.15 



693 



EP 1 130 094 A2 



HEMBA1005186 1.55 2.65 3.96 3.52 8.39 2.03 
HEMBA1005195 2.15 1.08 3.76 1.93 6.73 2.24 
HEMBA1005201 3.27 3.45 8.02 5.52 7.17 8.91 
HEMBA1005202 5.93 4.58 9.4 8.29 9.76 12.83 
HEMBA1005204 86.99 67.86 141.56134.68 133.57 172.39 
HEMBA1O052O6 6.39 5.08 66.26 72.89 92.07 89.66 * 
HEMBA1005219 4.62 6.56 14.55 15.66 21.85 17.87 * 
HEMBA1005223 2.4 1.91 4.92 1.7 3.83 3.86 
HEMBA1005229 1.18 2.32 3.12 1.57 4.88 2.32 
HEMBA1O05230 1.22 1.56 4.24 2.71 5.92 4.32 
HEMBA1O05232 0.86 1.13 1.6 0.91 3.81 2.17 
HEMBA1005238 0.84 1.77 2.67 2.16 3.27 2.29 
HEMBA1005241 2.77 2.68 7.42 7.63 11.38 7.62 
HEMBA1005244 0.87 1.97 5.63 2.57 8.33 6.19 
HEMBA1005246 8.84 7.84 17.94 12.96 18.21 14.79 
HEMBA1005251 3.06 2.57 6.81 6.6 8.47 7.24 
HEMBA1005252 2.3 2.7 5.31 4.73 11.4 5.01 
HEMBA1005267 2.77 3.31 7.25 6.77 12.66 9.89 
HEMBA1005274 1.75 1.53 3.28 4.8 6.38 6.51 ** + 
HEMBA1 005275 0.62 1.27 1.59 1.63 3.44 2.12 
HEMBA1005288 3.03 1.16 6.1 6.49 6.35 6.68 
HEMBA1 005293 1.46 1.37 2.53 1.5 4.09 1.78 
HEMBA1005296 440.88 422.67 780.14 598.1 568.79 483.77 
HEMBA1005301 3.93 3.26 29.41 28.17 47.57 44.12 
HEMBA1005304 1.75 2.3 7 3.36 7.29 7.62 
HEMBA1O05305 0.77 1.18 2.57 0.74 3.99 1.71 
HEMBA1005311 0.97 1.05 2.08 0.81 1.97 2.13 
HEMBA 10053 13 20.35 21.96 39.64 29.02 19.54 26.39 
HEMBA1005314 1 1.36 2.6 2.2 4.08 1.99 
HEMBA1005315 0.81 2.41 4.27 1.95 5.32 3.59 
HEMBA1005317 0.8 1.48 2.93 1.9 3.68 2.43 
HEMBA1005318 1.42 0.95 2.68 1.48 4.54 2.21 
HEMBA1005324 6.24 8.79 28.39 48.36 52.86 57.05 ** 
HEMBA1O05331 2.77 5.64 15.05 21.73 18.68 21.33 * 
HEMBA1005337 12.1 12.25 61.94 98.25 113.65 125.54 * 
HEMBA1005338 4.53 4.54 27.15 34.04 35.53 42.4 * 
HEMBA1005344 2.75 2.57 5.08 4.17 4.16 3.3 
HEMBA1005353 1.15 2.78 6.52 4.66 7.21 6.44 
HEMBA1005359 2.6 2.82 7.48 6.59 8.03 7.68 
HEMBA1005362 1.06 2.73 4.93 7.3 11.27 8.37 * n 
HEMBA1005364 0.96 1.48 3 2.55 3.78 2.75 
HEMBA1005367 0.96 1.53 4.19 3.3 4.21 2.99 
HEMBA1005372 1 2.24 4.18 2.3 5.1 3 
HEMBA1005374 2.29 3.31 7.83 6.4 6.45 8.09 
HEMBA 1005379 3.19 3.61 7.65 29.57 25.57 24.46 ** 
HEMBA1005382 9.85 11.52 79.62 88.72 86.53 120.52 
HEMBA 1005384 1.44 1.76 3.4 2.78 3.74 2.78 
HEMBA1005386 1.52 2.67 4.54 4.17 4.66 4.84 
HEMBA1005389 1.1 0.8 3.01 2.51 4.09 3.75 
HEMBA1005394 1.64 2.32 5 8.09 10.03 6.99 * -t 
HEMBA1005403 4.19 4.24 8.81 8.46 11.37 8.87 
HEMBA1005408 1.43 1.71 5.3 4.52 7.12 6.96 



694 



EP 1 130 094 A2 



HEMBA 10054 10 1.06 1.74 3.22 1.78 4.97 2.42 

HEMBA1005411 1.38 2.58 4.54 2.84 4.09 2.74 

HEMBA1005423 4.14 5.87 4.72 12.75 8.59 11.04 * 

HEMBA1005426 0.71 1.79 2.35 2.08 3.25 4.15 

HEMBA1005427 9.12 12.47 24.08 37.26 33.57 35.43 

HEMBA1005430 1.71 1.43 3.23 3.26 4.07 4.78 

HEMBA1005438 1.42 2.33 4.26 4.01 5.41 2.66 

HEMBA1005443 15.57 16.88 35.83 20.61 27.42 29.93 

HEMBA1005447 1.55 1.95 3.4 2 2.25 5.9 3 

HEMBA1005449 1.5 1.36 3.29 1.82 5.83 3.21 

HEMBA1005452 8.96 10.79 63.65 107.56 94.42 105.84 

HEMBA1005454 4.73 4.51 7.91 6.37 8.12 5.33 

HEMBA1005468 2.49 3.19 4 3.6 4.93 4.86 

HEMBA1005469 1.39 1.89 5.33 3.44 5.94 4.04 

HEMBA1005472 4.04 4.76 7.81 6.79 6.75 8.2 

HEMBA1005474 4.91 5.42 11.67 7.77 9.4 9.23 

HEMBA1005475 7.8 7.09 11.75 15.34 10.75 13.59 

HEMBA1005489 2.47 3.48 4.94 6.34 7 6.54 * 

HEMBA1005497 0.65 1.97 3.47 2.86 4.42 2.14 

HEMBA1005500 4.64 4.25 11.48 9.17 13.98 10.59 

HEMBA1005506 3.88 2.15 4.02 2.71 3.57 1.29 

HEMBA1005508 5.79 7.67 13.3 11.65 14.52 10.99 

HEMBA1005511 2.97 2.29 9 4.36 6.36 6.14 

HEMBA1005S13 6.3 9.05 55.46 50.46 60.73 57.45 

HEMBA1005517 1.8 2.89 3.88 4.37 6.41 3.74 

HEMBA1005518 1.48 2.49 3.94 2.94 5.22 2.3 

HEMBA 1005520 1.89 3.19 8.8 8.37 10.13 9.32 

HEMBA1005522 1.78 2.29 3.37 2.52 4.72 1.45 

HEMBA 1005526 3.24 2.8 6.25 4.37 7.26 4.58 

HEMBA1005528 8.59 16.13 16.28 20.24 22.18 20.01 

HEMBA1005530 2.28 3.62 5.13 4.91 7.75 4.51 

HEMBA1005538 11.07 10.7 15.34 8.46 4.44 5.89 * 

HEMBA1005539 30.73 31.96 63.32 50.52 49.29 34.26 

HEMBA 1005545 1.2 1.08 3 4.28 6.22 2.25 

HEMBA1005548 2.38 2.88 11.1 11.04 12.72 9.21 

HEMBA1005552 2.76 4.58 12.05 9.13 12.8 10.25 

HEMBA1005558 1.59 2 5.86 2.18 6.97 4.17 

HEMBA1005568 3.11 2.96 8.24 6.28 8.45 7.5 

HEMBA1005570 1.87 2.75 3 1.96 4.49 7.13 

HEMBA1005576 1.74 2.8 2.4 3.03 3.55 3.57 * 

HEMBA1005577 1.14 2.02 2.78 0.95 3.08 0.87 

HEMBA1O05581 4.29 4.22 6.85 14.27 18.37 8.15 

HEMBA1005582 2.74 2.57 5.35 3.25 7.91 3.21 

HEMBA1005583 2.47 3.31 5.86 3.32 6.43 3.44 

HEMBA1005588 2.51 2.85 6.27 5 6.54 6.14 

HEMBA1005593 1.5 1.4 2.85 1.83 4.57 2.89 

HEMBA1005595 2.62 2.82 4.15 3.31 4.65 4.76 

HEMBA1005597 4.77 5.18 8.13 9.39 10.34 8.64 * 

HEMBA1005606 2.29 2.76 5.79 3.96 6.91 5.83 
HEMBA1005609 2.84 2.64 6.61 4.19 5.77 6.81 
HEMBA1005616 2.01 1.66 8.03 5.44 8.75 7.03 

HEMBA 1005621 2.43 1.91 4.42 4.13 6.24 2.7 



695 



EP1 130 094 A2 



HEMBA1005627 3.84 3.92 11.61 9.73 15.14 14.89 
HEMBA1005628 12.1 12.91 20.55 17.92 23.35 18.08 
HEMBA1005631 13.47 11.94 26.82 22.77 22.87 29.03 
HEMBA1005632 1.33 2.33 5.06 3.14 3.68 4.47 
HEMBA1005634 3.06 3.42 5.15 2.81 7.68 5.18 
HEMBA1005662 1.18 1.27 3.17 1.06 4.57 3.03 
HEMBA1005666 5.89 4.51 10.09 10.5 9.01 10.25 
HEMBA1005670 1 1.08 4.06 2.87 4.35 3.19 
HEMBA1005671 2.11 3.38 5.07 5.36 9 5.9 
HEMBA1005679 2.33 4.64 7.39 6.5 10.44 10.19 
HEMBA1005680 2.63 2.14 5.9 5.51 7.59 7.72 
HEMBA1005685 2 1.89 7.27 3.8 6.73 1.97 
HEMBA1005698 5.96 4.75 12.88 11.78 14.17 9.93 
HEMBA1005699 1.4 1 2.45 2.17 3.66 2.96 
HEMBA1005703 1.22 1.27 3.57 1.79 3.56 1.88 
HEMBA1005705 2.39 2.78 6.45 3.41 6.27 3.89 
HEMBA1005712 1.23 1.34 4.52 2.18 4.84 2.37 
HEMBA1005717 1.55 1.89 4.7 1.34 5.36 2.16 
HEMBA1005718 5.27 4.35 7.8 10.09 10 15.72 * 
HEMBA1005721 15.93 20.34 26.12 37.74 25.37 32.79 
HEMBA1005722 18 19.32 35.72 25.36 30.28 26.91 
HEMBA1005724 2.17 2.05 4.6 2.47 6.56 2.98 
HEMBA1005732 1.33 1.54 4.89 7.22 8.38 5.67 * 
HEMBA1005737 1.49 1.19 2.95 2.44 4.57 1.75 
HEMBA1005742 3.4 4.65 5.7 4.43 6.35 4.22 
HEMBA1005746 1.2 1.61 3.23 5.69 4.42 4.85 * 
HEMBA1005747 3.8 3.51 7.52 6.08 6.55 6.67 
HEMBA1005749 9.64 9.37 17.99 21.62 19.82 18.15 
HEMB A 1005755 0.49 2.5 3.35 1.66 4.41 2.9 
HEMBA1005760 1.59 2.1 5.37 3.7 4.86 4.14 
HEMBA1005765 1.47 2.89 5.97 5.91 7.42 7.21 
HEMBA1005766 8.52 10.49 61.64 93.4 112.09 106.28 
HEMBA1005780 4.98 5.15 14.49 13.93 16.26 12 
HEMBA1005795 1.15 1.8 3.71 4.28 5.45 4.26 * 
HEMBA1005809 9.13 9.7 20.95 14.79 29.83 22.75 
HEMBA1005813 1.76 2.74 6.74 5.39 9 7.08 
HEMBA1005815 0.62 1.86 2.75 2.74 4.78 2.13 
HEMBA1005822 1.34 2.83 5.82 3.77 6.65 5.12 
HEMBA1005829 1.49 2.66 4.94 5.11 4.53 5.52 
HEMBA1005833 1.83 1.28 4.41 3.89 5.17 4.57 
HEMBA1005834 2.53 1.87 4.84 5.48 11.84 6.81 
HEMBA1 005844 27.89 31.06 52 5 62.42 59.49 58.73 
HEMBA1005852 5.75 4.18 10.12 10.15 12.34 11.51 
HEMBA1005853 2.81 3.05 9.32 5.68 13.84 9.26 
HEMBA1005878 4.42 4.52 10.14 8.84 10.05 11.01 
HEMBA1005883 1.67 2.81 4.56 2.81 5.43 4.01 
HEMBA1005884 1.87 2 3.21 2.27 5.9 2.28 
HEMBA1005891 2.39 3.04 3.59 4.34 5.46 3.95 
HEMBA1005894 2.12 2.41 8.68 8.23 9.08 6.9 
HEMBA1005898 4.52 3.75 7.4 10.51 10.74 9.53 * 
HEMBA 1005902 2.57 3.14 8.63 5.36 6.75 5.82 
HEMB Al 005907 1.15 2.28 2.2 2.28 4.2 1.74 
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HEMBA1005909 0.93 2.68 2.97 2.96 4.55 2.6 

HEMBA1005911 1.66 3.12 4.9 3.96 9.5 3.41 

HEMBA 10059 12 8.83 7.86 13.57 16.44 8.16 15.58 

HEMBA10O5913 5.05 5.39 10.39 9.57 7.71 7.06 

HEMBA1005921 2.36 3.86 6.29 5.25 10.06 7.64 

HEMBA1005922 5.49 5.47 6.99 8.51 10.1 8.74 * 

HEMBA 1 005929 1.91 2.53 7.53 5.05 5.68 6.47 

HEMBA1005931 3.32 2.95 6.04 5.31 9.49 6.09 

HEMBA1005934 2.9 4.69 8.2 8.17 10.14 9.73 

HEMBA1005945 3.1 4.12 7.73 6.36 9.39 6.65 

HEMBA1005962 1.72 1.81 3.16 1.93 3.96 1.72 

HEMBA1005963 1.86 1.67 3.91 2.26 3.95 2.05 

HEMBA1005990 6.04 7.39 17.86 14.14 16.18 17.02 

HEMBA1005991 2.39 3.35 8.55 7.2 7.64 6.94 

HEMBA1005999 2.34 4.39 8.84 6.52 8.18 8.75 

HEMBA1006002 3.53 5 7.73 5.96 10.24 8.99 

HEMBA1006005 0.96 2.31 3.93 2.87 5.65 3.27 

HEMBA1006011 26.27 24.03 34.08 62.88 44.8 64.92 * 

HEMBA1006013 2.43 2.57 6.31 4.17 6.87 3.74 

HEMBA 10060 16 1.65 1.98 5.64 3.22 5.34 2.16 

HEMBA1006019 2.97 3.23 6.91 4.46 7.22 5.44 

HEMBA1006021 5.06 6.45 9.21 10.29 12.48 8.77 

HEMBA 1006022 3.19 4.34 6.89 6.52 6.1 5.94 

HEMBA1006031 1.32 2.46 4.38 3.72 5.57 5.34 

HEMBA1006035 3.05 3.72 7.96 4.99 6.37 4.54 

HEMBA1006036 2.02 2.3 7 4.27 10.14 7.22 

HEMBA1006042 3.36 3.1 8.51 5.76 9.59 8.31 

HEMBA1006044 1.44 1.99 3.61 2.8 3.4 1.67 

HEMBA1006045 1.98 1.99 5.08 4.3 8.55 5.64 

HEMBA 1006048 2.42 4.18 5.41 6.84 7.96 8.18 * 

HEMBA10O6O53 1.51 2.72 3.55 3.09 3.3 3.93 

HEMBA1006055 1.84 1.91 2.46 3.04 4.92 3.67 * 

HEMBA1006058 4.04 4.62 11.59 7.42 10.66 12.41 

HEMBA1006063 9.2 9.36 32.62 26.37 33.39 27.19 

HEMBA1006067 4.14 3.27 5.81 5.8 8.4 7.17 

HEMBA10O6081 0.84 2.59 4.77 2.54 7.08 2.49 

HEMBA1006089 2.58 4.48 6.82 8.28 10.12 9.66 * 

HEMBA1 006090 1.66 2.31 2.28 1.66 5.26 1.84 

HEMBA1006091 1.1 1.35 1.75 3.15 4.31 2.95 * 

HEMBA1006093 1.65 1.77 4.21 2.27 6.67 4.26 

HEMBA1006099 11.9 9.88 23.12 21.57 16.43 20.57 

HEMBA1006100 2.78 3.18 13.25 8.38 15.71 13.52 

HEMBA10061O8 2.69 2.08 4.22 3.42 5.24 3.75 

HEMBA1006114 7.21 8.76 39.36 34.51 62.97 50.98 

HEMBA1006121 1.18 1.8 3.13 2.43 5.83 2.91 

HEMBA1006124 1.79 1.74 4.47 3.11 4.89 4.13 

HEMBA1006125 18.52 14.19 23.44 25.23 22.56 34.45 

HEMBA1006130 5.15 3.1 7.57 6.89 7.84 9.51 

HEMBA1O06138 2.43 2.41 5.55 5.27 9.2 8.12 

HEMBA1 006142 2.62 1.87 6.23 6.67 9.36 8.91 * 

HEMBA1006150 8.32 7.44 21.06 20.42 21.82 24.68 

HEMBA1006151 567.67 524.4 796.07 915.23 875.11 682.15 
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HEMBA 1006 155 0.93 1.33 2.92 1.44 5.54 1.94 
HEMBA1006158 3.06 4.95 7.5 5.7 9.04 6.31 
HEMBA1006164 2.61 1.96 5.89 5.26 4.54 5.82 
5 HEMBA1006171 29.76 24.08 54.44 32.3 33.25 34 

HEMBA1006173 5.15 3.15 30.41 36.16 55.46 57.62 * + 
HEMBA1006176 315.12 232.27 427.53 476.77 458.01 381.49 
HEMBA1006182 1.47 1.71 6.13 3.02 5.84 5.82 
HEMBA1006197 6.14 5.09 9.26 9.53 12.1 10.41 
HEMBA1006198 10.07 6.46 26.71 35.03 45.64 55.68 * + 
HEMBA1006213 1.98 1.78 2.4 2.33 2.69 2.3 
HEMBA1006217 44.9 41.62 72.62 94.44 74.92 78.25 
HEMBA1006226 40.86 36.82 63.27 77.37 79.96 57.39 
/5 HEMBA1006235 2.13 1.96 4.34 2.6 5.85 2.32 

HEMBA1006248 1.74 2.03 4.04 3.37 6.4 2.95 
HEMBA1006251 5.41 7.29 7.88 11.96 12.95 9.22 * + 
HEMBA1006252 0.72 1.28 3.67 2.25 3.56 2.92 
HEMBA1006253 2.13 2.26 4.1 5.93 5.38 5.76 * + 
20 HEMBA1006259 1.96 2.29 6.02 5.7 3.9 5.32 

HEMBA1006261 12.25 7.27 18.84 14.23 14.08 13.61 
HEMBA1006268 2.05 2.56 3.86 4.83 5.09 4.06 * + 
HEMBA1006271 2.04 3.99 10.58 7.13 9.33 8.51 
HEMBA1006272 0.97 2.26 2.84 2.38 6.01 1.93 
25 HEMBA1006273 1.53 2.09 4.55 3.58 4.52 2.46 

HEMBA1006276 2.8 1.26 3.62 4.45 5.84 2.82 
HEMBA1006278 1.57 2.03 3.19 4.08 4.51 2.72 
HEMBA1006283 3.09 3 6.08 7.34 11.13 7.09 
HEMBA1006284 2.47 1.57 3.14 4.75 6.96 2.82 
HEMBA1006291 1.42 2.56 4.41 4.6 6.16 2.57 
HEMBA1006292 3.36 5.12 17.34 19.95 23.83 21.11 * + 
HEMBA1006293 1.83 1.46 3.19 2.92 4.02 1.36 
HEMBA1006299 1.92 2.26 7.03 5.02 6.39 4.74 
35 HEMBA1006309 2.26 1.43 3.53 4.47 4.69 3.73 * + 

HEMBA1006310 4.14 4.32 7.72 9.51 8.34 5.7 
HEMBA1006311 1.4 2.33 6.68 5.59 5.85 5.72 
HEMBA1006313 1.2 1.6 2.74 4.29 4.68 2.26 
HEMBA1006316 2.16 3.08 6.72 6.63 6.28 5.59 
40 HEMBA1006328 2.78 4.28 13.48 15.14 17 16.56 

HEMBA1 006334 1.46 3.1 2.77 2.79 3.95 2.05 
HEMBA1006335 10.42 13.98 21.66 20.81 18.03 16.77 
HEMBA1006344 2.86 3.55 6.9 7.18 6.88 5.75 
HEMBA1006347 2.04 1.83 4.2 2.94 2.76 1.68 
« HEMBA1006349 2.47 2.79 6.73 3.62 5.65 3.5 

HEMBA10O6352 1.65 1.65 3.27 2.63 5.64 1.32 
HEMBA1006357 4.99 4.26 8.6 8.36 7.8 7.74 
HEMBA1006358 1.67 2.57 4.95 4.7 5.11 5.63 
HEMBA 1006359 1.56 2.17 4.02 3.67 5.48 3.3 
50 HEMBA1006360 2.53 2.12 5.1 9.73 10.02 8.61 ** + 

HEMBA1O06364 1.71 2.76 4.82 4.02 5.55 3.51 
HEMBA1006377 5.8 8.03 13.25 20.48 16.19 15.31 * + 
HEMBA1006380 1.31 1.57 8.75 6.78 7.01 6.9 
55 HEMBA1006381 2.38 3.07 12.65 6.18 7.97 6.66 

HEMBA1006385 3.21 3.33 8.65 5.41 8.17 5.32 
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HEMBA1006390 9.49 7.85 14.66 22.01 20.52 22.7 ** + 

HEMBA1006391 6.58 6.85 6.73 12.83 10.12 13.15 ** + 

HEMBA1006398 1.32 1.67 4^19 2.57 4.12 1.69 

HEMBA1 006405 23.81 23.5 38.32 23.85 22.13 24.92 

HEMBA1006410 8.26 4.16 6.14 5.74 11.61 6.06 

HEMBA1006416 2.14 2.62 5.93 5.3 6.98 4.23 

HEMBA1006418 5.06 5.49 11.76 8.17 8.09 5.92 

HEMBA1006419 2.67 3.93 8 6.89 7.77 5.2 

HEMBA1006421 2.03 3.28 3.09 3.44 4.19 2.27 

HEMBA1006424 1.48 1.92 3.59 L94 5.42 1.84 

HEMBA1006426 3.03 3.99 7.9.1 7.23 7.87 5.51 

HEMBA1006430 2.31 2.64 6.29 5.89 7.43 5.08 

HEMBA1 006438 2.06 2.22 6.35 4.37 6.53 2.92 

HEMBA1006445 1.98 2.68 5.72 6.11 5.6 4.16 

HEMBA1006446 1.32 2.61 5.59 2 6.51 2.43 

HEMBA1006456 3.51 5.07 8.64 14.9 21.76 15.91 * + 

HEMBA1006461 1.54 2.18 5.35 4.35 5.49 4.07 

20 HEMBA1006467 1.52 1.78 3.61 2.82 7.24 3.2 

HEMBA1006470 4.06 4.03 22.46 18.72 29.54 19.52 

HEMBA1006471 1.58 1.6 6.6 6.45 6.78 6.26 

HEMBA1006474 7.35 6.37 43.12 55.87 62.01 52.31 * + 

HEMBA1006476 9.48 10.05 66.66 94.3 119.21 92.71 * + 

25 HEMBA1006482 71.42 71.44 219.31 199.96 180.73 192.88 

HEMBA1006483 2.03 2.96 7.22 3.36 4.88 3.24 

HEMBA1006485 2.24 1.72 6.31 4.09 6.53 5.51 

HEMBA1006486 5.08 5.55 13.73 18.4 16 15.46 * + 

HEMBA1006489 1.21 2.18 4.1 3.18 5.4 2.17 

30 HEMBA1006492 5.34 7.71 10.69 15.16 24.33 15.92 * + 

HEMBA1006494 1.27 1.18 2.67 2.44 3.88 1.86 

HEMBA1006497 1.67 2.33 4.75 4.3 3.79 4.49 

HEMBA1006501 7.61 7.52 62.05 58.03 78.37 58.59 

HEMBA1006502 4.73 3.55 15.72 18.66 22.55 21.66 * + 

35 HEMBA1006507 8.7 6.8 51 49.69 71.2 48.41 

HEMBA1006517 1.51 1.99 5.07 3.43 5.9 4.64 

HEMBA1006521 1.79 1.8 4 2.41 4.55 3.02 

HEMBA1006529 4.77 3.74 3.86 5.97 5.83 2.78 

HEMBA1006530 1.8 1.39 2.06 1.62 3.53 2.42 

HEMBA1006535 1.66 1.43 2.01 2.66 2.81 2.43 ** + 

HEMBA1006536 0.59 2.22 3.96 3.04 3.23 2.33 

HEMBA1006540 1.61 1.68 3.33 3.05 4.1 3.56 

HEMBA1006544 1.39 1.63 8 3.54 5.85 4.35 

HEMBA10O6546 2.06 2.56 6.98 4.25 5.77 4.51 

HEMBA1006549 1.74 2.13 5.93 4.57 4.63 4.61 

HEMBA1006559 2.55 1.45 4.63 2.99 5.76 3.32 

HEMBA1006562 0.74 1.32 4.07 2.39 5.24 2.72 

HEMB A 1006566 0.67 1.28 0.97 1.34 1.69 0.99 

50 HEMBA1006569 2.33 1.36 3.97 3.25 3.89 4.02 

HEMBA1006572 1.02 2.38 2.94 2.68 3.92 2.01 

HEMBA1006579 20.44 16.82 51.93 59.14 66.28 72.54 * - 

HEMBA1006583 3.17 2.85 5.59 5.83 5.94 6.45 

HEMBA1006595 1.82 1.63 4.29 2.83 5.22 3.68 

55 HEMBA1006597 1.65 2.1 5.34 3.81 6.75 3.77 
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HEMBA1006606 1.75 2.31 4.9(5 3.72 5.71 2.8 

HEMBA1006612 2.63 3.54 7.11 7.32 5.31 7.07 

HEMBA1O06617 1.93 2.58 6.24 4.62 4.6 5.41 

HEMBA1006624 6.37 8.61 16.93 12.84 15.78 10.91 

HEMBA1O06631 3.24 3.13 8.0). 8.11 11.54 6.97 

HEMBA1006635 1.7 2.57 5.7 4.27 6.27 3.8 

HEMBA1006639 1.12 1-98 4.52 4.14 5.3 3.06 

HEMBA1O06643 1.88 1.23 1.85 2.12 3.81 2.17 

HEMBA1006648 7.69 6.84 16.92 17.63 23.57 23.73 * + 

HEMBA1006652 5.96 7.86 16.11 16.41 16.83 17.34 

HEMBA1O06653 2.21 3.66 7.23 6.92 5.18 5.17 

HEMBA1006658 5.04 6.58 12.68 14.07 13.59 12.01 

is HEMBA1006659 6.8 10.14 48.92 66.47 78.17 67.44 * + 

HEMBA1006665 1.44 0.89 3.32 2.77 2.91 1.82 

HEMBA1006666 1.83 1.25 3.23 3.24 4.14 2.45 

HEMBA1006671 8.69 6.74 11.66 17.25 16.13 15.21 ** + 

HEMBA1006674 1.64 1.99 7.42 6.71 9.73 7.34 

20 HEMBA1O06676 1.46 2.36 5.19 4.28 6.75 3.19 

HEMBA1 006682 2.17 1.64 3.43 2.2 4.98 1.88 

HEMBA1006688 1.48 2.46 4.74 3.31 4.38 3.54 

HEMBA1006695 1.58 2.41 4.85 3.54 5.79 2.46 

HEMBA1006696 2.84 3.93 6.29 5.95 6.74 5.82 

HEMBA1006702 3.31 1.83 13.28 4.13 5.58 4.87 

HEMBA1006707 2.89 2.62 5.9 5.04 7.54 5.5 

HEMBA1006708 2.21 1.52 5.71 4.42 4.57 2.63 

HEMBA1006709 1.64 1.97 4.6 4.29 5 4.74 

HEMBA1006717 1.58 2.28 3.58 2.5 4.93 2.28 

HEMBA1006724 2.68 3.42 4.55 4.45 4.5 5.47 

HEMBA1006731 1.83 2.95 3.95 4.12 5.51 3.1 

HEMBA1006737 1.82 3.5 6.59 3.89 5.09 4.45 

HEMBA1006742 1.78 2.44 4.16 3.32 4.14 3.61 
35 HEMBA1006743 4 4.02 11.48 14.16 17.25 11.88 

HEMBA1006744 1.84 1.79 7.74 6.6 8.29 5.72 

HEMBA1006749 1.14 1.27 3.72 1.88 3.8 1.71 

HEMBA1006752 16.53 16.28 26.81 35.31 18.85 33.99 

HEMBA1006754 1.44 2.6 3.63 5.55 4.33 2.49 

40 HEMBA1006758 1.38 2.83 4.25 6.89 4.68 4.02 

HEMBA1006767 3 4.14 7.88 6.81 7.89 5.51 

HEMBA1006770 5.05 2.61 7.12 7.89 8.1 5.05 

HEMBA1006779 4.44 4.1 10.99 9.57 10.28 8.42 

HEMBA1006780 3.28 3.19 10.27 7.6 8.33 8.38 

HEMBA10O6789 2.83 1.87 11.34 4.55 5.42 5.51 

HEMBA1006795 2.13 2.45 7.58 4.56 7.87 3.29 

HEMBA1 006796 4.31 3.15 5.37 5.85 7.06 4.72 

HEMBA1006805 2.72 2.73 5.9 12.77 17.38 12.96 ** + 
HEMBA10O68O7 30.32 28.07 75.38 54.22 54.72 67.82 
HEMBA1006813 0.93 1.73 2.81 1.93 4.17 0.97 
HEMBA1006819 3.73 4.53 8.5 7.02 8.09 5.29 
HEMBA1006821 1.56 2.37 6.09 5.05 4.24 4.36 
HEMBA1006824 2.13 3.13 7.39 5.69 6.04 5.75 
55 HEMBA1006832 19.84 18.63 56.97 59.26 61.56 53.28 

HEMBA1006834 13.23 12.47 20.38 29.88 28.37 21.62 * + 



25 
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HEMBA1006835 1.11 1.49 3.83 5.08 7.25 4.6 * 
HEMBA1006843 19.27 17.89 35.47 55.34 39.67 68.17 
HEMBA1006849 5.64 4.37 11.23 10.07 11.23 10.83 
HEMBA1006850 31.45 33.76 60.2 44.62 53.25 45.59 
HEMBA1006861 12.19 11.3 24.61 22.49 16.43 17.99 
HEMBA1006865 5.42 8.35 31 33.77 33.36 34.49 
HEMBA1006867 4.32 5.03 6.41 6.27 7.76 6.15 
HEMBA1006873 3.14 3,59 8.87 6.5 9.26 7.75 
HEMBA1006877 2.52 4.03 5.87 4.03 6.26 3.68 
HEMBA1006878 2.52 2.36 6.79 3.82 7.86 3.51 
HEMBA1006879 6.19 5.68 8.83 11.06 15.86 17.33 s 
HEMBA1006884 10.11 3.17 6.59 6.15 8.42 8.78 
HEMBA1006885 7.02 6.82 14.16 20.86 19.11 21.73 
HEMBA1006886 20.38 17.25 26.55 29.45 29.15 40.93 
HEMBA1006889 2.61 4.02 4.85 4.48 5.99 6.09 
HEMBA1006896 19.11 24.76 31.7 33.67 39.11 40.41 
HEMBA1006900 6.19 5.93 20.76 16.81 23.73 18.45 
HEMBA1 006902 1.43 2.45 3.86 4.03 6 3.98 
HEMBA1006912 1.24 1.74 6.86 4.12 5.8 5.3 
HEMBA1006914 6.64 6.11 18.27 14.81 18.62 15.03 
HEMBA1006916 3.11 2.71 5.78 10.29 7.48 9.36 * 
HEMBA1006921 3.03 3.5 9.63 9.77 11.26 13.59 
HEMBA1006926 2.65 2.61 5.68 5.01 6.53 6.98 
HEMBA1006927 3.06 2.2 5.17 3.57 5.26 5.89 
HEMBA1006929 2.94 2.69 4.02 4.31 6.36 5.25 * 
HEMBA1006936 3.72 3.21 6.51 4.67 6.25 5.45 
HEMBA1006938 1.21 2.11 6.57 2.37 3.76 3.44 
HEMBA1O06941 9.52 8.15 12 19.26 28.62 23.74 * 
HEMBA1006942 5.2 2.63 6.65 10.7 10.65 11.4 ** 
HEMBA1006945 10.07 5.91 16.81 23.73 17.09 19.91 
HEMBA1006949 1.6 1.43 3.88 2.48 5.34 2.81 
HEMBA1006952 1.16 1.66 2.98 3.02 5.04 2.22 
HEMBA1006960 2.53 2.78 7.66 5.9 8.28 8.68 
HEMBA1006973 1.74 2.27 5.91 4.7 7.84 5.54 
HEMBA1006974 2.49 3.44 6.76 6.09 11.01 8.14 
HEMBA1006976 1.39 1.5 4.12 3.18 4.96 4.36 
HEMBA1006989 1.85 1.66 6.51! 2.05 3.01 1.81 
HEMBA1006993 2.71 2.39 6.49 6.11 7.69 8.79 
HEMBA1006996 0.74 1.15 2.98 2.52 3.13 3.58 
HEMBA1007001 1.91 2.47 5.12 3.98 6.37 4.76 
HEMBA1007002 7.02 4.12 31.4 26.92 38.45 42.11 
HEMBA1007013 1.02 0.94 3.04 1.44 4.39 2.27 
HEMBA1007016 2.02 1.43 5.06 3.27 5.97 5.28 
HEMBA1007017 0.69 1.24 2.55 1.42 3.33 1.83 
HEMBA1007018 4.02 4.52 6.54 7.65 6.1 7.07 
HEMBA1007044 8.13 8.41 17.4 15.48 11.97 12.27 
HEMBA1007045 1.64 2.15 4.42 2.61 5.08 3.47 
HEMBA100705L 2.26 2.56 4.71 3.42 4.42 3.28 
HEMBA 1007052 2.23 1.25 3.47 2.37 4.62 1.83 
HEMBA1007053 1.83 3.14 4.03 2.64 4 2.5 
HEMBA1007057 0.92 2.56 3.21 3.52 4.03 3.41 
HEMBA1007062 0.91 0.82 2.73 2.34 2.87 1.82 
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HEMBA10O7063 3.87 2.7 8.87 8.56 8.02 7.58 
HEMBA1007066 1.72 2.03 3.62 2.2 4.39 2.71 
HEMBA1007069 1.36 2.29 3.87 3.84 3.48 3.66 
HEMBA1007073 1.93 2.16 6.12 2.96 9.57 3.6 
HEMBA1007076 1.48 2.6 5.56 4.66 7.6 3.4 
HEMBA1007078 6.5 6.83 18.61 26.96 27.47 23.78 * + 
HEMBA1007080 7.6 9.46 38.27 61.02 68.15 51.34 * + 
HEMBA1007084 1.28 1.42 4.76 3.68 6.27 4.76 
HEMBA1007085 3.28 2.89 8.21 5.76 7.21 5.42 
HEMBA1007087 2.6 2.88 6.31 3.96 6.92 5.63 
HEMBA 1007089 26.17 28.1 43.8 46.11 34.41 29.42 
HEMBA1007095 75.81 62.79 111.43 134.53 48.47 121.4 
HEMBA1007101 2.78 3.27 8 26.73 21.52 19.57 ** + 
HEMBA1007104 1.87 1.92 3.52 2.46 4.53 2.57 
HEMBA1007106 4.77 4.8 9.03 16.42 12.5 9.49 
HEMBA1007112 3.01 3.07 5.16 6.39 6 4.77 
HEMBA1007113 1.53 2.29 9.04 6.03 6.1 5.97 
20 HEMBA1007121 13.76 14 92.08 116.14 111.53 129.12 * 

HEMBA1007129 1.54 2.44 2.87 2.66 4.37 1.89. 
HEMBA1007147 1.68 2.88 4.4 3.96 4.76 4.06 
HEMBA1007149 5.3 7.24 8.38 10.48 6.82 9.73 
HEMBA1O07151 0.85 1.87 3.38 3.32 3.88 2.54 
25 HEMBA1O07172 1.26 1.91 4.13 2.96 4.81 3.51 

HEMBA1007174 1.4 1.43 2.75 3.96 3.65 2.5 
HEMBA1007176 2.58 3.95 11.7 6.7 6.78 4.52 
HEMBA1007178 4.77 4.71 9.32 10.94 13.03 8.12 
HEMBA1007185 9.38 10.32 9.59 19.5 7.83 15.16 
30 HEMBA1007186 1.71 2.76 4.49 4.95 5.47 3.86 

HEMBA 1007 194 4.81 3.43 5.58 7.83 9.34 8.67 ** + 
HEMBA1007200 1.18 2.33 2.9 3.25 4.6 1.66 
HEMBA1007203 1.54 3.5 5.38 6.03 6.87 5.05 
HEMBA1007206 1.92 2.46 5.72 7.07 7.91 5.94 
HEMBA1007224 5.4 6.5 9.06 9.23 5.85 8.06 
HEMBA1007226 7.19 8.07 40.61 59.31 70.51 62.19 * n 
HEMBA1007240 10 10.96 13.45 15.35 7.71 11 
HEMBA1007241 3.59 2.88 4.56 4.61 6.81 3.63 
HEMBA1007242 2.52 2.86 5.01 6.29 6.87 4.23 
HEMBA1007243 10.23 10.91 69.57 70.17 95.69 82.75 
HEMBA1007251 1.32 1.8 4.14 3.02 3.67 2.01 
HEMBA1007256 1.39 1.91 3.36 3.93 5.74 3.44 
HEMBA1007267 3.19 3.71 8.75 8.73 9.18 8.1 
45 HEMBA1007273 0.98 2.66 3.84 3.56 5.82 2.25 

HEMBA1007279 1.55 2.25 3.52 2.95 4.35 2.02 
HEMBA1007281 1,73 1.54 2.12 2.95 4.43 1.01 
HEMBA1007283 2.45 3.15 6.78 6.37 6.58 5.96 
HEMBA1007288 2.12 2.77 5.54 4.35 6.74 5.48 
so HEMBA1007291 1.59 1.8 4.29 2.14 4.4 0.98 

HEMBA1007299 20.39 22.25 39.67 40.95 47.97 40.26 
HEMBA1007300 2.08 2.75 3.59 4.17 4.45 4.07 * + 
HEMBA1007301 1.97 2.82 3.15 3.73 3.99 3.44 * + 
HEMBA1007319 2.84 3.61 6.73 5.21 6.12 3.32 
55 HEMBA1007320 1.29 1.22 3.12 4.19 3.45 2.42 
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HEMBA1007322 19.97 17.81 27.74 45.24 39.42 37.31 ** 

HEMBA1007323 4.54 6.69 11.47 6 6.36 6.21 

HEMBA1007326 4.58 3.85 13.34 8.29 8.07 9 

5 HEMBA1007327 3.37 3.98 8.91 6.14 9.31 8.98 

HEMBA1007332 3.12 3.47 5.42 5.27 7.56 5.33 
HEMBA1007341 1.4 2.51 3.24 2.93 3.38 3.36 

HEMBA1007342 1.06 2.05 3.02 1.52 3.23 1.98 

HEMBA1007347 3.39 3.24 6.34 4.55 7.34 6.32 

10 HEMBA1007353 2.43 2.22 4.99 2.68 6.9 3.01 

HEMBB 1000005 1.57 2.54 5.35 2.68 4.65 3.64 

HEMBB1000008 2.19 2.53 5.99 3.51 6.31 3.71 

HEMBB 100001 8 2.21 2.16 7.13 9.9 9.79 7.24 

HEMBB1000024 3.71 2.15 5.4 5.13 5.77 6.39 

HEMBB 1000025 2.11 2.09 3.55 1.68 5.13 2.62 

HEMBB 1000030 3.12 3.53 6.58 6.62 7.77 6 

HEMBB1O0O036 5.3 4.76 5.04 6.95 8.19 5.93 * + 

HEMBB 1000037 4.43 3.64 4.73 4.63 8.38 5.32 

HEMBB1O00039 1.17 0.96 3.98 2.61 4.11 2.95 

HEMBB1000044 1.22 2.35 4.26 5.28 5.58 5.36 * + 

HEMBB1000048 3.2 1.7 3.48 3.99 5.4 3.96 

HEMBB1000050 2.32 1.55 3.33 2.97 3.98 2.85 

HEMBB1000054 2.03 2.08 7.07 4.49 5.09 3.98 

25 HEMBB1O00055 42.59 36.75 92.41 100.33 86.52 89.35 

HEMBB1000059 2.5 2.65 11.34 10.96 11.52 14.73 

HEMBB1000072 6.84 7.77 58.85 73.22 97.61 76.22 * 

HEMBB 1000081 2.85 3.56 10.79 5.69 6.19 7.23 

HEMBB1000083 1.13 1.95 5.38 4.88 5.89 5.33 

so HEMBB1000089 1.14 2.53 4.54 6.03 6.73 5.43 * + 

HEMBB1000094 4.12 4.3 8.4 4.24 5.04 6.62 

HEMBB1000097 2.48 1.71 7.91 4.75 4.55 4.3 

HEMBB 1000099 2.69 2.07 6.27 5.18 6.75 5.64 

HEMBB1000103 7.19 5.28 18.55 13.99 19.26 16.16 

35 HEMBB1000106 3.91 3.75 8.15 4.24 6.4 5.9 

HEMBB1000113 1.25 1.54 3.33 1.39 4.14 2.31 

HEMBB1000119 2.19 2.17 5.66 3.34 6.12 4.05 

HEMBB1000133 21.01 22.21 30.57 43.5 66.13 60.69 * 

HEMBB1000134 4.92 2.95 8.69 13.39 9.79 9.8 

HEMBB1000136 7.14 8.81 29.63 23.11 26.28 28.23 

HEMBB1000141 1.98 2.85 6.18 4.95 5.75 6.16 

HEMBB 1000144 2.05 2.59 4.85 3.09 5.36 1.38 

HEMBB1000147 3.77 2.08 4.51 4.55 7.39 3.07 

45 HEMBB1000152 0.79 1.45 3.42 5.13 5.15 3.45 

HEMBB1000154 0.98 1.11 3.43 2.59 2.89 2.47 

HEMBB1000155 0.88 0.54 3.15 3.33 4.15 1.92 

HEMBB1000173 3.35 3.72 12.14 10.1 10.89 7.51 

HEMBB1000175 1.85 1.32 3.39 6.06 4.09 3.86 

so HEMBB1000176 1.48 4.03 6.12 3.43 9.75 5.03 

HEMBB1000198 0.88 1.72 3.64 2.6 3.59 3.22 
HEMBB1OO0208 1.12 1.52 3.04 1.74 3.23 2.69 
HEMBB 1000209 1.62 1.54 3.76 3.32 3.94 3.28 
HEMBB 10002 12 1.88 1.03 3.26 4.37 3.93 1.98 
55 HEMBB1000215 1.61 2.13 3.8 4.67 5.49 5.32 * + 
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HEMBB1000217 5.67 4.97 11.23 15.21 18.81 11.78 * 
HEMBB1000218 2.13 2.28 11.05 7.47 10.07 7.05 
HEMBB 1000226 2.63 3.26 6.02. 4.02 5.86 3.41 
HEMBB1000230 1.39 1.83 3.73 1.95 4.31 2.58 
HEMBB1000240 6.04 8.26 10.01 3.97 2.7 1.75 * 
HEMBB1000244 1.39 1.64 3.51 2.51 2.63 1.68 
HEMBB1O0025O 1.17 0.99 1.12 1.94 1.25 1.12 
HEMBB1000258 1.71 1.94 5.8 4.38 5.63 3.27 
HEMBB1000264 2.49 3.12 11.01 8.64 8.34 8.1 
HEMBB 1000266 2.81 2.65 5.52 3.38 5.95 3.71 
HEMBB 1000272 4.76 4.16 6.06 8.38 6.88 7.45 * 
HEMBB1000274 1.51 1.15 3.17 2.54 3.18 1.88 
HEMBB1000276 1.12 1.84 4.72 3.1 4.01 2.43 
HEMBB1000284 0.94 1.81 2.89 2.83 3.11 1.65 
HEMBB 1000307 1.52 1.7 4.78 2.8 5.31 3.27 
HEMBB1000309 1.43 2.73 3.07 3.09 3.56 2.19 
HEMBB1000312 1.99 1.38 5.18 7.03 7.2 4.35 
HEMBB1000317 0.17 1.62 3.32 2.6 4.73 2.14 
HEMBB1OO0318 1.11 2.69 3.85 2.28 4.46 1.68 
HEMBB1000332 3.12 3.84 4.37 3.75 3.95 2.72 
HEMBB1000335 0.77 2.35 4.66 6.16 4.66 3.44 
HEMBB1000336 0.99 1.11 3.59 2.09 3.52 2.29 
HEMBB1000337 4.3 5.06 20.22 22.86 24.84 22.82 
HEMBB1000338 2.11 1.92 5.86 7.13 8.92 4.71 
HEMBB1000339 1.66 1.76 5.84 3.75 4.99 3.84 
HEMBB1000341 1.4 1.91 3.68 3.06 4.77 2.83 
HEMBB1000343 2.51 3.15 6.96 7.24 8.68 7.46 
HEMBB1000354 3.26 3.5 10.36 7 8.93 8.07 
HEMBB10O0358 1.09 2.11 3.82 3.43 2.83 1.93 
HEMBB 1000369 1.93 2.33 3.87 5.96 6.54 2.89 
HEMBB1000373 1.77 2.73 3.91 2.26 6.2 2.94 
HEMBB1000374 3.27 4.06 9.34 9.58 13.36 6.95 
HEMBB1000376 2.71 3.92 12.28 10.03 6.99 7.71 
HEMBB 1000383 60.87 62.14 104.01 69.28 57.52 83.25 
HEMBB1000391 1.8 2.66 4.57 4.89 6.18 4.29 
HEMBB1000399 2.51 3.79 3.69 3.93 5.72 3.71 
HEMBB 1000402 1.61 2.06 3.33 2.67 5.3 1.72 
HEMBB1000404 1.34 1.15 5.18 2.56 5.29 1.81 
HEMBB 1000407 2.2 3.36 6.76 5.57 5.75 4.66 
HEMBB 1000420 1.93 1.46 3.86 4.33 4.76 4.54 * 
HEMBB1000430 38.77 36.24 61.06 51.76 34.69 50.02 
HEMBB 1000434 3.05 4.73 9.02 6.54 6.59 6.63 
HEMBB1000438 1.13 1.83 4.16 2.23 4 1.39 
HEMBB1000441 2.26 3 7.35 5.44 8 4.78 
HEMBB1000447 29.84 32.01 39.91 35.88 44.02 33.55 
HEMBB1000449 1.3 1.31 3.72 1.51 3.04 1.54 
HEMBB1000453 8.61 8.04 13.39 14.23 18.78 13.74 
HEMBB1000455 1.29 1.97 3.19 3.13 5.46 3.54 
HEMBB 1000472 2.3 2.28 4.22 4.07 4.35 3.52 
HEMBB1000480 1.9 3.59 7.03 5.71 6.63 5.87 
HEMBB1000486 2.15 2.98 6.93 4.82 7.86 5.9 
HEMBB1000487 1.21 1.79 4.48 2.66 4.8 2.57 
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HEMBB 1000490 3.67 
HEMBB 1000491 1.36 
HEMBB 1000492 3.02 
HEMBB 1000493 1.57 
HEMBB1000510 1.32 
HEMBB 10005 16 5.64 
HEMBB1000518 0.88 
HEMBB 1000523 1.32 
HEMBB 1000530 2.83 
HEMBB 1000542 3.08 
HEMBB 1000550 4.84 
HEMBB 1000554 2.14 
HEMBB 1000556 2.64 
HEMBB 1000564 1.81 
HEMBB 1000567 1.39 
HEMBB 1000569 3.78 
HEMBB 1000573 3.48 
HEMBB1000575 12.42 
HEMBB1000579 2.12 
HEMBB1000585 0.83 
HEMBB 1000586 2.18 
HEMBB 1000589 2.98 
HEMBB 1000591 2.62 
HEMBB 1000592 2.05 
HEMBB 1000593 10.25 
HEMBB 1000595 6.42 
HEMBB 1000598 1.57 
HEMBB 10006 11 0.94 
HEMBB1000617 2.01 
HEMBB 1000623 2.51 
HEMBB 1000630 3.23 
HEMBB 100063 1 8.91 
HEMBB 1000632 6.77 
HEMBB 1000636 9.52 
HEMBB 1000637 6.63 
HEMBB 1000638 1.44 
HEMBB 1000642 3.47 
HEMBB 1000643 0.71 
HEMBB 1000649 2.25 
HEMBB 1000652 1.8 
HEMBB 1000655 1.07 
HEMBB 1000665 0.52 
HEMBB 1000668 1.85 
HEMBB 1000671 2.36 
HEMBB 1000673 0.75 
HEMBB 1000679 3.26 
HEMBB 1000684 1.83 
HEMBB 1000692 0.93 
HEMBB 1000693 0.96 
HEMBB 1 000705 2.61 
HEMBB 1000706 0.78 
HEMBB 1000709 3.53 



4.13 12.61 7.92 8.7 6.55 
2.91 5 3.83 4.78 4.42 
4.04 6.84 5.63 6.94 5.34 
1.71 3.26 2.41 5.38 3.27 
1.71 4.94 4.4 5.61 4.21 
7.71 36.22 16.62 18.58 17.09 
1.22 2.63 2.21 4.27 1.73 
2.78 7.41 3.33 7.74 4.1 
2.51 9.72 6.06 7.81 6.64 
4.55 9.39 8.48 14.07 9.82 
2.87 4.77 10.48 5.74 5.33 
2.26 8.65 6.43 11.59 7.19 

2.68 4.48 3.1 4.67 4.6 
1.4 5.87 4.26 5.34 6.18 

1.71 3.7 2.1 3.87 3.3 

2.72 8.76 4.88 7.13 5.65 
3.44 11.31 7.33 9.55 7.56 

2.7 10.57 7.16 8.38 12.35 
3.75 4.84 3.01 8.61 4.04 
1.19 3.19 2 4.1 3.35 
1.41 4.28 4.07 4.23 4.11 
1.58 3.62 3.38 3.75 3.69 

2.15 3.96 4.44 5.26 4.64 * 
1.2 3.18 3.87 3.39 2.15 
5.67 51.69 53.87 82.75 77.88 
5.2 11.24 12.51 17.1 9.55 

1.69 5.91 2.94 6.76 4.77 

1.16 2.08 1.15 2.79 1.66 

3.04 9.31 6.14 8.79 6.97 
3.08 4.64 5.58 5.83 3.9 

2.5 3.78 2.42 5.54 2.51 
10.69 18.75 22.52 23.76 22.55 
8.77 20.85 27.2 18.4 23.31 
15.91 22.42 25.26 21.65 19.96 
9.77 19.44 17.77 24.39 20.28 
1.41 3.23 3.6 5.29 3.34 
2.31 7.58 7.65 9.33 9.93 
1.87 2.71 1.62 3.54 2.12 
2.22 6.45 4.94 7.61 5.72 
2.21 5.33 5.13 5.14 4.93 

1.17 3.24 1.64 4.74 2.01 

1.08 2.23 1.69 2.92 2.01 
1.46 2.76 5.07 5.42 4.1 ** 
2.01 6.77 7.03 7.81 6.94 
1.27 2.92 2.84 4.63 2.43 
2.84 5.59 4.42 7.19 5.76 
2.53 6.6 5.01 6.92 5.6 

2 2.46 1.77 2.5 1.09 
1.29 2.47 1.6 2.79 1.34 
2.52 4.85 4.97 8.2 6.53 
1.07 2.18 2.56 2.93 1.06 
2.92 8.39 8.16 7.99 10.26 
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HEMBB1000714 1.41 2.85 9.32 5.31 10.37 8.79 
HEMBB1000725 1.61 2.22 4.35 3.04 6.22 4.72 
HEMBB 1000726 1.88 2.34 8.76 5.63 7.1 4.83 
HEMBB 1000729 1.82 3.28 4.3 3.3 5.21 2.79 
HEMBB1OO0738 1.94 2.6 5.55 3.99 5.53 6.15 
HEMBB1000749 4.06 4.15 7.47 7.48 9.56 8.27 
HEMBB 1000763 5.81 5.56 6.21 6.65 9.9 6.61 
HEMBB1000770 2.76 2.06 8.8 7.73 9.62 8.83 
HEMBB 1000774 1.62 2.75 3.7 3.07 4.39 2.34 
HEMBB 1000777 5.17 5.49 7.42 6.86 4.9 7.37 
HEMBB1000781 3.7 4.19 6.89 7.64 5.28 6.83 
HEMBB1000788 0.87 1.79 2.45 2.65 4.88 1.35 
, 5 HEMBB1000789 1.91 2.22 3.01 3.1 6.55 1.86 

HEMBB1000790 1.97 2.15 4.48 4.59 4.21 2.53 
HEMBB 1000794 1.46 1.8 2.85 2.97 3.84 2.06 
HEMBB 1000807 2.55 2.72 5.18 3.57 4 4.26 
HEMBB1000809 30.31 26.87 132.99 158.22 156.74 195.14 * 
20 HEMBB1000810 1.98 2.67 4.51 3.76 6.08 4.12 

HEMBB 1000821 1.98 1.93 2.98 2.05 4.45 1.79 
HEMBB1000822 1.08 1.97 2.31 1.65 5.31 1.46 
HEMBB 1000826 1.36 1.99 3.57 3.77 6.11 3.6 
HEMBB 1000827 2.48 2.89 5.83 2.67 5.05 2.99 
25 HEMBB 1000831 3.4 2.31 5.67 3.84 7.74 2.95 

HEMBB 1000835 1.76 1.94 6.2 7.59 7.62 7.47 * + 
HEMBB1000840 1.27 2.95 6.89 4.48 7.19 3.01 
HEMBB1000848 2.08 3.45 5.63 5.39 6.45 5.3 
HEMBB 1000852 1.26 2.16 2.8 1.07 4.51 1.55 
HEMBB1000857 7.65 6.49 8.13 7.01 10.69 11.53 
HEMBB1000858 3.7 3.13 7.3 7.07 9.38 7.31 
HEMBB1O00867 2.21 1.84 4.9 3.02 5.55 4.04 
HEMBB1000870 1.64 2.37 4.56 2.84 5.31 3.63 
HEMBB 1000876 1.48 2.86 3.91 4.54 3.22 3.93 
HEMBB 1000881 3.35 5.56 10.5 6.12 5.88 3.85 
HEMBB 1000883 1.02 2.68 2.2 3.03 3.32 2.58 
HEMBB 1000887 16.9 14.54 43.41 67.39 61.26 59.84 * + 
HEMBB 1000888 1.03 1.67 2.39 1.63 3.92 1.86 
40 HEMBB1OO0890 2.93 3.36 10.85 6.01 8.62 7.68 

HEMBB1000893 3.28 2.54 5.46 4.5 6.14 5.57 
HEMBB 1000900 1.27 1.53 2.98 2.06 2.54 1.58 
HEMBB1000905 5.09 3.75 6.6 10.05 9.45 8.77 ** + 
HEMBB 1000908 3.34 2.79 3.01 4.48 4.71 5.7 ** + 
45 HEMBB 10009 10 1.74 2.91 2.55 2.09 3.56 2.24 

HEMBB1000913 1.41 1.51 2.22 2.8 3.41 1.91 
HEMBB1000915 32.08 25.6 50.0:5 48 58.92 51.07 
HEMBB1000917 2.1 2.78 5.72 2.99 4.52 3.44 
HEMBB1000927 1.45 1.24 1.82 1.49 3.25 1.88 
HEMBB1000932 0.66 2.06 2.74 1.81 3.41 1.61 
HEMBB1000933 7.47 7.12 10.71 12.88 12.78 19.19 
HEMBB 1000936 1.44 1.96 2.87 3.75 6.44 3.55 
HEMBB1000939 7.86 7.14 9.02 15.98 15.3 18.25 ** + 
HEMBB1000941 1.53 1.86 3.17 3.99 4.46 3.52 * + 
HEMBB1000947 3.53 3.34 4.61 4.67 6.8 5.72 
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HEMBB1001182 2.6 3.69 4.89 3.89 6.54 3.87 

HEMBB1001192 3.3 3.09 16.1 15.27 20.06 15.75 

HEMBB1001199 1.16 2.27 1.91 1.43 3.96 1.15 

HEMBB1001200 1.86 1.66 3.14 2.43 5.38 2.29 

HEMBB1001208 2.02 2.04 4.56 2.96 6.19 2.74 

HEMBB1001209 2.98 2.28 5.75 5.22 6.56 4.92 

HEMBB1001210 5.14 4.28 7.8 11.05 6.08 10.33 

HEMBB1001215 9.57 10.46 17.69 17.91 15.75 16.96 

HEMBB1001217 1.78 2.13 4.39 2.04 3.69 1.89 

HEMBB1001218 4.28 3.37 5.47 4.52 5.98 4.6 

HEMBB1001221 1.72 1.65 2.75 1.54 4.29 1.34 

HEMBB1001224 2.2 2.46 3.81 2.98 6.08 3.7 

HEMBB1001230 1.51 2.09 4.36 2.55 4.95 2.22 

HEMBB1001234 5.24 6.05 29.26 31 44.04 30.75 

HEMBB1001235 12.72 10.54 21.49 13.27 8.47 10.71 

HEMBB1O01237 11 10.54 21.03 32.1 26.16 36.86 : 

HEMBB1001242 4.82 5.68 8.63 6.92 6.97 4.51 

HEMBB1001244 1.08 1.1 3.9 1.47 4.36 1.36 

HEMBB 100 1249 1.26 1.63 2.99 1.84 5.52 1.98 

HEMBB1001253 1.53 1.92 5.68 1.96 4.89 2.39 

HEMBB1001254 1.27 1.19 3.73 1.22 5.09 2.45 

HEMBB1001266 2 4.32 4.75 4.49 6.09 4.63 

HEMBB 1001 267 3.51 2.92 9.98 8.43 7.63 8.01 

HEMBB1001271 2.25 2.93 3.89 2.59 5.85 3.91 

HEMBB 1001282 2.27 2.68 3.9 2.77 4.86 2.99 

HEMBB1001287 54.06 45.71 83.21 72.79 57.33 77.51 

HEMBB1001288 2.45 2.58 3.64 4.57 6.08 3.31 

HEMBB1001289 4.64 5.82 12.2 6.93 9.11 6.88 

HEMBB1001290 2.82 1.27 4.55 2.89 4.14 1.96 

HEMBB1001294 1.03 1.91 3.2 2.93 3.95 2.51 

HEMBB1001299 7.06 7.64 12.49 16.26 14.41 17.87 

HEMBB1001302 2.16 2.34 2.41 1.75 3.39 1.64 

HEMBB1001304 1.73 1.34 2.6 1.81 5.2 1.67 

HEMBB1001314 1.16 1.07 2.47 1.3 3.63 1.25 

HEMBB1001315 1.25 1.62 1.46 0.87 4 0.9 

HEMBB1001317 2.1 3.38 6.51 4.12 8.01 4.41 

HEMBB1001326 0.88 1.54 2.36 1.51 3 1.69 

HEMBB 1001331 2.11 2.79 2.81 3.78 6.14 4.55 * 

HEMBB1001335 1.39 0.9 1.44 1.4 2.81 1.92 

HEMBB1001337 1.86 1.7 3.15 3.34 4.72 4.51 * 

HEMBB1001339 4.17 3.87 5.91 5.83 7.91 5.25 

HEMBB 100 1344 1.27 1.36 2.25 1.62 3.44 1.29 

HEMBB1001346 2.17 2.32 7.45 5.89 6.23 5.7 

HEMBB1001348 0.68 1.37 4.05 1.38 3.68 2.82 

HEMBB 100 1350 2.06 2.09 4.17 2.07 7.74 2.57 

HEMBB1001356 1.4 1.9 2.33 1.74 5.54 2.29 

HEMBB1001364 0.53 1.28 1.25 1.49 2.47 1.43 

HEMBB1001366 1.61 1.71 3.46 4.17 4.27 3.82 * 

HEMBB 1001 367 1.11 2.19 3.79 5.05 6.25 5.75 * 

HEMBB1001369 0.56 1.29 2.54 1.95 3.39 2.82 

HEMBB1001380 3.13 3.56 6.65 5.43 7.36 7.75 

HEMBB1001381 8.45 6.07 9.53 10.2 14.39 11.86 
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HEMBB 1001 384 3.48 4.92 5.66 9.52 13.27 11.91 ** 
HEMBB1001387 1.19 1.57 3.1 2.36 4.34 1.33 
HEMBB1001394 1.53 1.3 1.68 2.7 2.82 1.89 * + 
HEMBB1001407 0.68 0.83 0.99 0.62 1.33 0.97 
HEMBB1001410 1.35 1.04 1,78 2.44 2.63 1.74 
HEMBB1001413 1.68 1.84 3.32 3.48 3.27 4.04 
HEMBB1001419 2.56 2.24 4.42 3.61 5.47 4.6 
HEMBB1001421 2.29 1.66 2.18 1.31 3.16 0.95 
HEMBB1001424 0.51 1.2 1.67 -0.1 1.58 0.41 
HEMBB1001426 2.04 1.51 3.7 2.66 5.67 4.21 
HEMBB1001429 7.11 5.76 9.83 22.69 19.97 19.53 ** 
HEMBB1001436 3.13 2.51 6.8 7.5 6.44 7.24 
HEMBB1001443 5.61 6.48 20.67 20.46 27.07 22.15 
HEMBB 1001449 2.02 2 4.92 4.26 6.35 4.27 
HEMBB1001454 1.2 1.96 3.77 3.74 5.13 2.99 
HEMBB1001458 4.72 6.48 12.4 J. 7.88 9.04 6.89 
HEMBB1001461 0.55 1.38 2.01 2.11 2.65 1.07 
HEMBB1001463 2.28 2.1 3.7 3.95 5.03 4.66 * + 
HEMBB1001464 1.73 1.29 3.62 2.66 3.92 2.27 
HEMBB1001466 1.15 1.84 2.75 1.88 3.77 2.73 
HEMBB 1001482 1.76 2.21 4.36 2.94 5.36 3.97 
HEMBB1001500 1.01 1.08 1.77 1.96 4.39 1.97 
HEMBB1001505 3 3.32 5.87 9.35 14.06 11.17 * + 
HEMBB1001521 2.06 2.43 5.4 5.15 5.78 7,14 
HEMBB 1001527 2.63 4.74 11.16 8.69 9.66 9.6 
HEMBB 1001530 4.15 3.51 6.57 9.43 12.39 7.05 
HEMBB 1001531 1.11 1.34 4.62 2.99 5.16 4.17 
HEMBB 100 1532 0.63 1.86 2.77 1.86 4.41 2.15 
HEMBB 1001535 1.99 2.01 4.22 3.34 4.32 5.75 
HEMBB 1001536 2.18 2.65 6.37 4.62 6.87 5.45 
HEMBB1001537 1.31 2.24 3.7 3.21 6.12 2.75 
HEMBB1001542 4.39 4.72 6.28 5.26 7.83 5.7 
HEMBB1001543 7.84 3.58 8.49 8.13 7.08 5.38 
HEMBB1001547 2.02 2.25 2.65 4.2 4.27 2.79 * + 
HEMBB 1001 548 2.53 2.62 11.82 17.73 29.92 23.34 * 
HEMBB 1001 551 0.89 1.7 4.47 2.93 5.96 2.65 
HEMBB1001555 2.13 2.79 4.78 3.73 5.8 4.64 
HEMBB1001562 1.9 2.64 4.27 2.23 3.46 3 
HEMBB1001564 132.08 140.08 310.28 333.18 233.12 279.03 
HEMBB1001565 1.72 1.97 3.9 3.77 4.68 2.07 
HEMBB 1001569 0.79 0.8 3.04 2.49 3.68 1.44 
HEMBB1001573 1.9 1.04 3.58 4.18 5.53 4.12 * + 
HEMBB1001585 1.5 1.96 10.91 3.75 7.14 4.87 
HEMBB 1001586 1.53 2.27 3.22 4.27 5.45 1.95 
HEMBB 1001588 1.33 2.9 5.74 4.72 6.32 5.06 
HEMBB1001595 2.68 3.33 6.92 3.78 4.84 4.7 
HEMBB1001596 3.4 2.57 3.74 2.67 5.36 2.54 
HEMBB1001599 1.45 1.57 3.21 3.07 3.47 2.06 
HEMBB1001603 1.99 2.45 4.17 5.7 8.16 4.04 
HEMBB1001606 1.35 2.28 2.42 2 2.39 1.53 
HEMBB1001612 4.31 3.07 9.25 8.81 8.09 8.9 
HEMBB1001618 1.53 1.62 3.86 2.84 4.48 2.31 
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HEMBB1001793 5.6 4.73 18.12 22.08 20.38 22.86 * 
HEMBB1001797 1.61 1.82 2.28 2.94 4.97 5.54 * 
HEMBB 1001 802 13.28 9.91 67.77 85.35 82.8 81.27 * 
HEMBB1001812 2.32 2.58 6.49 7.68 8.28 9.74 * 
HEMBB1001815 128.22 114.78 102.97 87.37 89.21 62.14 
HEMBB1001816 1.95 2.19 3.97 3.73 6.31 5.73 
HEMBB1001831 0.69 0.98 1.54 0.72 3.28 1.16 
HEMBB1001834 16.15 9.68 133.91 102.49 173.48 141.04 
HEMBB1001836 4.07 1.99 11.4 5.89 6.97 6.7 
HEMBB1001839 0.89 0.86 1.43 1.08 1.95 1.21 
HEMBB1001841 80.32 59.68 120.73 35.74 39.04 23.13 
HEMBB1001844 5.26 4.72 9.73 10.15 10.68 8.11 
HEMBB1001847 6.93 4.24 8.6 9.06 14.77 10.3 
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HEMBB1002043 1.34 2.21 4.61 5.97 5.24 3.36 

HEMBB 1002044 0.4 1.19 2.68 1.25 4.19 1.92 

HEMBB 1002045 2.83 2.5 10.03 6.34 7.63 4.56 

HEMBB1002049 1.31 1.4 3.77 1.71 4.36 1.73 

HEMBB 1002050 1.62 1.61 4.5 3.31 4.53 2.94 

HEMBB1002051 1.17 1.13 2.9 2.59 5.05 4.37 

HEMBB 1002068 1.69 2.44 2.43 2.3 4.42 2.07 

HEMBB 1002069 3.39 3.94 7.83 6.86 7.55 5 

HEMBB1002075 0.72 1.94 3.33 2.99 3.52 2.37 

HEMBB1002079 1.2 1.8 1.89 1.22 2.84 1.3 

HEMBB 1002080 1.74 1.85 4.78 1.55 6.02 2.41 

HEMBB1002082 1.03 1.85 4.59 2.38 4.38 1.96 

15 HEMBB1002084 25.86 22.68 51.44 33.52 35.54 38.37 

HEMBB1002088 13.92 15.78 22.14 29.46 37.25 35.66 ** 

HEMBB1O02092 2.51 2.24 4.48 5.34 3.65 6.27 

HEMBB 1002094 3.21 2.62 8.2 5.72 7.27 6.04 

HEMBB1002103 2.42 2.97 3.51 3.74 5.58 4.47 

20 HEMBB 1002109 4.27 3.47 4.84 5.72 7.83 6.36 * + 

HEMBB1002115 42.37 37.4 91.88 95.86 101.94 101.65 

HEMBB1002120 0.89 1.22 2.9 J. 0.86 2.94 2.41 

HEMBB1002121 0.75 1.56 1.63 1.5 4.66 2.53 

HEMBB1002134 11.99 11.22 112.59 98.93 166.1 133.77 

HEMBB1002136 1.29 1.65 2.9 2.59 3.26 2.58 

HEMBB1002138 10.48 9.64 20.72 18.78 23.06 19.4 

HEMBB 1002139 1.84 1.6 5.46 4.69 6 5.84 

HEMBB1002141 1.53 0.83 3.44 1.48 4.64 2.54 

HEMBB 1002 142 1.85 2 4.95 3.22 5.98 6.03 

HEMBB 1002 145 1.62 0.83 2.96 1.49 3.07 2.42 

HEMBB1002152 1.27 1.19 3.15 2.32 6.36 3.41 

HEMBB1002162 1.25 1.55 3.92 3.42 5.14 3.61 

HEMBB1002173 4.18 1.09 5.58 2.77 4.48 3.84 

HEMBB1002189 2.78 1.95 6.14 7.01 8.25 5.93 

HEMBB1002190 1.81 2.2 6.36 8.01 6.93 8.36 * + 

HEMBB 1002 193 1.84 1.06 2.06 4.53 4.37 5.48 ** + 

HEMBB1002217 3.82 2.26 6.02 3.61 6.06 3.23 

HEMBB1002218 3.91 3.3 7.58 4.94 6.15 5.68 

40 HEMBB 1002228 2.28 2.9 6.17 6.68 7.94 6.97 

HEMBB 1002232 1.15 1.4 2.24 2.14 5.79 3.03 

HEMBB 1002245 0.86 0.84 2.34 1.53 2.47 1.05 

HEMBB 1002247 1.72 0.59 2.44 1.38 2.24 1.03 

HEMBB 1002249 2.65 1.64 3.1 3.39 4.08 4.01 * + 

45 HEMBB 1002254 1.35 1.35 3.83 2.64 3.27 2.86 

HEMBB 1002255 0.99 1.37 2.6 1.19 2.93 1.4 

HEMBB 1002266 1.33 0.83 2.07 0.73 1.99 0.54 

HEMBB1002271 14.89 9.5 29.42 32.9 41.53 37.28 * 4 

HEMBB 1002280 1.62 0.78 1.6 1.55 2.93 1.12 

50 HEMBB1002296 11.83 12.31 18.29 31.87 21.06 23.09 * 

HEMBB1002300 0.78 2.31 -3.48 1.49 4.63 3.12 

HEMBB1002302 1.17 2.17 3.26 2.49 4.76 3.04 

HEMBB1002306 1.83 1.96 4.28 2.91 4.34 2.6 

HEMBB 10023 16 0.66 1.38 2.36 1.19 2.9 0.97 

HEMBB 1002326 0.93 1.68 4.52 4.35 4.41 3.9 
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HEMBB 1002327 0.99 0.99 2.66 1.46 2.95 2.06 
HEMBB 1002329 2.89 3 3.81 6.39 5.88 5.53 ** 
HEMBB1002340 0.6 1.8 2.05 2.29 3.38 2.22 
HEMBB1002342 8.12 9.23 14.09 21.68 18.15 18.03 * 
HEMBB1002358 1.09 3.22 6.37 6.52 7.91 9.2 
HEMBB 1002359 1.09 2.55 4.29 4.66 5.4 3.54 
HEMBB1002364 1.28 1.82 2.33 3.17 5.15 3.11 
HEMBB1002366 13.63 21.17 32.35 56.28 57.48 53.09 
HEMBB1002371 0.83 0.63 1.72 2.32 2.82 2.1 * 
HEMBB1002381 0.97 1.16 1.74 2.83 3.16 6.26 
HEMBB1002383 1.07 3.17 4.18 3.1 4.5 4.37 
HEMBB1002387 0.98 2.36 2.68 2.09 3.68 2.96 
HEMBB 1002409 6.85 7.27 46.98 69.94 70.04 64.2 * 
HEMBB1002413 3.92 2.99 8.34 9.46 8.16 10.16 
HEMBB1002415 0.84 1.28 2.79 2.36 3.49 2.11 
HEMBB1002424 1.04 1.17 1.63 2.89 3.04 2.66 ** 
HEMBB1002425 1.12 1.69 5.86 6.46 10.1 5.26 
HEMBB1002427 1.5 1.59 2.32 3.72 7.82 3.65 
HEMBB1002442 2.29 1.57 4.33 4.99 8.58 8.89 * 
HEMBB1002447 2.61 2.7 5.56 6.1 6.6 5.63 
HEMBB 1002453 2.5 2.48 6.56 6.31 7.55 5.25 
HEMBB1002457 1.54 2.08 4.77 3.69 4.61 4.8 
HEMBB 1002458 0.48 1.53 2.5 2.2 2.35 1.66 
HEMBB1002463 1.36 1.84 6.55 6.24 6.11 8.87 
HEMBB1002465 1.12 1.18 2.4 2.86 2.25 1.59 
HEMBB 1002477 0.71 0.66 4.43 3 4.39 4.86 
HEMBB1002479 22.08 21.58 27.54 16.12 19.41 17.27 
HEMBB 1002489 0.86 3.02 3.9 5.73 5.51 7.68 * 
HEMBB 1002492 1.27 1.23 3.07 3.53 4.08 3.39 * 
HEMBB 1002495 1.85 1.85 3.2 2.61 5.02 3.98 
HEMBB1002502 0.94 2.52 2.81 1.77 4.83 3.27 
HEMBB1002509 0.73 1.8 2.65 2.03 2.43 1.27 
HEMBB 10025 10 0.49 1.68 3.06 1.78 2.5 0.81 
HEMBB1002520 1.46 2.47 5.44 6.62 7.57 8.61 * 
HEMBB1002522 0.82 1.88 4.42 2.31 6.8 2.07 
HEMBB1002527 11.47 13.79 12.46 24.19 10.37 17.52 
HEMBB1002530 1.43 2.15 3.44 2.93 4.92 2.26 
HEMBB 1002531 0.46 1.32 2.04 1.23 2.99 0.35 
HEMBB 1002534 1.35 2.27 2.73 4.54 4.08 3.92 ** 
HEMBB 1002536 6.58 5.93 46.38 45.93 63.71 42.88 
HEMBB 1002544 3.91 3.45 6.89 6.79 7.87 7.99 
HEMBB1002545 0.92 2.76 2.83 3.21 4.15 4.29 
HEMBB1002550 1.32 1.69 1.86 2.99 4.68 2.42 
HEMBB1002556 2.9 3.54 9.69 8.73 8.12 10.62 
HEMBB 1002571 17.25 14.03 19.8 21.91 16.59 24.61 
HEMBB 1002579 3.32 2.05 4.87 4.38 6.6 6.39 
HEMBB 1002582 1.79 2.11 5.59 5.77 6.47 5.63 
HEMBB1002584 2.82 1.94 6.09 3.94 4.67 3.62 
HEMBB 1002587 6.39 5.82 10.63 11.3 9.04 9.94 
HEMBB 1002590 1.6 3.07 7.46 5.86 7.3 5.84 
HEMBB1002596 1.5 2.01 3.17 5.59 4.94 4.21 * 
HEMBB1002600 1.55 2.72 3.81 5.02 7.18 3.93 
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HEMBB1002601 1.28 2.23 3.9 2.51 5.59 2.99 
HEMBB 1002603 2.37 1.64 5.48 3.53 6.59 5.6 
HEMBB 1002607 1.48 1.15 4.34 2.59 4.26 2.99 
HEMBB 1002610 1.2 0.96 3.48 1.95 3.79 3.45 
HEMBB 100261 3 0.96 2.41 4.31 3.98 5.39 3.72 
HEMBB1002614 3.18 3.34 5.35 3.87 6.08 9.76 
HEMBB1002615 1.47 3.29 4.63 2.45 3.83 2.67 
HEMBB 1002617 0.67 3.09 2.88 2.1 3.34 3.4 
HEMBB1002623 2.31 3.63 4.36 3.96 6.28 5.91 
HEMBB 1002624 2.7 1.56 7.52 7.96 8.72 8.3 
HEMBB1002631 1.65 2 4.28 2.14 3.72 1.74 
HEMBB1002635 1.84 1.74 3.55 3.31 3.64 3.56 
15 HEMBB1002644 7.22 9.04 15.98 18.52 23.94 22.55 * - 

HEMBB 1002654 5.22 4.21 7.77 7.92 7.33 11.74 
HEMBB1002661 1.93 2.16 3.96 1.99 4.13 5.33 
HEMBB 1002663 1.59 1.8 3.85 5.45 5.58 5.17 * + 
HEMBB 1002664 1.28 2.4 4.43 5.05 9.22 6.76 * + 
20 HEMBB1002677 1.88 1.83 1.86 1.81 4.79 2.34 

HEMBB1002683 2.68 2.21 9.21 5.67 5.9 8.45 
HEMBB1002684 1.71 0.81 2.53 1.92 2.74 2.63 
HEMBB 1002686 1.23 1.39 2.88 1.45 3.37 1.64 
HEMBB 1002692 0.99 1.4 1.87 2.5 2.53 2.98 * + 
25 HEMBB 1002693 1.75 1.75 4.12 5.03 5.74 3.46 

HEMBB 1002697 1.09 2.8 2.73 4.17 5.58 5.34 * + 
HEMBB 1002699 1.59 2.27 4.93 4.72 6.74 6.97 
HEMBB 1002702 1.63 1.5 2.54 1.76 3.25 3.33 
HEMBB 1002705 4.2 2.84 6.79 8.83 8.26 7.92 * + 
HEMBB1002712 8.55 1.32 2.38 2.92 4.06 1.4 
IMR32 1000028 1.03 1.71 2.88 1.63 2.76 1.63 
1MR321000031 1.71 2.59 3.51 5.86 4.35 5.31 * + 
IMR321000034 21.95 15.41 30.37 33.73 19.59 34.65 
IMR321000039 5.81 7,11 14.41 14.72 15.71 13.99 
IMR321000044 0.81 2.37 1.44 1.01 3.26 2.06 
IMR321000063 79.52 80.12 127.61 224.23 199.69 128.8 
IMR321000085 21.02 18.07 26.38 30.28 48.13 47.89 * h 
IMR321000089 1.51 1.42 3.86 3 6.7 5.84 
40 IMR321000091 4.79 2.91 6.5 8.35 11.38 8.55 * + 

LIVER1000004 8.04 9.67 34.15 55.9 56.53 48.86 * + 
LI VER1 000008 1.13 1.36 3.06 1.68 4 2.17 
LIVER1000011 3.03 5.9 26.65 37.8 54.37 45.77 * + 
LIVER1000022 2.75 3.66 7.75 9.39 9.82 9.17 * + 
45 LIVER1000025 1.78 2.77 5.47 9.83 10.83 7.7 * + 

LIVER1000030 1.05 0.96 2.12 2.04 2.56 1.23 
LIVER1000045 1.33 1.37 3.11 5.11 5.12 5.89 ** + 
LIVER1000046 1.01 1.53 3.86 4.14 7.82 5.34 
LIVER1000072 1.61 1.26 5.23 12.42 9.54 12.21 ** + 
50 LIVER1000077 0.33 1.79 1.97 1.87 2.84 3.14 

LIVER1000080 1.53 3 5.81 5.96 4.24 5.41 
LIVER1000086 6.38 7.69 47.4 69.84 79.87 70.57 * + 
LIVER1000092 1.6 1.46 3.09 3.85 3.83 2.41 
L1VER1000095 0.91 2.31 2.56 2.16 2.46 1.55 
LIVER1000097 1.26 0.74 2.49 2.18 2.84 2.25 
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LIVER1000098 0.43 1.37 2.57 2.76 3.95 2.29 
LIVER1000100 3.3 2.82 5.82 4.99 7.44 3.74 
LF/ER1000101 0.36 1.81 2.4 1.69 4.25 2.74 
LIVER1000106 0.83 1.95 1.79 0.97 2.8 1.29 
LIVER1000108 1.36 2.93 4.31 4.35 4.12 3.43 
LIVER1000U5 1.12 1.57 4.32 6.38 6.13 6.9 * + 
LIVER1000120 1.45 0.95 2.23 1.39 1.46 0.73 
LIVER1O00138 0.6 1.27 1.86 2.11 2.36 1.6 
LIVER1000146 1.38 2.69 6.24 7.17 7.01 7.02 
LIVER1000148 0.88 1.24 2.65 1.68 5.68 3.51 
LIVER1000157 30.11 26.71 67.66 123.41 85.61 124.96 * -t 
LIVER1000161 1.3 1.59 2.3 1.73 3.37 1.84 
is LIVER1000167 3.07 3.63 14.08 20.36 22.31 21.82 * + 

LIVER1000174 1.53 1.68 1.84 2.1 3.43 1.29 
LIVER1000185 2.42 2.55 5.16 4.37 4.72 4.23 
LIVER1000187 0.96 1.55 4.84 6.64 4.17 3.5 
LIVER1000190 3.77 3.48 5.95 4.71 6.24 4.47 
20 LIVER1000192 2.37 2.92 3.93 4.1 5.23 4.04 

MAMMA1000009 1.39 2.55 5.12 3.62 4.72 3.46 
MAMMA1000015 1.72 1.59 4.78 5.23 4.42 6.42 
MAMMA1000019 0.69 2.48 3.4 4.27 4.81 3.1 
MAMMA1 000020 2.79 2.35 5.63 6 7.86 5.75 
25 MAMMA1000024 0.65 1.76 3.79 2.42 2.91 1.61 

MAMMA1000025 1.92 2.56 6.92 4.96 6.72 5.6 
MAMMA1000043 1.06 2.36 6.43 6.93 8.22 6.6 
MAMMA1000045 1.38 2.01 4.84 2.68 3.96 2.89 
MAMMA1000046 1.74 2.44 3.18 2.88 4.5 2.37 
MAMMA1000055 8.51 8.71 9.57 9.38 10.74 9.36 
MAMMA1OOO057 4.4 3.29 7.56 8.38 9.78 8.16 
MAMMA1 000060 26.78 24.33 45.25 48.69 33.84 48.6 
MAMMA1000069 2.13 1.65 4.1 3.43 3.14 2.41 
MAMMA1000084 2.88 3 5.81 5.64 8.15 7.51 
MAMMA1000085 2.75 3.74 7.02 6.45 5.82 6.97 
MAMMA1000092 1.45 2.97 3.8 4.64 5.15 4.55 * + 
MAMMA1000096 4.45 4.96 9.29 8.15 9.11 6.09 
MAMMA1000097 2.4 2.96 3.86 5.93 6.01 6.97 ** + 
40 MAMMA1000102 1.94 1.59 4.27 4.25 6.16 4.44 

MAMMA1 000103 1.52 1.65 5 2.39 4.56 2.83 
MAMMA1000106 1.25 2.15 5.1 2.3 4.48 3.27 
MAMMA1000117 1.19 2.12 3.72 1.84 3.32 2.77 
MAMMA1000118 1.03 2.06 3.08 3.38 3.21 4.56 
« MAMMA1000129 1.06 2.1 2.9»7 1.73 2.7 1.31 

MAMMA1000133 1.09 1.96 3.67 2.8 3.87 2.02 
MAMMA1000134 1.23 2.08 4.28 2.27 4.61 1.93 
MAMMA1000139 1.45 1.91 2.69 2.13 3.98 1.85 
MAMMA1000141 1.97 2.27 5.47 3.67 3.61 3.42 
MAMMA1000143 1.66 1.1 2.55 3.83 3.52 1.74 
MAMMA1000150 4.11 4.95 8.99 6.49 6.4 8.66 
MAMMA1000155 1.87 2.71 4.35 5.46 5.69 6.41 * + 
MAMMA1000163 1.65 2.82 2.62 3.45 4.54 4.97 * + 
MAMMA1000171 1.96 2.43 5.53 4.12 6.52 4.97 
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MAMMA1000175 1.58 1.8 2.89 4.06 5.14 3.7 * + 
MAMMA1000183 1.14 2.12 5.29 3.92 4.7 4.91 
MAMMA1000191 3.25 3.34 14.68 12.56 14.7 18.23 
MAMMA1000192 5.76 8.53 9.67 16.66 19.91 17.65 ** + 
MAMMA1000193 1.68 1.54 0.86 1.33 2.25 1.94 
MAMMA1000198 1.88 1.99 5.53 4.44 6.49 5.57 
MAMMA1000204 1.75 2.25 3.39 3.56 4.13 2.85 
MAMMA1000207 1 3.2 3.41 2.86 4.96 3.47 
MAMMA10O0214 1.76 2.08 3.68 2.84 4.42 4.74 
MAMMA1000220 6.19 6.12 11.61 12.49 18.06 16.72 * + 
MAMMA1000221 0.57 1.04 1.68 1.14 4.51 0.87 
MAMMA1000226 0.48 1.06 2.07 1.49 3.19 1.88 
MAMMA1000227 0.93 1.23 1.6 2.73 3.67 3.46 ** + 
MAMMA1000230 1 1.23 1.77 2.38 3.04 2.94 ** + 
MAMMA10O0241 2.9 2.2 4.19 7.24 5.8 7.61 ** + 
MAMMA1000245 76.63 70.15 1115.95 141.45 166.09 104.88 
MAMMA1000248 6.79 4.17 13.48 13.18 13.44 18.8 
20 MAMMA1000251 1.68 1.72 4.7 5.55 5.39 5.29 

MAMMA1000254 1.24 1.22 3.59 2.14 5.61 5.02 
MAMMA1000257 5.39 2.62 25.06 32.2 43.78 35.79 * + 
MAMMA1000262 15.48 9.75 18.2 40.81 33.23 34.89 ** + 
MAMMA1000264 0.99 1.2 2.3 4.43 2.57 3.4 * + 
25 MAMMA1000266 1.25 0.79 2.73 4.21 5.33 4.03 * + 

MAMMA1000270 2.43 1.94 4.57 6.16 7.16 7.58 * + 
MAMMA1000271 6.01 3.26 8.54 8.94 6.17 8.1 
MAMMA1000277 0.89 0.93 2.56 2.46 2.75 2.09 
MAMMA1000278 1.84 2.01 4.29 2.18 5.06 3.51 
30 MAMMA1000279 1.82 1.74 4.33 3.51 5.72 4.35 

MAMMA1000283 0.99 1.51 2.36 1.37 2.66 2.71 
MAMMA1000284 2.65 2.51 8.31 6.28 8.49 8.01 
MAMMA1000287 1.58 2.13 6.27 5.55 6.94 7.1 
MAMMA1000294 4.72 5.45 9.44 3.84 8.21 4.74 
MAMMA1000298 0.87 1.36 2.51 1.55 3.1 0.95 
MAMMA100O302 0.9 1.18 4.73 2.22 4.9 2.56 
MAMMA1000303 0.92 1.62 2.63 4.16 4.06 3.22 * + 
MAMMA1000305 1.07 1.28 2.73 2.47 2.74 2.1 
MAMMA1000307 2.29 3.03 9.61 15.85 14.04 14.38 * + 
MAMMA1000309 0.57 1.61 3.69 4.6 3.65 4.61 
MAMMA1000312 3.55 4.99 8.08 6.19 5.18 6.55 
MAMMA1000313 1.06 2.31 2.34 1.79 3.98 3.43 
MAMMA1000331 1.08 1.65 3 3.33 6.01 3.21 
45 MAMMA1000335 7.38 9.1 14.27 19.49 16.28 16.92 * + 

MAMMA1000339 0.33 0.39 2.17 1.46 2.09 0.66 
MAMMA1000340 1.43 1.33 4.12 4.37 2.72 2.15 
MAMMA1000348 1.2 1.27 4.6 3.14 4.82 6.11 
MAMMA1000356 1.93 2.21 4.93 3.08 5.42 6.29 
so MAMMA1000358 2.93 3.97 5.02 7.42 7.47 4.9 

MAMMA1000360 1.41 1.92 4.6 3.76 5.2 4.63 
MAMMA1000361 2.2 3.45 8.9 8.94 10.67 8.93 
MAMMA1000363 1.09 1.69 3.86 1.87 4.37 4.1 
MAMMA1000370 0.92 0.71 1.76 2.02 2.62 2.57 * + 
55 MAMMA1000371 2.09 1.73 6.35 10.02 12.1 10.1 * + 
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MAMMA1000372 4.45 4.1 12.88 12.01 12.92 11.97 
MAMMA1000385 1.79 2.36 6.41 6.41 7.66 8.72 
MAMMA1000388 1.93 3.02 6.03 4.7 4.53 5.06 

5 MAMMA 1000395 1.3 2.46 3.12 1.69 3.49 0.8 

MAMMA 1000402 1.69 1.68 5.62 3.33 4.35 4.63 
MAMMA1000403 1.7 2.36 5.05 5.45 5.81 3.96 
MAMMA1000410 0.87 1.25 2.71 3.23 3.35 3.25 * + 
MAMMA100O413 1.52 0.47 2.48 3.51 3.76 3.61 * + 

10 MAMMA1000414 1.08 1.53 3.03 2.94 4.91 1.81 

MAMMA1000416 3.3 4.01 10.2 15.8 23.14 20.47 * + 
MAMMA1000421 2.61 2.83 6.11 7.7 7.42 7.09 * + 
MAMMA1000422 2.83 2.53 7.46 9.18 6.64 12.05 
MAMMA1000423 1.7 1.26 6 5.9 6.62 5.89 
MAMMA1000424 0.88 1.7 3.17 1.91 2.38 1.07 
MAMMA1000429 8.73 10.07 13.78 14.98 16.3 11.17 
MAMMA1000431 1.6 1.27 4.27 5.22 6.32 4.26 
MAMMA1000432 1.05 2.33 2.85 2.63 2.82 1.41 

20 MAMMA1000437 4.61 4.75 8.44 10.54 11.52 8.12 

MAMMA1000444 2.53 4.15 8.55 7.55 10.17 10.13 
MAMMA1000446 1.19 2.07 3.87 2.03 3.63 2.49 
MAMMA1000449 1.77 1.59 3.54 3.37 4.31 3.22 
MAMMA1000457 4.44 4.82 7.12 7.2 6.88 6.22 

25 MAMMA1000458 1.27 2.22 4.83 2.52 4.03 1.94 

MAMMA1000468 0.55 1.12 2.2 0.51 2.25 1.16 
MAMMA1000472 1.15 2.3 4.42 4.77 6.36 5.79 * + 
MAMMA1000473 1.95 1.72 3.59 3.45 5.46 3.17 
MAMMA1000477 3.86 3.29 5.67 8.71 9.92 7.97 ** + 

30 MAMMA1000478 2.85 3.26 7.41 5.76 9.1 7.57 

MAMMA1000483 4.16 3.16 8.3 8.09 6.5 8.63 
MAMMA1000490 1.65 2.61 3.68 2.66 4.96 2.14 
MAMMA 1000496 1.18 1.7 3.44 1.3 3.79 2.01 
MAMMA1000500 0.68 1.79 3.22 1.41 3.2 2.86 

35 MAMMA1000501 3.04 3.89 7.86 13.71 15.02 12.51 ** + 

MAMMA1000503 0.84 2.08 2.21 3.52 3.52 2.27 
MAMMA1000506 10.14 8.79 32.66 34.77 26.7 18.31 
MAMMA1000510 3.24 3.5 4.59 10.97 10.76 13.61 ** + 
MAMMA 10005 15 2.12 1.54 4.56 5.97 7.55 6.2 * + 

40 MAMMA1000516 2.18 2.4 6.29 3.89 3.85 5.07 

MAMMA1000522 1.04 1.47 4.39 2.4 3.68 1.85 
MAMMA1000524 2.04 2.09 3.53 3.82 6.18 3.96 
MAMMA1000528 3.74 2.72 2.05 2.7 4.09 2.88 
MAMMA1000534 0.91 2.35 2.11 1.86 2.91 2.04 
5 MAMMA1000541 2.85 3.16 11.29 11.22 8.81 12.04 

MAMMA1000550 1.21 2.73 1.86 2.46 6.65 4.64 
MAMMA1000556 1.78 1.32 4.25 2.66 3.37 1.4 
MAMMA1000559 1.32 1.49 5.56 2.92 4.2 3.46 

50 MAMMA1000565 1.82 2.74 3.93 2.13 4.18 4.22 

MAMMA1000567 0.99 2.16 3.77 2.3 4.07 3.64 
MAMMA1000576 3.72 3.12 13.12 10.45 9.76 10.02 
MAMMA1 000582 2.07 2.7 5.64 4.13 4.81 6.31 
MAMMA1 000583 1.16 2.33 2.45 2.19 4.47 2.93 

55 MAMMA1000585 1.66 2.04 4.19 3.82 5.38 3.23 
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MAMMA1000587 1.64 1.51 3.73 3.12 5.07 3.49 
MAMMA1000591 0.96 1.34 3.11 1.45 3.74 1.72 
MAMMA1000594 23 1.76 4.92 3.55 7.68 5.16 
5 MAMMA10O0597 4.42 3.09 9.64 9.46 9.63 10.35 

MAMMA1000605 2.84 3.94 11.44 18.34 15.85 17.89 * + 
MAMMA1000612 1.91 2.15 5.22 3.85 4.33 4.95 
MAMMA1000614 3.11 2.71 9.4 7.48 6.07 6.34 
MAMMA1000616 1.66 1.79 2.44 2.1 5.09 3.45 
10 MAMMA1000621 1.39 1.67 3.36 3.15 6.31 7.02 

MAMMA1000623 1.08 1.04 3.83 0.92 2.66 2.3 
MAMMA 1000625 7.39 6.32 23.76 19.68 25.39 29.8 
MAMMA10O0635 0.89 0.68 1.61 0,76 1.75 0.64 
MAMMA1000643 1.47 1.11 1.94 4.21 3.77 6.82 * + 
MAMMA1000646 4.68 3.61 9.55 17.22 16.4 16.44 ** + 
MAMMA1000652 1.98 1.61 3.56 4.21 5.34 5.24 * + 
MAMMA1 000657 2.28 1.78 4.51 2.18 4.48 3.26 
MAMMA1000664 1.78 1.49 5.35 2.9 6.43 6.85 
20 MAMMA1000667 1.24 1.68 2.17 1.96 5.64 2.41 

MAMMA1000668 0.71 1.11 3.23 2.44 3.76 1.74 
MAMMA1000669 0.76 0.97 2.01 0.9 3.94 2.06 
MAMMA1000670 3.27 2.78 4.47 10.4 6.73 9.28 * + 
MAMMA1000672 1.71 3.23 6.88 5.43 5.63 6.03 
25 MAMMA1000681 0.98 1.19 2.53 1.98 3.73 2.45 

MAMMA1000684 6.87 11.61 18.54 30.76 32.53 30.62 ** + 
MAMMA1000696 1.64 3.39 4.99 7.89 14.39 8.69 * + 
MAMMA1000702 3.12 3.07 5.9 7.47 10.05 7.55 * + 
MAMMA1000706 0.63 1.07 1.79 1.08 1.52 0.66 
so MAMMA1000707 0.74 1.26 1.76 0.83 1.87 0.63 

MAMMA1000713 1.53 2.14 5.33 5.43 5.8 6.96 
MAMMA1000714 1.19 1.84 4.31 2.64 4.96 4.94 
MAMMA1000718 1.32 2.79 4.84 5.53 7.12 4.37 
MAMMA1000720 1.33 2.19 5.14 4.95 8.51 5.44 
35 MAMMA1000723 1.22 1.65 4.17 3.26 4.81 3.68 

MAMMA1000731 1.24 1.17 3.11 3.04 4.99 3.26 
MAMMA1000732 1.37 1.59 3.02 4.86 6.5 6.05 ** + 
MAMMA1000733 0.58 0.82 1.54 2.31 2.41 1.22 
MAMMA1000734 12.22 11.56 22.62 21.95 22.19 13.18 
40 MAMMA1000736 4.26 4.34 11.96 4.92 5.77 6.14 

MAMMA1000738 0.8 2.06 3.82 2.52 4.15 1.95 
MAMMA1000744 1.12 2 5.52 3.27 3.97 4.67 
MAMMA1000746 1 2.03 2.24 2.38 4.27 2.48 
MAMMA1000748 8.23 8.93 13.13 15.53 16.06 15.05 * + 
MAMMA1000751 10.46 7.63 32,43 45.16 40.03 54.65 * + 
MAMMA1000752 1.5 2.37 8.68 11.52 14.2 12.68 * + 
MAMMA1000757 1.89 2.48 5.54 7.9 8.53 10.86 * + 
MAMMA1000760 3 2.99 6.77 4.65 8.01 7.12 
MAMMA1000761 1.86 2.58 5.73 4.87 6.29 4.99 
MAMMA1000775 1.37 1.83 4.43 3.23 4.29 2.64 
MAMMA1 000776 2.37 2.36 6.3 6.57 7 6.12 
MAMMA1000778 2.14 2.28 5.19 4.95 3.99 3.84 
MAMMA1000781 1.33 1.33 3.06 2.82 2.86 1.23 
55 MAMMA1000782 1.94 2.36 3.88 2.93 3.11 3.01 
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MAMMA 1000784 1.28 
MAMMA 1000788 3.05 
MAMMA 1000798 1.01 
MAMMA 1000802 4.36 
MAMMA1000810 3.91 
MAMMA 10008 13 1.63 
MAMMA1000814 2.56 
MAMMA 1000824 12.58 
MAMMA1 000827 1.83 
MAMMA1 000831 1.45 
MAMMA1 000838 6.85 
MAMMA1000839 4.89 
MAMMA1000841 1.33 
MAMMA 1000842 2.48 
MAMMA1000843 1.26 
MAMMA 1000845 0.83 
MAMMA1000851 1.3 
MAMMA1000854 2.77 
MAMMA1 000855 0.37 
MAMMA1000856 0.87 
MAMMA1000859 9.88 
MAMMA1000862 1.13 
MAMMA1000863 2.62 
MAMMA 1000865 0.35 
MAMMA 1000867 1.08 
MAMMA1000875 0.89 
MAMMA1000876 1.23 
MAMMA1000877 3.15 
MAMMA1000878 3.05 
MAMMA10O0880 1.46 
MAMMA1000881 1.81 
MAMMA1 000883 0.57 
MAMMA 1000897 0.76 
MAMMA1000898 1.06 
MAMMA 1000905 1.8 
MAMMA 1000906 1.17 
MAMMA 1000908 1.59 
MAMMA 10009 11 4.97 
MAMMA1000914 1.14 
MAMMA 1000920 1.99 
MAMMA 1000921 1.03 
MAMMA 1000931 2.68 
MAMMA1000940 1.67 
MAMMA 1000941 3.74 
MAMMA 1000942 2.75 
MAMMA1000943 2.16 
MAMMA 1000952 2.6 
MAMMA10OO956 0.93 
MAMMA1000957 2.5 
MAMMA1000962 3.25 
MAMMA 1000966 1.85 
MAMMA 1000968 1.6 



I. 58 3.94 2.22 7.2 3.64 
4.31 4.38 4.16 5.12 2.21 
2.86 2.77 2.03 3.56 2.1 

3.71 8.23 17.49 15.39 19.2 * 
4.98 14.15 17.58 19.04 16.15 
2.11 3.73 2.82 3.15 2.06 
2.97 7.82 7.28 7.26 6.61 

II. 27 34.16 62.44 72.28 50.62 
2.04 5.05 3.3 4.77 4.31 
2.81 2.84 2.55 5.43 1.85 
9.27 7.86 13.01 8.43 14.52 

4.41 9 9.02 8.66 14.04 
2.02 3.11 2.23 4.44 2.29 

1.88 3.59 3.03 3.74 1.82 
2.19 3.88 2.26 4.43 2.35 

1.01 2.4 2.35 3.88 1.24 

3.42 5.35 7.83 5.9 6.65 

3.7 6.33 5.08 5.68 5.13 
2.97 2.62 2.51 3.74 1.78 
1.39 3.11 2.05 6.37 3.19 
8.56 20.5 19.52 18.47 24.31 
1.55 3.53 1.17 3.18 0.79 

2.08 4.72 2.59 5.24 4.91 
0.82 2.48 0.4 1.84 0.35 

2.83 2.87 1.95 3.68 4.76 

2.72 2.34 3.31 3.57 2.59 
1.64 4.59 2.4 3.37 3.22 

2.89 9.22 8.39 10.32 10.07 
3.61 8.94 6.33 8.52 9.62 
1.15 4.77 2.45 3.96 3.01 

2.09 4.52 3.77 6.07 4.73 
0.79 2.1 1.37 2.14 2.11 
2.39 0.36 1.19 2.99 6.19 
1.99 1.75 1.41 2.49 3.7 
2.75 4.68 8.32 6.86 10.64 * 
2.49 2.63 2.45 4.27 4.08 
1.63 4.3 1.77 3.05 1.43 
6.25 8.37 21.77 20.01 20.98 
0.85 2.41 1.1 2.23 1.61 
2.17 4.41 10.82 10.67 9.11 

1.02 2.41 3.47 3.84 3.17 * 
3.44 3.95 6.78 7.66 7.32 * 

1.84 6.05 5.78 6.84 6.3 
2.55 8.61 9.01 10.11 9.46 

1.85 7.46 8.27 8.47 7.2 
2.84 10.49 9.04 11.08 8.74 
1.93 8.65 9.03 7.47 6.75 
1.24 3.11 3.64 3.1 3.47 
1.41 2.62 4.81 5.73 6.85 * 
3.57 10.48 13.62 11.18 16.85 
2.19 6.04 6.34 6.23 7.04 
1.46 5.49 4.79 5.62 4.97 
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MAMMA1000972 2.4 1.41 3.83 3.34 3.91 4.32 

MAMMA1000973 5.14 3.37 12.58 7.02 8.56 10.31 

MAMMA1000975 1.44 1.99 3.34 2.37 4.9 5.05 

MAMMA1000976 2.46 2.71 8.57 9.22 11.17 8.92 

MAMMA10O0979 1.46 2.62 3.06 4.34 4.41 7.71 

MAMMA10O0986 5.75 5.32 10.24 8.83 11.32 13.95 

MAMMA10O0987 1.44 1.36 3.99 2.43 3.74 5.66 

MAMMA1000988 3.76 4.86 8.88 10.18 1L34 10.5 * 

MAMMA1000994 9.82 7.58 15.88 12.02 11.56 9.25 

MAMMA1000998 1.51 1.07 3.13 4.21 5.42 4.04 * 

MAMMA1001003 1.98 1.83 5.97 4.2 6.86 4.39 

MAMMA1001007 0.38 1.03 1.77 0.14 1.38 0.32 

MAMMA 1 00 1 008 11.76 11.09 40.52 56.73 50.93 45.37 

MAMMA1001013 3.62 4.16 12.14 8.42 11.54 10.08 

MAMMA1001014 1.4 1.79 5.49 4.36 5.16 4.26 

MAMMA1001021 0.49 2.08 7.85 6.46 5.47 4.26 

MAMMA1001024 0.85 1.59 3.14 2.55 3.92 1.96 

MAMMA1001025 1.03 1.47 2.94 1.27 2.95 1.41 

MAMMA1001028 1.3 1.09 2.23 3.07 4.73 3.28 * 

MAMMA1001030 1.63 0.48 2.22 3.06 3.24 2.08 

MAMMA1001035 2.48 2.92 10.31 9.29 11.92 11.54 

MAMMA1001036 4.69 4.01 10.7 11.23 8.22 11.33 

MAMMA1001037 1.91 2.88 6.49 5.28 7.53 4.69 

MAMMA1001038 1.18 1.59 4.28 4.12 3.85 4.45 

MAMMA1001041 1.64 1.87 3.18 3.75 4.04 2.64 

MAMMA10O1043 1.09 1.24 3.67 3.44 3.35 3.18 

MAMMA1001050 1.52 1.55 5.94 8.4 8.28 6.51 * 

MAMMA1001054 2.04 2.58 6.99 9.29 11.07 8.36 * 

MAMMA1001059 2.66 4.71 9.73 8.85 9.72 8.46 

MAMMA1001066 3.64 2.97 12.26 14.08 12.09 8.96 

MAMMA1001067 1.26 2 4.77 3.53 5.33 3.29 

MAMMA1001072 1.44 2.06 7.76 6.38 7.13 7.2 

MAMMA1001073 1.17 0.79 1.47 1.49 2.74 1.34 

MAMMA1001074 0.78 1.47 3.97 6.24 5.4 4.9 * 

MAMMA1001075 4.87 4.41 10.48 11.24 9.82 8.21 

MAMMA1001078 1.7 1.83 7.96 9.69 9.99 9.37 * 

MAMMA1001080 3.77 3.93 6.97 8.71 10.33 5.57 

MAMMA1001082 1.51 2.03 4.03 1.73 5.23 1.6 

MAMMA1001091 1.17 1.36 2.02 1.81 3.03 1.47 

MAMMA1001092 1.93 2.09 4.81 3.17 3.57 1.89 

MAMMA1001094 1.73 4.28 4.65 4 5.62 4.7 

MAMMA1001105 2.45 2.62 7.7 6.99 7.57 6.06 

MAMMA1001110 0.4 1.01 2.74 1.42 2.53 0.47 

MAMMA1001126 1.96 3.09 10.92 8.39 9.27 6.08 

MAMMA1001133 2.5 3.44 10.94 9.48 10.83 10.68 

MAMMA1001139 87.88 86.18 214.31 193.19 47.2 160.92 

MAMMA1001141 1.33 2.89 3.65 3.69 5.25 5.46 

MAMMA1001143 2.02 1.79 4.23 3.95 6.69 4.34 

MAMMA1001145 3.1 2.22 3.39 6.37 7.13 2.84 

MAMMA1001150 1.34 2.48 3.95 3.06 3.31 2.11 

MAMMA1001154 2.16 2.8 5.57 5.44 7.13 5.22 

MAMMA1001159 4.19 4.01 11.06 11.31 5.89 9.45 
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